<110>
<120>

SEQ
SEQUENCE LISTING
Critical Care Diagnostics, Inc.

METHODS FOR PREDICTING RISK OF

DEVELOPING HYPERTENSION

<130>

<150>
<151>

<160>
<170>
<210>
<211>
<212>
<213>

<400>

20060-0026wol

US 61/683,956
2012-08-16

2

FastSEQ for windows Version 4.0
1

327

PRT

Homo sapiens

1

Met Gly Phe Trp Ile Leu Ala ITe Leu Thr Ile Leu
1 5

Ala Ala Lys Phe Ser Lys Gln Ser Trp Gly Leu Glu

20 25

Ile val Arg Cys Pro Arg GIln Gly Lys Pro Ser Tyr

35 40

Tyr Tyr Ser Gln Thr Asn Lys Ser Ile Pro Thr Glu

50

55 60

Phe Ala Ser Gly GIn Leu Leu Lys Phe Leu Pro Ala

65

70 75

Ser Gly Ile Tyr Thr Cys Ile val Arg Ser Pro Thr

85 90

Gly Tyr Ala Asn val Thr Ile Tyr Lys Lys Gln Ser

100 105

Pro Asp Tyr Leu Met Tyr Ser Thr val Ser Gly Ser

115 120

Lys Ile Tyr Cys Pro Thr Ile Asp Leu Tyr Asn Trp
130 135 140
Glu Trp Phe Lys Asn Cys Gln Ala Leu GIn Gly Ser

145

150 155

His Lys Ser Phe Leu val Ile Asp Asn val Met Thr

Asp Tyr Thr

165 170
Cys Lys Phe ITe His Asn Glu Asn Gly
180 185

val Thr Ala Thr Arg Ser Phe Thr val Lys Asp Glu

195 200

Leu Phe Pro val ITe Gly Ala Pro Ala Gln Asn Glu
210 215 220
Glu ITe Gly Lys Asn Ala Asn Leu Thr Cys Ser Ala

225

230 235

Gly Thr Gln Phe Leu Ala Ala val Leu Trp Gln Leu

245 250

Ile Thr Asp Phe Gly Glu Pro Arg Ile Gln Gln Glu

260 265

Gln Ser Phe Ser Asn Gly Leu Ala Cys Leu Asp Met

275 280

Ala Asp val Lys Glu Glu Asp Leu Leu Leu Gln Tyr
290 295 300

305

Leu Asn Leu His Gly Leu Arg Arg His Thr val Arg
310 315
Asn Pro Ser Lys Glu Cys Phe
325
2

<210>
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Met
Asn
Thr
45

Arg
Ala
Phe
Asp
Glu
125
Thr
Arg
Glu
Ala
Gln
205
Ile
Cys
Asn
Glu
val
285
Asp

Leu

Tyr
Glu
30

val
Asn
val
Asn
Cys
110
Lys
Ala
Tyr
Asp
Asn
190
Gly
Lys
Phe
Gly
Gly
270
Leu
Cys

Ser

Ser
Ala
Asp
Arg
Ala
Arg
95

Asn
Asn
Pro
Arg
Ala
175
Tyr
Phe
Glu
Gly
Thr
255
Gln
Arg
Leu

Arg

Thr
Leu
Trp
val
Asp
80

Thr
val
Ser
Leu
Ala
160
Gly
Ser
Ser
val
Lys
240
Lys
Asn
Ile
Ala

Lys
320



<211>
<212>
<213>

<400> 2

gaggagggac
cccctcectgtc
gtatcaccaa
agtaatctca
ggatcttagc
catggggcct
acaccgtgga
gtgtgtttgc
tttatacctg
tatataaaaa
gatcagaaaa
ctcttgagtg
catttttggt
tacacaatga
atgagcaagg
aagtggaaat
agttcttggc
caagaattca
acatggtttt
tggccctgaa
gtaaggagtg
ggagtgtggt
ttctcttctt
agcttctctg
agaacactca
tcactgtatg
ttttataact
atgaacactc
actgccattt
ttcttgcatt
ttggctcaca
tcaggagctt
aggagcgaga
tgcaaggaca
ccaatcacct
tgggcaggaa
tatttaaggt
ctgttattca
tttgcagtat
tcacattgcc
gggcagggac
gtgctcagct
aaaaaaaaaa

2542
DNA
Homo

sapiens

ctacaaagac
tttcagtttg
ctgcctcatg
acaacgagtt
aattctcaca
ggaaaatgag
ttggtattac
ctcaggccaa
tattgtcaga
acaatcagat
aaattccaaa
gtttaagaat
cattgataat
aaatggagcc
cttttctctg
tggaaaaaac
tgccgtcctg
acaagaggaa
aagaatagct
tttgcatggc
tttctgagac
tccaagagat
cgggatgttg
ctgcttaaat
gctgcttctt
tgaaaggaaa
tgcattacat
attttgttag
cagtgagaaa
gatataaaga
gttctgcagg
tactcatggc
gagaggtgcc
gcatcaaaga
cccaccaggc
cacagaccca
acatggaaca
ccatgtaatt
acacactttc
ttacctaaat
atcatctctt
aaatatttgt
aaaaaaaaaa

tggaaactat
gttgagatat
tgtggtgacc
accaatactt
attctcatgt
gctttaattg
tcacaaacaa
cttctgaagt
agtcccacat
tgcaatgttc
atttattgtc
tgtcaggctc
gtgatgactg
aattatagtg
tttccagtaa
gcaaacctaa
tggcagctta
gggcaaaatc
gacgtgaagg
ttgagaaggc
tttgatcacc
ccatcaagac
tttgctgtct
tgttcgtcct
tggtcatcct
tgcaccaaca
gttgtaagca
cgagggtggt
atcctaggtg
aatacctgag
ctgtatggga
agaaggcaaa
acactgaaac
gatggtgcta
tccacctcga
aaccatacca
cacgggaagt
caggtaccac
caagtactct
ctgtttgaca
ccatctttgg
tgactgaata
aa

SEQ

tcttagctcc
aggctactct
ttcactgtcg
gctcttgatt
attccacagc
taagatgtcc
acaaaagtat
ttctaccagc
tcaataggac
cagattattt
ctaccattga
ttcaaggatc
aggacgcagg
tgacggcgac
tcggagcccc
cttgctctgc
atggaacaaa
aaagtttcag
aagaggattt
acaccgtaag
tgaactttct
aatgggaatg
gatctttgta
cccccactcc
tgttttctaa
accgtaaact
tggtccgttc
aaagtgaaca
ctactttata
actgggtgat
agcatggcgg
gcaaaggcag
agccagatct
aaccattcat
atactgggga
cacacattat
ctggtagctc
gtattccagg
tgtagcatcc
gtctgctcaa
gtccttagtg
aatgaatgca
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gtcactgact
tcccaactca
tatgccagtg
gataaacaga
agcaaagttt
tagacaagga
tcccactcag
tgcagttgct
tggatatgcg
gatgtattca
cctctacaac
aaggtacagg
tgattacacc
caggtccttc
tgcacaaaat
ttgttttgga
aattacagac
caatgggctg
attgctgcag
actaagtagg
ctagcaagtg
gcctgtgcca
gactgttcct
ctcctatcgt
ctttatgaac
gaacgtgttc
tatacctttt
aaaaggggaa
ataagacatt
ttatatgaaa
catctgcttc
gcacttcaca
catgagaagt
gatgaactca
ttaccattca
cattgttaaa
agcccatttc
gagcctttct
tgtttgtatc
cacgactgca
caatacctgg
caaccaaaaa

ccaagttcat
gtcttgaaga
actcatctgg
atggggtttt
agtaaacaat
aaacctagtt
gaaagaaatc
gattctggta
aatgtcacca
acagtatctg
tggacagcac
gcgcacaagt
tgtaaattta
acggtcaagg
gaaataaagg
aaaggcactc
tttggtgaac
gcttgtctag
tacgactgtc
aaaaatccaa
taagcagaat
taaaatgtgc
gtttgctggg
tggtttgtct
tccctctgtg
ttttgtgctc
tctggtcata
gtatcaaact
tgttaggcca
agaggtttaa
tggggacacc
cagtaaaagc
cactcactat
cccccatgat
gcatgagatt
ctttgtaaag
tttattgcat
tggccctcag
atagcactgg
agctccatga
cagctagcca
aaaaaaaaaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2542



