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Precursor Human Alpha-Galactosidase-A Protein and ¢cDNA (SEQ ID NOs: 1 and 2)
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AGG ACT GGC AGR ASC ATT GTG TAC TCC TET GAGS TRE LOT OTT TAT ATG
Arg Thr 8ly Arg Ser Ile Val Tyyr 8Ser Cya Glu Trp Pro Leu Tyr Met
185 204 2058

TEG OCC TTY CAA ARG CCC ART TAT ACR GAR ATC UGA CARG TAC TGC AAY
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