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SEQUENCE LISTING 

<110> GlycArt Biotechnology AG 

<120> Modified Antigen Binding Molecules with Altered Cell Signaling 
Activity 

<130> 1975.056PC01 

<150> US 60/711,454 
<151> 2005-08-26 

<160> 134 

<170> •Patentln version 3.3 • 

<210> 1 
<211> 357 
<212> DNA 
<213> Artificial.Sequence 

<220> 
<223> B-HH1 construct of a mouse/human modified antigen binding 

molecule 

<400> 1 
caggtgcaat tggtgcagtc tggcgctgaa gttaagaagc ctgggagttc agtgaaggtc . 60 

tcctgcaagg cttccggata caccttcagc tattcttgga tgagctgggt gcggcaggcc 12 0 

cctggacaag ggctcgagtg gatgggacgg atctttcccg gcgatgggga tactgactac 180 

gcacagaaat tccaaggaag agtcacaatt accgccgaca aatccactag cacagcctat 240 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc aagaaatgtc 300 

tttgatggtt actggcttgt ttactggggc cagggaaccc tggtcaccgt ctcctca 357 

<210> 2 
<211> 119 
<212> PUT 
<213 > Artificial Sequence 

<220> 
<223> B-HH1 construct of a mouse/human modified antigen binding 

molecule 

<400> 2 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
1 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Tyr Ser 
20 25 30 

Trp Met Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 
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Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 00 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 3. 
<211> 3-57 -
<212> DNA 
<213> Artificial Sequence 

<220> 
<22 3 > B-HH2 construct of a mouse/human modified antigen binding 

molecule 

<400> 3 
caggtgcaat tggtgcagtc tggcgctgaa gttaagaagc ctgggagttc agtgaaggtc 60 

tcctgcaagg cttccggata cgccttcagc tattcttgga tgaactgggt gcggcaggcc 120 

cctggacaag ggctcgagtg gatgggacgg atctttcccg gcgatgggga tactgactac 180 

aatgggaaat tcaagggcag agtcacaatt accgccgaca aatccactag cacagcctat 240 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc aagaaatgtc 300 

tttgatggtt actggcttgt ttactggggc cagggaaccc tggtcaccgt ctcctca 357 

<210> 4 
<211> 119 
<212> PRT 
<213 > 
t 

Artificial Sequence 

<220> 
<223> B-HH2 construct of a 

molecule 

<400> 4 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
1 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Tyr Ser 



WO 2007/031875 PCT/IB2006/003294 
3/64 

20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu'Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys' 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115-

<210> 5 
<211> 366 
<212> DNA 
<213 > Artificial Sequence 

<220> 
<223> B-HH3 construct of 

molecule 

<400> 5. 
caggtgcaat tggtgcagtc tggcgctgaa gttaagaagc ctgggagttc agtgaaggtc 60 

tcctgcaagg cttccggata cgccttcagc tattcttgga tgaactgggt gcggcaggcc 120 

cctggacaag ggctcgagtg gatgggacgg atctttcccg gcgatgggga tactgactac 180 

aatgggaaat tcaagggcag agtcacaatt accgccgaca aatccactag cacagcctat 240 

atggagctga gcagcctgag atctgaggac acggccgtgt atctgtgtgc aagaaatgtc 300 

tttgatggtt actggcttgt ttactggggc cagggaaccc tggtcaccgt ctcctcagct 360 

agcacc 366 

<210> ,6 
<211> 119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-HH3 construct of a mouse/human modified antigen binding 

molecule 



WO 2007/031875 PCT/IB2006/003294 

<400> 6 

Gin Val Gin Leu Val Gin Bex .Giy Ala Glu Val Lys Lys Pro Gly Ser 
1 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Tyr Ser 
20 25 30 

?rp Met Asn Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 -45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr He Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Leu Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 7 
<211> 357 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> B-HH4 construct of a 

molecule. 

<400> 7 
caggtgcaat tggtgcagtc tggcgctgaa gttaagaagc ctggagcttc agtgaaggtc 60 

tcctgcaagg tctccggata cgcgttcagc tattcttgga tgaactgggt gcggcaggcc 120 

cctggacaag ggctcgagtg gatgggacgg atctttcccg gcgatgggga tactgactac 180 

aatgggaaat tcaagggcag agtcacaatt accgccgaca aatccactag cacagcctat 240 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc aagaaatgtc 300 

tttgatggtt actggcttgt ttactggggc cagggaaccc tggtcaccgt ctcctca 357 

<210> 8 
<211> 119 
<212> PRT 
<213> Artificial Sequence 
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<220> 
<223> B-HH4 construct of a mouse/human modified antigen binding 

molecule 

<400> 8 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Ala Phe Ser Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 - 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 ' 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 9 
<211> 357 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> B-HH5 construct of , 

molecule 

<400> 9 
caggtgcaat tggtgcagtc tggcgctgaa gttaagaagc ctgggagttc agtgaaggtc 60 

tcctgcaagg cttccggata cgcgttcagc tattcttgga tgagctgggt gcggcaggcg 120 

cctggacaag ggctcgagtg gatgggacgg atctttcccg gcgatgggga tactgactac 180 

aatgggaaat tcaagggcag agtcacaatt accgccgaca aatccactag cacagcctat 240 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc aagaaatgtc 300 

tttgatggtt actggcttgt ttactggggc cagggaaccc tggtcaccgt ctcctca 357 
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<210> 10 
<211> 119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223 > B-HH5 construct of , 

molecule 

<400> 10 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
1 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Tyr Ser 
20 25 30 

Trp Met. Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Arg lie Phe Pro Gly 'Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr He Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90~ 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 HO 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 11 
<211> 357 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223 > B-HH6 construct of a 

molecule 

<400> 11 
caggtgcaat tggtgcagtc tggcgctgaa gttaagaagc ctgggagttc agtgaaggtc 60 

tcctgcaagg cttccggata^ cgccttcagc tattcttgga tcaattgggt gcggcaggcg 120 

cctggacaag ggctcgagtg gatgggacgg atctttcccg gcgatgggga tactgactac 180 

aatgggaaat tcaagggcag agtcacaatt accgccgaca aatccactag cacagcctat 240 
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atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc aagaaatgtc 300 

tttgatggtt actggcttgt; ttactggggc cagggaaccc.tggtcaccgt ctcctca 357 

<210> 12 
<211> 119 
<212 > PRT 
<213> Artificial Sequence 

<220> 
<223> B-HH6 construct of . 

molecule 

<400> 12 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lye Pro Gly Ser 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Tyr Ser 
20 25 30 

Trp He Asn Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 13 
<211> 357 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223 > B-HH7 construct of . 

molecule 

<400> 13 
caggtgcaat tggtgcagtc tggcgctgaa, gttaagaagc ctgggagttc agtgaaggtc 60 



WO 2007/031875 PCT/IB2006/003294 

tcctgcaagg cttccggata cgccttcagc tattcttgga tctcgtgggt gcggcaggcg 120 

cctggacaag ggctcgagtg gatgggacgg atctttcccg gcgatgggga tactgactac 180 

aatgggaaat tcaagggcag agtcacaatt accgccgaca aatccactag cacagcctat 240 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc aagaaatgtc 300 

tttgatggtt actggcttgt ttactggggc cagggaaccc tggtcaccgt ctcctca 357 

<210> 14 
<211> 357 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-HH7 construct of 

molecule 

<400> 14 

Cys Ala Gly Gly Thr Gly Cys Ala Ala Thr Thr Gly Gly Thr Gly Cys 
1. 5 10 15 

Ala Gly Thr Cys Thr Gly Gly Cys Gly Cys Thr Gly Ala Ala Gly Thr 
20 25 30 

Thr Ala Ala Gly Ala Ala Gly Cys Cys Thr Gly Gly Gly Ala Gly Thr 
35 40 45 

Thr Cys Ala Gly Thr Gly Ala Ala Gly Gly Thr Cys Thr Cys Cys Thr 
50 55 60 

Gly Cys Ala Ala Gly Gly Cys Thr Thr Cys Cys Gly Gly Ala Thr Ala 
65 70 75 80 

Cys Gly Cys Cys Thr Thr Cys Ala Gly Cys Thr Ala Thr Thr Cys Thr 
85 90 95 

Thr Gly Gly Ala Thr Cys Thr Cys Gly Thr Gly Gly Gly Thr Gly Cys 
100 105 110 

Gly Gly Cys Ala Gly Gly Cys Gly Cys Cys Thr Gly Gly Ala Cys Ala 
115 120 125 

Ala Gly Gly Gly Cys Thr Cys Gly Ala Gly Thr Gly Gly Ala Thr Gly 
130 135 • 140 

Gly Gly Ala Cys Gly Gly Ala Thr Cys Thr Thr Thr Cys Cys Cys Gly 
145 150 155 160 
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Gly Cys Gly Ala Thr Gly Gly Gly Gly Ala Thr Ala Cys Thr Gly Ala 
165 170 175 

Cys Thr Ala Cys Ala Ala Thr Gly Gly Gly Ala Ala Ala Thr Thr Cys 
180 185 190 

Ala Ala Gly Gly Gly Cys Ala Gly Ala Gly Thr Cys Ala Cys Ala Ala 
195 200 205 

Thr Thr Ala Cys Cys Gly Cys Cys Gly Ala Cys Ala Ala Ala Thr Cys 
210 215 220 

Cys Ala Cys Thr Ala Gly Cys Ala Cys Ala Gly Cys Cys Thr Ala Thr 
"225 230 235 . 240 

Ala Thr Gly Gly Ala Gly . Cys Thr Gly Ala Gly Cys Ala Gly Cys Cys 
245 250 255 

Thr Gly Ala Gly Ala Thr Cys Thr Gly Ala Gly Gly Ala Cys Ala Cys 
260 265 270 

Gly Gly Cys Cys Gly Thr Gly Thr Ala Thr Thr Ala Cys Thr Gly Thr 
275 280 285 

Gly Cys Ala Ala Gly Ala Ala Ala Thr Gly Thr Cys Thr Thr Thr Gly 
290 295 300 

Ala Thr Gly Gly Thr Thr Ala Cys Thr Gly Gly Cys Thr Thr Gly Thr 
305 310 315 320 

Thr Thr Ala Cys Thr Gly Gly Gly Gly Cys Cys Ala Gly Gly Gly Ala 
325 330 335 

Ala Cys Cys Cys Thr Gly Gly Thr Cys Ala Cys Cys Gly Thr Cys Thr 
340 345 350 

Cys Cys Thr Cys Ala 
355 

<210> 15 
<211> 357 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223 > B-HH8 construct of 

molecule 
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<400> 15 
caggtgcaat tggtgcagtc tggcgctgaa gttaagaagc ctggcgcctc agtgaaggtc 60 

tcctgcaagg cttccggata caccttcaca tacagctgga tgaactgggt gcggcaggcc 120 

cctggacaag ggctcgagtg gatgggacgg atctttcccg gcgatgggga tactgactac 180 

aatgggaaat tcaagggcag agtcacaatt accgccgaca aatccactag cacagcctat 240 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc aagaaatgtc 300 

tttgatggtt actggcttgt ttactggggc cagggaaccc tggtcaccgt ctcctca 357 

<210> 16 
<211> 119 
<212> PRT 
<213 > Artificial Sequence 

<220> 
<223> B-HH8 construct of a 

molecule 

<400> 16 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr He Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glxi Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 17 
<211> 357 
<212> DMA 
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<213>- Artificial Sequence 

<220> 
<223> B-HH9 construct of a mouse/human modified antigen binding 

molecule 

<400> 17 
caggtgcaat tggtgcagtc tggcgctgaa gttaagaagc ctggcgcctc agtgaaggtc 60 

tcctgcaagg cttccggata caccttcagc tattcttgga tgaactgggt gcggcaggcc 120 

cctggacaag ggctcgagtg gatgggacgg atctttcccg gcgatgggga tactgactac 180 

aatgggaaat tcaagggcag agtcacaatt accgccgaca aatccactag cacagcctat '24 0 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc aagaaatgtc 300 

tttgatggtt actggcttgt ttactggggc cagggaaccc tggtcaccgt ctcctca 357 

<210> 18 
<211> 119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-HH9 construct of . 

molecule 

<400> 18 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Arg He Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 
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<210> 19 
<211> 357 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> B-HL1 construct of , 

molecule 

<400> 19 
caggtgcaat tggtgcagtc tggcgctgaa gttaagaagc ctggggcctc agtgaaggtc 60 

tcctgcaagg cttccggata caccttcacc tattcttgga tgcactgggt gcggcaggcc 120 

cctggacaag ggctcgagtg gatgggacgg atctttcccg gcgatgggga tactgactac 180 

gcacagaaat tccaaggaag agtcacaatg acacgggaca cgtccacttc caccgtctat 240 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc aagaaatgtc 300 

tttgatggtt actggcttgt ttactggggc cagggaaccc tggtcaccgt ctcctca 357 

<210> 20 
<211> 119 
<212> PRT 
<213 > Artificial Sequence 

<220> 
<223> B-HL1 construct of 

molecule 

<400> 20 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Tyr Ser 
•20 25 30 

Trp Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
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100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 21 
<211> 357 
<212> DNA 
<213 > Artificial Sequence 

<220> 
<223> B-HL2 construct of a mouse/human modified antigen binding 

molecule 

<400> 21 
gaggtgcaat tggtgcagtc tggcgctgaa gttaagaagc ctggggccac cgtgaagatc 60 

tcctgcaagg tgtccggata caccttcacc tattcttgga tgcactgggt gcagcaggcc 120 

cctggaaagg ggctcgagtg gatgggacgg atctttcccg gcgatgggga tactgactac 180 

gcagagaaat tccaaggaag agtcacaatc acagccgaca cgtccactga caccgcctat 240 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc aaccaatgtc 300 

tttgatggtt actggcttgt ttactggggc cagggaaccc tggtcaccgt ctcctca 357 

<210> 22 
<211> 11S 
<212 > PRT 
<213> Artificial Sequence 

<220> 
<223> B-HL2 construct <?f . 

molecule 

<400> 22 

Glu Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Thr Val Lys He Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Tyr Ser 
20 25 30 

Trp Met His Trp Val Gin Gin Ala Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

Gly Arg He Phe Pro Gly Asp Gly Asp Thr Asp Tyr Ala Glu Lys Phe 
50 55 - 60 

Gin Gly Arg Val Thr lie Thr Ala Asp Thr Ser Thr Asp Thr Ala Tyr 
65 70 75 80 



Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Thr Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 23 
<211> 357 
<212> DNA 
<213 > Artificial Sequence 

<220> 
<223> B-HL3 construct of 

molecule 

<400> 23 
gaggtgcaat tggtgcagtc tggcgctgaa gttaagaagc ctggggccac cgtgaagatc 60 

tcctgcaagg tgtccggata caccttcacc tattcttgga tgaactgggt gcagcaggcc 120 

cctggaaagg ggctcgagtg gatgggacgg atctttcccg gcgatgggga tactgactac 180 

aatgggaaat tcaagggaag agtcacaatc acagccgaca cgtccactga caccgcctat 240 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc aaccaatgtc 300 

tttgatggtt actggcttgt ttactggggc cagggaaccc tggtcaccgt ctcctca 357 

<210> 24 
<211> 119 
<212 > PRT 
<213 > Artificial Sequence 

<220> 
<223> B-HL3 construct of 

molecule 

<400> 24 

Glu Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 5 10 15 

Thr Val Lys He Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Gin Gin Ala Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 
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Lys Gly Arg Val Thr lie Thr Ala Asp Thr Ser Thr Asp Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Thr Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 25 
<211> 366 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> B-HL4 construct of a 

molecule 

<4 0 0 > 25 
cagatgcaat tggtgcagtc tggcgctgaa gttaagaaga ccgggagttc agtgaaggtc 60 

tcctgcaagg cttccggata caccttcacc tattcttgga tgagctgggt gcggcaggcc 120 

cctggacaag ggctcgagtg gatgggacgg atctttcccg gcgatgggga tactgactac 180 

gcacagaaat tccaaggaag agtcacaatt accgccgaca aatccactag cacagcctat 240 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc aagaaatgtc 300 

tttgatggtt actggcttgt ttactggggc cagggaaccc tggtcaccgt ctcctcagct 360 

agcacc 366 

<210> 26 
<211> 119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-HL4 construct of a mouse/human modified antigen binding 

molecule 

<400> 26 

Gin Met Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Thr Gly Ser 
1 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Tyr Ser 
20 25 30 
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Trp Met Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 '45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr He Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys. 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp. Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 27 
<211> 357 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> B-HL8 construct of a mouse/human modified antigen binding 

molecule 

<400> 27 
gaagtgcagc tggtggagtc tggaggaggc ttggtcaagc ctggcgggtc cctgcggctc 60 

tcctgtgcag cctctggatt cacatttagc tattcttgga tgaactgggt gcggcaggct 120 

cctggaaagg gcctcgagtg ggtgggacgg atctttcccg gcgatgggga tactgactac 180 

aatgggaaat tcaagggcag agtcacaatt accgccgaca aatccactag cacagcctat 240 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc aagaaatgtc 300 

tttgatggtt actggcttgt ttactggggc cagggaaccc tggtcaccgt ctcctca 357 

<210> 28 
<211> 119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-HL8 construct of a 

molecule 

<400> 28 

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 
15 10 15 
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Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 * 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 29 
<211> 456 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223 > B-HL10 construct of 

molecule 

<400> 29 
cggaattcgg cccaccggtg gccaccatgg actggacctg gaggatcctc ttcttggtgg 60 

cagcagccac aggagcccac tccgaagtgc agctggtgga gtctggagga ggcttggtca 120 

agcctggcgg gtccctgcgg ctctcctgtg cagcctctgg attcgcattc agctattctt 180 

ggatgaactg ggtgcggcag gctcctggaa agggcctcga gtgggtggga cggatctttc 240 

ccggcgatgg ggatactgac tacaatggga aattcaaggg cagagtcaca attaccgccg 300 

acaaatccac tagcacagcc tatatggagc tgagcagcct gagatctgag gacacggccg 360 

tgtattactg tgcaagaaat gtctttgatg gttactggct tgtttactgg ggccagggaa 420 

Ccctggtcac cgtctcctca gctagcgaat tctcga 456 

<210> 30 
<211> 119 
<212> PRT 
<213> Artificial Sequence 



WO 2007/031875 
18/64 

PCT/IB2006/003294 

<220> 
<223> B-HL10 construct of a mouse/human modified antigen binding 

molecule 

<400> 30 

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 
1 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ala Phe Ser Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 31 
<211> 357 
<212> DMA 
<213 > Artificial Sequence 

<22 0> 
<223> B-HL11 construct of 

molecule 

<400> 31 
caggtgcagc tggtggagtc tggaggaggc ttggtcaagc ctggcgggtc cctgcggctc 60 

tcctgtgcag cctctggatt cacatttagc tattcttgga tgaactgggt gcggcaggct 120 

cctggaaagg gcctcgagtg ggtgggacgg atctttcccg gcgatgggga tactgactac 180 

aatgggaaat tcaagggcag agtcacaatt accgccgaca aatccactag cacagcctat 240 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc aagaaatgtc 300 

tttgatggtt actggcttgt ttactggggc cagggaaccc tggtcaccgt ctcctca 357 
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<210> 32 
<2U> 119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-HL11 construct of a mouse/human modified antigen binding 

molecule 

<400> 32 

Gin Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Lys. Gly Leu Glu Trp Val 
35 40 45 

Gly Arg lie Phe Pro , Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90" 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 " 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 33 
<211> 456 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> B-HL12 construct of 

molecule 

<400> 33 
cggaattcgg cccaccggtg gccaccatgg actggacctg gaggatcctc ttcttggtgg 60 

cagcagccac aggagctcac tccgaagtgc agctcgtgga gtctggagca ggcttggtca 120 

agcctggcgg gtccctgcgg ctctcctgcg cagcctctgg attcacattt agctattctt 180 

ggatgaactg ggtgcggcag gctcctggaa agggcctcga gtgggtggga cggatctttc 240 
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ccggcgatgg ggatactgac tacaatggga aattcaaggg cagagtcaca attaccgccg 300 

acaaat'ccac tagcacagcc tatatggagc tgagcagcct gagatctgag gacacggccg 360 

tgtattactg tgcaagaaat gtctttgatg gttactggct tgtttactgg ggccagggaa 420 

ccctggtcac cgtctcctca gctagcgaat tctcga 456 

<210> 34 
<211> 119 
<212> PRT 
<213> Artificial Sequence 

<22 0> 
<223> B-HL12 construct of a mouse/human modified antigen binding 

molecule 

<400> 34 

Glu Val Gin Leu Val Glu Ser Gly Ala Gly Leu Val Lys Pro Gly Gly 
1-5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Sex- Gly Phe Thr Phe Ser Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

Gly Arg He Phe Pro Gly' Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 35 
<211> 456 
<212> DNA 
<213 > Artificial Sequence 

<220> 
<223> B-HL13 construct of 

molecule 
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<400> 35 
cggaattcgg cccaccggtg gccaccatgg actggacctg gaggatcctc ttcttggtgg 60 

cagcagccac aggagctcac tccgaagtgc agctcgtcga gtctggagga ggcgtggtca 120 

agcctggcgg gtccctgcgg ctctcctgcg cagcctctgg attcacattt agctattctt 180 

ggatgaactg ggtgcggcag gctcctggaa agggcctcga gtgggtggga cggatctttc 240 

ccggcgatgg ggatactgac tacaatggga aattcaaggg cagagtcaca attaccgccg 300 

acaaatccac tagcacagcc tatatggagc tgagcagcct gagatctgag gacacggccg 360 

tgtattactg tgcaagaaat gtctttgatg. gttactggct tgtttactgg ggccagggaa 420 

ccctggtcac cgtctcctca gctagcgaat tctcga 456 

<210> 36 
<211> 119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-HL13 construct of 

molecule 

<400> 36 

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Val Val Lys Pro Gly Gly 
1 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

Gly Arg lie Phe Pro Gly Asp .Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 
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<210> 37 
<211> 456 
<212> DNA 
<213 > Artificial Sequence 

<220> 
<223> B-HL14 construct of a mouse/human modified antigen binding 

molecule 

<400> 37 
cggaattcgg cccaccggtg gccaccatgg actggacctg gaggatcctc ttcttggtgg 60 

cagcagccac aggagctcac tccgaagtgc agctggtcga gtccggagga ggcttgaaga 120 

agcctggcgg gtccctgcgg ctctcctgcg cagcctctgg attcacattt agctattctt 180 

ggatgaactg ggtgcggcag gctcctggaa agggcctcga gtgggtggga cggatctttc 240 

ccggcgatgg ggatactgac tacaatggga aattcaaggg cagagtcaca attaccgccg 300 

acaaatccac tagcacagcc tatatggagc tgagcagcct gagatctgag gacacggccg 360 

tgtattactg tgcaagaaat gtctttgatg gttactggct tgtttactgg ggccagggaa 420 

ccctggtcac cgtctcctca gctagcgaat tctcga 456 

<210> 38 
<211> 119 
<21-2> PRT 
<213> Artificial Sequence 

<220> 
<223> B-HL14 construct of 

molecule 

<40Q> 38 

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Lys Lys Pro Gly Gly 
1 .5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr He Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 
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Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 39 
<211> 456 
<212> DNA 
<213> Artificial Sequence 

< 2 2 0 > 
<223> B-HL15 construct of a mouse/human modified antigen binding 

molecule 

<400> 39 
cggaattcgg cccaccggtg gccaccatgg actggacctg gaggatcctc ttcttggtgg 60 

cagcagccac aggagcccac tccgaagtgc agctggtgga gtctggagga ggcttggtca 120 

agcctggctc ttccctgcgg ctctcctgcg cagcctctgg attcacattt agctattctt 180 

ggatgaactg ggtgcggcag gctcctggaa agggcctcga gtgggtggga cggatctttc 240 

ccggcgatgg ggatactgac tacaatggga aattcaaggg cagagtcaca attaccgccg 300 

acaaatccac tagcacagcc tatatggagc tgagcagcct gagatctgag gacacggccg 360 

tgtattactg tgcaagaaat gtctttgatg gttactggct tgtttactgg ggccagggaa 420 

ccctggtcac cgtctcctca gctagcgaat tctcga 456 

<210> 40 
<211> 119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-HL15 construct of a mouse/human modified antigen binding 

molecule 

<400> 40 

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Ser 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 



WO 2007/031875 
24/64 

PCT/IB2006/003294 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val, Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 41 
<211> 456 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> B-HL16 construct of a mouse/human modified antigen binding 

molecule 

<400> 41 
cggaattcgg cccaccggtg gccaccatgg actggacctg gaggatcctc ttcttggtgg 60 

cagcagccac aggagcccac tccgaagtgc agctggtgga gtctggagga ggcttggtca 120 

agcctggcgg gtccctgcgg gtcagctgcg cagcctctgg attcacattt agctattctt 180 

ggatgaactg ggtgcggcag gctcctggaa agggcctcga gtgggtggga cggatctttc 240 

ccggcgatgg ggatactgac tacaatggga aattcaaggg cagagtcaca attaccgccg 300 

acaaatccac tagcacagcc tatatggagc tgagcagcct gagatctgag gacacggccg 360 

tgtattactg tgcaagaaat gtctttgatg gttactggct tgtttactgg ggccagggaa 420 

ccctggtcac cgtctcctca gctagcgaat tctcga 456 

<210> 42 
<211> 119 
<212> PRT 
<213> • Artificial Sequence 

<220> 
<223> B-HL16 construct of a mouse/human modified antigen binding 

molecule 

<400> 42 

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 
15 10 15 

Ser Leu Arg Val Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Ser 



Trp Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 43 
<211> 456 
<212> DMA 
<213> Artificial Sequence 

<220> 
<223> B-HL17 construct of a mouse/human modified antigen binding 

molecule 

<400> 43 
cggaattcgg cccaccggtg gccaccatgg actggacctg gaggatcctc ttcttggtgg 60 

cagcagccac aggagcccac tccgaagtgc agctggtgga gtctggagga ggcttggtca 120 

agcctggcgg gtccctgcgg ctctcctgcg cagcctctgg attcacattt agctattctt 180 

ggatgaactg ggtgcggcag gctcctggaa agggcctcga gtgggtggga cggatctttc 240 

ccggcgatgg ggatactgac tacaatggga aattcaaggg cagagtcaca attaccgccg 300 

acaaatccac tagcacagcc tatatggagc tgagcagcct gagatctgag gacacggccg 360 

tgtattactg tgcaagaaat gtctttgatg gttactggct tgtttactgg ggccagggaa 420 

ccctggtcac cgtctcctca gctagcgaat tctcga 456 

<210> 44 
<211? 119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-HL17 construct of a mouse/human modified antigen binding 
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molecule 

<400> 44 

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65' 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val 
115 

<210> 45 
<211> 57 
<212 > DNA 
<213> Homo 

<400> 45 
atggactgga cctggaggat cctcttcttg gtggcagcag ccacaggagc ccactcc 57 

<210> 46 
<211> 19 
<212> PRT 
<213> Homo sapiens 

<400> 46 

Met Asp Trp Thr Trp Arg He Leu Phe Leu Val Ala Ala Ala Thr Gly 
15 10 15 

Ala His Ser 

<210> 47 



WO 2007/031875 PCT/IB2006/003294 
27/64 

<211> 
<212> 
<213> 

345 
DNA 
Artificial Sequence 

<220> 
<223> B-KV1 of a mouse/human modified antigen binding molecule 

<400> 47 
gatatcgtga tgacccagac tccactctcc ctgcccgtca cccctggaga gcccgccagc 60 

attagctgca ggtctagcaa gagcctcttg cacagcaatg gcatcactta tttgtattgg 120 

tacctgcaaa agccagggca gtctccacag ctcctgattt atcaaatgtc caaccttgtc 180 

tctggcgtcc ctgaccggtt ctccggatcc gggtcaggca ctgatttcac actgaaaatc 240 

agcagggtgg aggctgagga tgttggagtt tattactgcg ctcagaatct agaacttcct 300 

tacaccttcg gcggagggac caaggtggag atcaaacgta cggtg • 345 

<210> 48 
<211> 114 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-KV1 of a mouse/human modified antigen binding molecule 

<400> 48 

Asp lie Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

Glu Pro Ala Ser lie Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly lie Thr Tyr Leu Tyr Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu lie Tyr Gin Met Ser Asn Leu Val Ser Gly Val Pro 
50 55 ' 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Ala Gin Asn 
85 90 95 

Leu Glu Leu Pro Tyr Thr Phe Gly Gly Gly Thr Lys Val Glu lie Lys 
100 105 110 

Arg Thr 
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<210> 49 
<211> 66 
<212> DNA 
<213> Homo sapiens 

<400> 49 
atggacatga gggtccccgc tcagctcctg ggcctcctgc tgctctggtt cccaggtgcc 60 

aggtgt 6 6' 

<210> SO 
<211> ' 22 
<212> PRT 
<213> Homo sapiens 

<400> 50 

Met Asp Met Arg Val Pro Ala Gin Leu Leu Gly Leu Leu Leu Leu Trp 
1 5 10 .15 

Phe Pro Gly Ala Arg Cys 
20 

<210> 51 
<211> 360 
<212> DMA 
<213> Artificial Sequence 

<220> 
<223> I-HHD construct of a mouse/human modified antigen binding 

molecule 

<400> 51 
caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctgggtcctc ggtgaaggtc 60 

tcctgcaagg cctctggttt cacattcact gactacaaga tacactgggt gcgacaggcc 120 

cctggacaag ggctcgagtg gatgggatat ttcaacccta acagcggtta tagtacctac 180 

gcacagaagt tccagggcag ggtcaccatt accgcggaca aatccacgag cacagcctac 240 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gagactatcc 300 

ccaggcggtt actatgttat ggatgcctgg ggccaaggga ccaccgtgac cgtctcctca 360 

<210> 52 
<211> 120 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> I-HHD construct of a mouse/human modified antigen binding 

molecule 

<400> 52 
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Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Thr Phe Thr Asp Tyr 
20 25 30 

Lys lie His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Tyr Phe Asn Pro Asn Ser Gly Tyr Ser Thr Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Leu Ser Pro Gly Gly Tyr Tyr Val Met Asp Ala Trp Gly Gin 
100 105 110 

Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 53 
<211> 366 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223 > M-HHA construct of 

molecule 

<400> 53 
gaagtgcagc tggtggagtc tggaggaggc ttggtcaagc ctggcgggtc cctgcggctc 60 

tcctgtgcag cctccggatt cacatttagc aactattgga tgaactgggt gcggcaggct 120 

cctggaaagg gcctcgagtg ggtgggagag atcagattga aatccaataa cttcggaaga 180 

tattacgctg caagcgtgaa gggccggttc accatcagca gagatgattc caagaacacg 240 

ctgtacctgc agatgaacag cctgaagacc gaggatacgg ccgtgtatta ctgtaccaca 300 

tacggcaact acgttgggca ctacttcgac cactggggcc aagggaccac cgtcaccgtc 360 

tccagt 366 

<210> 54 
<211> 122 
<212> PRT 
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<22 0> 
<223> M-HHA construct of a mouse/human modified antigen binding 

molecule •\ 
<400> 54 

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 
1 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Tyr 
20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Gly Glu He Arg Leu Lys Ser Asn Asn Phe Gly Arg Tyr Tyr Ala Ala 
50 55 60 

Ser Val Lys Gly Arg Phe Thr lie Ser Arg Asp Asp Ser Lys Asn Th2 
65 70 75 80 

Leu Tyr Leu Gin Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr 
85 90 95 

Tyr Cys Thr Thr Tyr Gly Asn Tyr Val Gly His Tyr Phe Asp His Trp 
100 105 110 

Gly Gin Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 55 
<211> 122 
<212> PRT i 
<213> Artificial Sequence 

<220> 
<223> IF5-VH - mouse/human chimeric polypeptide 

<400> 55" 

Gin Val Gin Leu Arg Gin Pro Gly Ala Glu Leu Val Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 
20 25 30 

Asn Met His Trp Val Lys Gin Thr Pro Gly Gin Gly Leu Glu Trp He 
35 40 45 
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Gly Ala lie Tyr Pro Gly Asn Gly Asp Thr Ser Tyr Asn Gin Lys Phe 
50 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Ser His Tyr Gly. Ser Asn Tyr Val Asp Tyr Phe Asp Tyr Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Thr 
115 120 

<210> 56 
<211> 120 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B9E9-VH - mouse/human chimeric polypeptide 

<400> 56 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Leu Val Lys Pro Gly Ala 
1 .5 10 15 

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 
20 25 30 

Asn Met His Trp Val Lys Gin Thr Pro Gly Gin Gly Leu Glu Trp lie 
35 40 45 

Gly Ala lie Tyr Pro Gly Asn Gly Asp Thr Ser Tyr Asn Gin Lys Phe 
50 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Ala Gin Leu Arg Pro Asn Tyr Trp Tyr Phe Asp Val Trp Gly 
100 105 110 

Ala Gly Thr Thr Val Thr Val Ser 
115 120 
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/c210> 57 
<211> 121 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> C2B8-VH - mouse/human chimeric polypeptide 

<400> 57 

Gin Val Gin Leu Gin Gin Pro Gly Ala Glu Leu Val Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 
20 25 30 

Asn Met His Trp Val Lys Gin Thr Pro Gly Arg Gly Leu Glu Trp lie 
35 40 45 

Gly Ala lie Tyr Pro Gly Asn Gly Asp Thr Ser Tyr Asn Gin Lys' Phe 
50 55 ~ . 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Ser Thr Tyr Tyr Gly Gly Asp Trp Tyr Phe Asn. Val Trp Gly 
100 105 110 

Ala Gly Thr Thr Val Thr Val Ser Ala 
115 120 

<210> 58 
<211> 121 
<212> PRT 
<213> Artificial Sequence 

<22 0> 
<223> 2H7-VH - mouse/human chimeric polypeptide 

<400> 58 

Gin Ala Tyr Leu Gin Gin Ser Gly Ala Glu Leu Val Arg Pro Gly Ala 
15 10 15 

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 
20 25 30 
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Asn Met His Trp Val Lys Gin Thr Pro Arg Gin Gly Leu Glu Trp lie 
35 40 45 

Gly Ala lie Tyr Pro Gly Asn Gly Asp Thr Ser Tyr Asn Gin Lys Phe 
• 50 55 60 

Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 . 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Val Val Tyr Tyr Ser Asn Ser Tyr Trp Tyr Phe Asp Val Trp 
100 105 110 

Gly Thr Gly Thr Thr Val Thr Val Ser 
115 120 

<210> 59 
<211> 119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-lyl-VH - mouse/human chimeric polypeptide 

<400> 59 

G1U -Val Lys Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
15 10 15 

Ser Val Lys lie Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Lys Leu Arg Pro Gly Gin Gly Leu Glu Trp lie 
35 40 45 

Gly Arg He Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Asn Thr Ala Tyr 
65 70 75 80 

Met Gin Leu Thr Ser Leu Thr Ser Val Asp Ser Ala Val Tyr Leu Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 



WO 2007/031875 
34/64 

PCT/IB2006/003294 

Thr Leu Val Thr Val Ser Ala 
115 

<210> 60 
<211> 122 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 2F2-VH - mouse/human chimeric polypeptide 

<400> 60 

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Arg 
1 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Asp Tyr 
20 25 30 

Ala Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ser Thr lie Ser Trp Asn Ser Gly Ser lie Gly Tyr Ala. Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ala Lys Lys Ser Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Leu Tyr Tyr Cys 
85 90 95 

Ala Lys Asp He Gin Tyr Gly Asn Tyr Tyr Tyr Gly Met Asp Val Trp 
100 105 110 

Gly Gin Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 61 
<211> 122 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 7D8-VH - mouse/human chimeric polypeptide 

<400> 61 

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Asp Arg 
15 10 15 
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Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe His Asp Tyr 
20 25 30 

Ala Met His Trp Val, Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ser Thr lie Ser Trp Asn Ser Gly Thr lie Gly Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr 
65 70 75 80 

Leu Gin Met Asn.-Ser Leu Arg Ala Glu Asp Thr Ala Leu Tyr Tyr Cys 
85 90 95 

Ala Lys Asp lie Gin Tyr Gly Asn Tyr Tyr Tyr' Gly Met Asp Val Trp 
100 105 110 

Gly Gin Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 62 
<211> 125 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 11B8-VH - mouse/human chimeric polypeptide 

<400> 62 

Glu Val Gin Leu Val Gin Ser Gly Gly Gly Leu Val His Pro Gly Gly 
1 5 10 15 

Ser Leu Arg Leu Ser Cys Thr Gly Ser Gly Phe Thr Phe Ser Tyr His 
20 25 30 

Ala Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ser lie lie Gly Thr Gly Gly Val Thr Tyr Tyr Ala Asp Ser Val Lys 
50 55 "60 

Gly Arg Phe Thr lie Ser Arg Asp Asn Val Lys Asn Ser Leu Tyr Leu 
65 70 75 80 

Gin Met Asn Ser Leu Arg Ala Glu Asp Met Ala Val Tyr Tyr Cys Ala 
85 90 95 

} 
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Arg Asp Tyr Tyr Gly Ala Gly Ser Phe Tyr Asp Gly Leu Tyr Gly Met 
100 105 110 

Asp Val Trp Gly Gin Gly Thr Thr Val Thr Val Ser Ser 
115 120 125 

<210> 63 
<211> 6 
<212> PRT 
<213> Artificial Sequence r 

<220> 
<223> Vh Sequence at Kahat positions 8-13 of mouse/human modified 

antigen binding molecule 

<400> 63 

Gly Ala Glu Val Lys Lys 
1 5 

<210 > 6-4 
<211> • 6 
<212> PRT 
<213> Artificial Sequence 

<220 > 
<223> Vh Sequence at Kabat positions 8-13 of mouse/human modified 

antigen binding molecule 

<400> 64 

Gly Pro Thr Leu Val Lys 
15 

<210> 65 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Sequence at the Kabat positions of mouse/human modified antigen 

binding molecule 

<400> 65 

Gly Pro Val Leu Val Lys 
1 5 

<210> 66 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
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<223> Vh Sequence at Kabat positions 8-13 of mouse/human modified 
antigen binding molecule 

<40Q> 66 

Gly Pro Ala Leu Val Lys 
1 5 

<210> 67 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<22 0> 
<223> Vh Sequence at Kabat positions 

antigen binding molecule 

<400> 67 

Gly Gly Gly Leu Val Gin 
1 5 

<210> 68 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 

antigen binding molecule 

<400> 68 

Gly Gly Gly Leu Val Lys 
1 5 

<210> 69 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223 > Vh Sequence at Kabat positions 

antigen binding molecule 

<400> 69 

Gly Gly Gly Leu Val Glu 
1 5 

<210> 70 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 8-13 of mouse/human modified 
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antigen binding molecule 

<400> 70 

Gly Gly Gly Val Val Arg 
1 5 

<210> 71 
<211> 6 
<212> PRT 
<213 > Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 8-13 of mouse/human modified 

antigen binding molecule 

<40Q> 71 

Gly Gly Gly Val Val Gin 
1 5 

<210> 72 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 8-13 of mouse/human modified 

antigen binding molecule 

<400> 72 

Gly Gly Val Val Val Gin 
1 5 

<210> 73 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 8-13 of mouse/human modified 

antigen binding molecule 

<400> 73 

Gly Gly Gly Leu lie Gin 
1 5 

<210> 74 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<22 0> 
<223> Vh Sequence at Kabat positions 8-13 of mouse/human modified 

antigen binding molecule 
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<400> 74 

Arg Gly Val Leu Val Gin 
1 5 

<210> 75 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 8-13 of mouse/human modified 

antigen binding molecule 

<400> 75 

Gly Pro Gly Leu Val Lys 
15 

<210> 76 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 8-13 of mouse/human modified 

antigen binding molecule 

<400> 76 

Gly Ser Gly Leu Val Lys 
1 5 

<210> 77 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 8-13 of mouse/human modified 

antigen binding molecule 

<400> 77 

Gly Ala Gly Leu Leu Lys 
15 

<210> 78 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 8-13 of mouse/human modified 

antigen binding molecule 
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<400> 78 

Gly Ser Glu Leu Lys Lys 
1 5 

<210> 79 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions '8-13 of mouse/human modified 

antigen binding molecule 

<400> 79 

Gly His Glu Val Lys Gin 
1 5 

<210> 80 
<211> 987 
<212> DNA 
<213> Homo sapiens 

<400> 80 
accaagggcc catcggtctt ccccctggca ccctcctcca agagcacctc tgggggcaca 60 

gcggccctgg gctgcctggt caaggactac ttccccgaac cggtgacggt gtcgtggaac 120 

tcaggcgccc tgaccagcgg cgtgcacacc ttcccggctg tcctacagtc ctcaggactc 180 

tactccctca gcagcgtggt gaccgtgccc tccagcagct tgggcaccca gacctacatc 240 

tgcaacgtga atcacaagcc cagcaacacc aaggtggaca agaaagcaga gcccaaatct 300 

tgtgacaaaa ctcacacatg cccaccgtgc ccagcacctg aactcctggg gggaccgtca 360 

gtcttcctct tccccccaaa acccaaggac accctcatga tctcccggac ccctgaggtc 420 

acatgcgtgg tggtggacgt gagccacgaa gaccctgagg tcaagttcaa ctggtacgtg 480 

gacggcgtgg aggtgcataa tgccaagaca aagccgcggg aggagcagta caacagcacg 540 

taccgtgtgg tcagcgtcct caccgtcctg caccaggact ggctgaatgg caaggagtac 600 

aagtgcaagg tctccaacaa agccctccca gcccccatcg agaaaaccat ctccaaagcc 660 

aaagggcagc cccgagaacc acaggtgtac accctgcccc catcccggga tgagctgacc" 720 

aagaaccagg tcagcctgac ctgcctggtc aaaggcttct atcccagcga catcgccgtg 780 

gagtgggaga gcaatgggca gccggagaac aactacaaga ccacgcctcc cgtgctggac 840 

tccgacggct ccttcttcct ctacagcaag ctcaccgtgg acaagagcag gtggcagcag 900 

gggaacgtct tctcatgctc cgtgatgcat gaggctctgc acaaccacta cacgcagaag 960 

agcctctccc tgtctccggg taaatga 987 



WO 2007/031875 PCT/IB2006/003294 
41/64 

<210> 81 
<211> 328 
<212> PRT 
<213> Homo 

<400> 81 

Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr 
1 5 10 15 

Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro 
20 25 30 

Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val 
35 40 45 

His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser 
50 55 60 

Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr He 
65 70 75 80 

Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Ala 
85 90 95 

Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala 
100 105 110 

Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro 
115 120 .125' 

Lys Asp Thr Leu Met lie Ser Arg Thr Pro Glu Val Thr Cys Val Val 
130 135 140 

Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val 
145 150 155 160 

Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin 
165 170 175 

Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin 
180 185 190 

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala 
195 200 205 

Leu Pro Ala Pro He Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro 



210 215 220 

Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr 
225 230 235 240 

Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser 
245 250. 255 

Asp lie Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr 
260 265 270 

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr 
275 280 285 

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe 
290 295 300 

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys 
305 310 315 320 

Ser Leu Ser Leu Ser Pro Gly Lys 
325 

<210> 82 
<211> 618 
<212> DNA 
<213> Homo sapiens 

<400> 82 
ctcatgaata tgcaaataac ctgagattta ctgaagtaaa tacagatctg tcctgtgccc 60 

tgagagcatc acccagcaac cacatctgtc ctctagagaa tcccctgaga gctccgttcc 120 

tcaccatgga ctggacctgg aggatoctet tcttggtggc agcagccaca ggtaagaggc 180 

tccctagtcc cagtgatgag aaagaggatt gagtccagtc cagggagatc tcatccactt 240 

ctgtgttctc tccacaggag cccactccca ggtgcagctg gtgcagtctg gggctgaggt 300 

gaagaagcct ggggcctcag tgaaggtctc ctgcaaggct tctggataca ccttcaccgg 360 

ctactatatg cactgggtgc gacaggcccc tggacaaggg cttgagtgga tgggaeggat 420 

caaccctaac agtggtggca caaactatgc acagaagttt cagggcaggg tcaccagtac 480 

cagggacacg tccatcagca cagcctacat ggagctgagc aggctgagat ctgacgacac 540 

ggtcgtgtat tactgtgcga gagacacagt gtgaaaaccc acatcctgag ggtgtcagaa 600 

accccaggga ggaggcag 618 

<210> 83 
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<211> 613 
<212> DNA 
<213> Homo sapiens 

<400> 83 
ccagctccac cctcctctgg gttgaaaaag ccgagcacag gtaccagctc agtgactcct 60 

gtgcaccacc atggacacac tttgctccac gctcctgctg ctgaccatcc cttcatgtga 120 

gtgctgtggt cagggactcc ttcacgggtg aaacatcagt tttcttgttt gtgggcttca 180 

tcttcttatg ctttctccac aggggtcttg tcccagatca ccttgaagga gtctggtcct 240 

acgctggtga aacccacaca gaccctcacg ctgacctgca ccttctctgg gttctcactc 300 

agcactagtg gagtgggtgt gggctggatc cgtcagcccc caggaaaggc cctggagtgg 360 

cttgcactca tttattggaa tgatgataag cgctacagcc catctctgaa gagcaggctc 420 

accatcacca aggacacctc caaaaaccag gtggtcctta caatgaccaa catggaccct 480 

gtggacacag ccacatatta ctgtgcacac agaccacaaa gacacagccc agggcacctc 540 

ctgtacaaaa acccaggctg cttctcattg gtgctccctc cccacctctg cagaacagga 600 

aagtctgtct get '613 

<210> 84 
<211> 546 
<212> DNA 
<213> Homo sapiens 

<400> 84 
agtgactcct gtgccccacc atggacacac tttgctacac actcctgctg ctgaccaccc 60 

cttcctgtga gtgctgtggt cagggacttc ctcagaagtg aaacatcagt tgtctccttt 120 

gtgggcttca tcttcttatg tcttctccac aggggtcttg tcccaggtca ccttgaagga 180 

gtctggtcct gtgctggtga aacccacaga gaccctcacg ctgacctgca ccgtctctgg 240 

gttctcactc ageaatgeta gaatgggtgt gagctggatc cgtcagcccc cagggaaggc 300 

cctggagtgg cttgcacaca ttttttcgaa tgacgaaaaa tcctacagca catctctgaa 3 60 

gagcaggctc accatctcca aggacacctc caaaagccag gtggtcctta ccatgaccaa 420 

catggaccct gtggacacag ccacatatta ctgtgcacgg ataccacaga gacacagccc 480 

aggatgcctc ctgtacaaga acctagctgc atctcagtgg tgctccctcc ctacctctgc 540 

agaaca 546 

<210> 85 
<211> 460 
<212> DNA 
<213> Homo sapiens 

<400> 85 



atggacafcac tttgttccac gctcctgcta ctgactgtcc cgtcctgtga gtgctgtggt 60 

caggtagtac ttcagaagca aaaaatctat tctctccttt gtgggcttca tcttcttatg 120 

tcttctccac aggggtctta tcccaggtca ccttgaggga gtctggtcct gcgctggtga . 180 

aacccacaca gaccctcaca ctgacctgca ccttctctgg gttctcactc agcactagtg 240 

gaatgtgtgt gagctggatc cgtcagcccc cagggaaggc cctggagtgg cttgcactca 300 

ttgattggga tgatgataaa tactacagca catctctgaa gaccaggctc accatctcca 360 

aggacacctc caaaaaccag gtggtcctta caatgaccaa catggaccct gtggacacag 420 

ccacgtatta ctgtgcacgg ataccacaga gacacaccca 460 

<210> 86 
<211> 877 
<212> DNA 
<213 > Homo sapiens, 

<400> 86 
acagcctatt cctccagcat cccactagag cttcttatat agtaggagac atgcaaatag 60 

ggccctccct ctactgatga aaaccaaccc aaccctgacc ctgcaggtct cagagaggag 120 

ccttagccct ggactccaag gcctttccac ttggtgatca gcactgagca cagaggactc 180 

accatggaat tggggctgag ctgggttttc cttgttgcta ttttagaagg tgattcatgg 240 

aaaactagga agattgagtg tgtgtggata tgagtgtgag aaacagtgga tttgtgtggc 300 

agtttctgac cttggtgtct ctttgtttgc aggtgtccag tgtgaggtgc agctggtgga 360 

gtctggggga ggcttggtcc agcctggggg gtccctgaga ctctcctgtg cagcctctgg 420 

attcaccttt agtagctatt ggatgagctg ggtccgccag gctccaggga aggggctgga 480 

gtgggtggcc aacataaagc aagatggaag tgagaaatac tatgtggact ctgtgaaggg 540 

ccgattcacc atctccagag acaacgccaa gaactcactg tatctgcaaa tgaacagcct. 600 

gagagccgag gacacggctg tgtattactg tgcgagagac acagtgaggg gaagtcagtg 660 

tgagcccaga cacaaacctc cctgcagggg tcccttggga ccaccagggg gcgacagggc 720 

attgagcact gggctgtctc cagggcaggt gcaggtgctg ctgagggctg,gcttcctgtc 780 

gcggtctggg gctgcctcgt cgtcaaattt ccccaggaac ttctccagat ttacaattct 840 

gtactgacat ttcatgtctc taaatgcaat acttttt 877 

<210> B7 
<211> 557 
<212> DNA 
<213> Homo sapiens 

<40G> 87 
ccaggagttt ccattcggtg atcagcactg aacacagagg actcaccatg gagtttgggc 60 
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tgagctgggt tttccttgtt gctataataa aaggtgattt atggagaact agagacattg 120 

agtggacgtg agtgagataa gcagtgaata tatgtggcag tttctgacta ggttgtctct 180 

gtgtttgcag gtgtccagtg tcaggtgcag ctggtggagt ctgggggagg cttggtcaag 240 

cctggagggt ccctgagact ctcctgtgca gcctctggat tcaccttcag tgactactac 300 

atgagctgga tccgccaggc tccagggaag gggctggagt gggtttcata cattagtagt 360 

agtggtagta ccatatacta cgc'agactct gtgaagggcc gattcaccat ctccagggac 420 

aacgccaaga actcactgta tctgcaaatg aacagcctga gagccgagga cacggccgtg 480 

tattactgtg cgagagacac agtgagggga agtcagtgtg agcccagaca caaacctccc 540 

tgcagggggt cccttgg 557 

<21Q> 88 
<211> 727 
<212> DNA 
<213> Homo sapiens 

<400> 88 
agatttaaga accttgcacc tggtacccgt tgctcttctt gtaaccattt gtcttttaag 60 

ttgtttatca ctctgtaact attttgatta ttttgattct tgcatgtttt tacttctgta 120 

aaattattac atttgagtcc ctctcccctt cctaaaccta ggtataaaat ttactcgagc 180 

cccttcctcg tggccgagag aattttgagc atgagctgtc tctttggcag ccggcttaat 240 

aaaggactct taattcgtct caaagtgtgg cgttttctta actcacctgg gtacaacagt 300 

gcagctggtg gagtctgggg gaggcttggt agagcctggg gggtccctga gactctcctg 360 

tgcagcctct ggattcacct tcagtaacag tgacatgaac tgggtccgcc aggctccagg 420 

aaaggggctg gagtgggtat cgggtgttag ttggaatggc agtaggacgc actatgcaga 480 

ctctgtgaag ggccgattca tcatctccag agacaattcc aggaacttcc tgtatcagca 540 

aatgaacagc ctgaggcccg aggacatggc tgtgtattac tgtgtgagaa acactgtgag 600 

aggacggaag tgtgagccca gacacaaacc tcctgcagga acgttggggg aaatcagctg 660 

cagggggcgc tcaagaccca ctcatcagag tcaaccccag agcaggtgca catggaggct 720 

gggtttt 727 

<210> 89 
<211> 514 
<212> DNA 
<213> Homo sapiens 

<400> 89 
ggactcgcca tggagtttgg gctgagctgg gttttccttg ttgctatttt aaaaggtgat 60 
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tcatggatca atagagatgt tgagtgtgag tgaacacgag tgagagaaac agtggatttg 120 

tgtggcagtt tctgaccagg gtgtctctgt gtttgcaggt gtccagtgtg aggtgcagct 180 

ggtggagtct gggggaggtg tggtacggcc tggggggtcc ctgagactct cctgtgcagc 240 

ctctggattc acctttgatg attatggcat gagctgggtc cgccaagctc cagggaaggg 300 

gctggagtgg gtctctggta ttaattggaa tggtggtagc acaggttatg cagactctgt 360 

gaagggccga ttcaccatct ccagagacaa cgccaagaac tccctgtatc tgcaaatgaa 420 

cagtctgaga gccgaggaca cggccttgta tcactgtgcg agagacacag tgaggggaag 480 

ccagtgagag cccagacaca aacgtccctg cagg 514 

<210> 90 
<211> 412' 
<212> DNA 
<213> Homo sapiens 

<400> 90 
tgattcatgg agaaatagag agactgagtg tgagtgaaca tgagtgagaa aaactggatt 60 

tgtgtggcat tttctgataa cggtgtcctt ctgtttgcag gtgtccagtg tcaggtgcag 120 

ctggtggagt ctgggggagg cgtggtccag cctgggaggt ccctgagact ctcctgtgca 180 

gcgtctggat tcaccttcag tagctatggc atgcactggg tccgccaggc tccaggcaag 240 

gggctggagt gggtggcagt tatatggtat gatggaagta ataaatacta tgcagactcc 300 

gtgaagggcc gattcaccat ctccagagac aattccaaga acacgctgta tctgcaaatg 360 

aacagcctga gagccgagga cacggctgtg tattactgtg cgagagacac ag .412 

<210> 91 
<211> 870 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> misc_feature 
<222> (43)..<43) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (824).. (824) 
<223> n is a, c, g, or t 

<400> 91 
catctgttac agaactcatt atatagtagg agacatccaa atngggtccc tccctctgct 60 

gatgaaaacc agcccagccc tgaccctgca gctctgggag aggagcccca gccctgagat 120 

tcccaggtgt ttccattcgg tgatcagcac tgaacacaga gaacgcacca tggagtttgg 180 
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actgagctgg gttttccttg ttgctatttt aaaaggtgat tcatggataa atagagatgt 240 

tgagtgtgag tgaacatgag tgagagaaac agtggatatg tgtggcagtg tctgaceagg 300 

gtgtctctgt gtttgcaggt gtccagtgtg aagtgcagct ggtggagtct gggggagtcg 360 

tggtacagcc tggggggtcc ctgagactct cctgtgcagc ctctggattc acctttgatg 420 

attataccat gcactgggtc cgtcaagctc cggggaaggg tctggagtgg gtctctctta 480 

ttagttggga tggtggtagc acatactatg cagactctgt gaagggccga ttcaccatct 540 

ccagagacaa cagcaaaaac tccctgtatc tgcaaatgaa cagtctgaga actgaggaca 600 

ccgccttgta.ttactgtgca aaagatacac agtgagggga agtcagcgag agcccagaca 660 

aaaacctcgc tgcaggaaga caggaggggc ctgggctgca gaggccactc aagacacact 720 

gagcataggg ttaactctgg gacaagttgc tcaggaaggt taagagctgg tttcctttca 780 

gagtcttcac aaatttctcc atctaacagt ttccccagga accngtctag atctgtgatc 840 

ttggatctgc tgaaactgcc tgtgtcacct 870 

<210> 92 
<211> 724 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> misc_feature 
<222> (560)..(560) 
<223> n is a, c, g, or t 

<400> 92 
ccattcggtg atcagcactg aacacagagg actcaccatg gagttttggc tgagctgggt 60 

tttccttgtt gctattttaa aaggtgattc atggagaact agagatattg agtgtgagtg 120 

aacacgagtg. .agagaaacag tggatatgtg tggcagtttc taaccaatgt ctctgtgttt 180 

gcaggtgtcc agtgtgaggt gcagctggtg gagtctggag gaggcttgat ccagcctggg 240 

gggtccctga gactctcctg tgcagcctct gggttcaccg tcagtagcaa ctacatgagc 300 

tgggtccgcc aggctccagg gaaggggctg gagtgggtct cagttattta tagcggtggt 360 

agcacatact. acgcagactc cgtgaagggc cgattcacca tctccagaga caattccaag 420 

aacacgctgt atcttcaaat gaacagcctg agagccgagg acacggccgt gtattactgt 480 

gcgagagaca cagtgagggg aagtcattgt gcgcccagac acaaacctcc ctgcaggaac 540 

gctgggggga aatcagcggn agggggcgct caggagccac tgatcagagt cagccccgga 600 

ggcaggtgca gatggaggct gatttccttg tcaggatgtg gggacttttg tcttcttctg 660 

acgggttccc caggggaacc tctctaagtt tagcattctg tgcctatgaa cgtcttctct 720 
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724 

<210> 93 
<21X> 288 
<212> DNA 
<213> Homo sapiens 

<400> 93 
gaggtgcagc tggtggagtc tcggggagtc ttggtacagc ctggggggtc cctgagactc 60 

tcctgtgcag cctctggatt caccgtcagt agcaatgaga tgagctgggt ccgccagg'ct 120 

ccagggaagg gtctggagtg ggtctcatcc attagtggtg gtagcacata ctacgcagac 180 

tccaggaagg gcagattcac catctccaga gacaattcca agaacacgct gcatcttcaa 240 

atgaacagcc tgagagctga ggacacggct gtgtattact gtaagaaa 288 

<210> 94 
<211> 626 
<212> DNA 
<213> Homo sapiens 

<400> 94 
catccctttt cacctcttta tacaaaggca ccacctacat gcaaatcctc acttaggcac 60 

ccacaggaaa ccaccacaca tttccttaaa ttcagggtcc agctcacatg ggaaatactt 120 

tctgagagct catgggcctc ctgcacaaga acatgaaaca cctgtggttc ttcctcctcc 180 

tggtggcagc tcccagatgt gagtgtctca aggctgcaga catgggggta tgggaggtgc 240 

ctctgatccc agggctcact gtgggtctct ctgttcacag gggtcctgtc tcaggtgcag 300 

ctgcaggagt cgggcccagg actggtgaag cctccgggga ccctgtccct cacctgcgct 360 

gtctctggtg gctccatcag cagtagtaac tggtggagtt gggtccgcca gcccccaggg 420 

aaggggctgg agtggattgg ggaaatctat catagtggga gcaccaacta caacccgtcc 480 

ctcaagagtc gagtcaccat atcagtagac aagtccaaga accagttctc cctgaagctg 540 

agctctgtga ccgccgcgga cacggccgtg tattgctgtg cgagagacac agtgagggga 600 

ggtgagtgtg agcccagaca caaacc 626 

<210> 95 
<211> 299 
<212> DNA 
<213> Homo sapiens 

<400> 95 
cagctgcagc tgcaggagtc cggctcagga ctggtgaagc cttcacagac cctgtccctc 

acctgcgctg tctctggtgg ctccatcagc agtggtggtt actcctggag ctggatccgg 

cagccaccag ggaagggcct ggagtggatt gggtacatct atcatagtgg gagcacctac 

60 

120 

180 



WO 2007/031875 FCT/IB2006/003294 
49/64 

tacaacccgt ccctcaagag tcgagtcacc afcatcagtag acaggtccaa gaaccagttc 240 

tccctgaagc tgagctctgt gaccgccgcg gacacggccg tgtattactg tgccagaga 299 

<210> 96 
<211> 410 
<212> DNA 
<213> Homo sapiens 

<400> 96 
gggtcctgtc ccaggtgcag ctacagcagt ggggcgcagg actgttgaag ccttcggaga 60 

ccctgtccct' cacctgcgct gtctatggtg ggtccttcag tggttactac tggagctgga 120 

tccgccagcc cccagggaag gggctggagt ggattgggga aatcaatcat agtggaagca 180 

ccaactacaa cccgtccctc aagagtcgag tcaccatatc agtagacacg tccaagaacc 240 

agttctccct gaagctgagc tctgtgaccg ccgcggacac ggctgtgtat tactgtgcga 300 

gaggcacagt gaggggaggt gagtgtgagc ccagacaaaa acctccctgc aggtaggcag 360 

agggggcggg cgcaggtact gctcaagacc agcaggtggc gcgcggcgcc 410 

<210> 97 
<211> 700 
<212> DNA... 
<213> Homo sapiens 

<220> 
<221> misc_feature 
<222> (19).•(19) 
<223> n is a, c, g, or t 

<220> 
<22l> miscofeature 
<222> (46)7.(46) 
<223> n is a, c, g, or t 

<400> 97 1 

aggttctggg ttataaacnc tgtagactcc tcccttcagg gcaggntgac caactatgca 60 

aatgcaagtg ggggcctccc cacttaaacc cagggctccc ctccacagtg agtctccctc 120 

actgcccagc tgggatctca gggcttcatt ttctgtcctc caccatcatg gggtcaaccg 180 

ccatcctcgc cctcctcctg gctgttetcc aaggtcagtc ctgccgaggg cttgaggtca 240 

cagaggagaa cgggtggaaa ggagcccctg attcaaattt tgtgtctccc ccacaggagt 300 

ctgttccgag gtgcagctgg.tgcagtctgg agcagaggtg aaaaagcccg gggagtctct 360 

gaagatctcc tgtaagggtt ctggatacag ctttaccagc tactggatcg gctgggtgcg 420 

ccagatgccc gggaaaggcc tggagtggat ggggatcatc tatcctggtg actctgatac 480 

cagatacagc ccgtccttcc aaggccaggt caccatctca gccgacaagt ccatcagcac 540 
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cgcctacctg cagtggagca gcctgaaggc ctcggacacc gccatgtatt actgtgcgag 600 

acacacagtg agagaaacca gccccgagcc cgtctaaaac cctccacacc gcaggtgcag 660 

aatgagctgc tagagactca ctccccaggg gcctctctat 700 

<210> 98 
<211> 650 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> misc__feature 
<222> (621) . . (621) 
<223> n is a, c, g, or t 

<400> 98 
agggcagtca ccagagctcc agacaatgtc tgtctccttc ctcatcttcc tgcccgtgct 60 

gggcctccca tggggtcagt gtcagggaga tgccgtattc acagcagcat tcacagactg 120 

aggggtgttt cactttgctg tttccttttg tctccaggtg tcctgtcaca ggtacagctg 180 

cagcagtcag gtccaggact ggtgaagccc tcgcagaccc tctcactcac ctgtgccatc 240 

tccggggaca gtgtctctag caacagtgct gcttggaact ggatcaggca gtccccatcg 300 

agaggccttg agtggctggg aaggacatac tacaggtcca agtggtataa tgattatgca 360 

gtatctgtga aaagtcgaat aaccatcaac ccagacacat ccaagaacca gttctccctg 420 

cagctgaact ctgtgactcc cgaggacacg gctgtgtatt actgtgcaag agacacagtg 480 

aggggaagtc agtgtgagcc cagacacaaa cctccctgca gggatgctca ggaccccaga 540 

aggcacccag cactaccagc gcagggccca gaccaggagc aggtgtggag ttaagcaaaa 600 

atggaacttc ttgct'gtgtc ntaaactgtt gttgtttttt tttttttttt 650 

<210> 99 
<211> 388 
<212> DNA 
<213> Homo sapiens 

<400> 99 
taaggggctc cccagtcact gggctgaggg agaaaccagc acagtcaagt gagacttcat 60 

gcactcccat ctcctctcca caggtgccca ctcccaggtg cagctggtgc aatctgggtc 120 

tgagttgaag aagcctgggg cctcagtgaa ggtttcctgc aaggcttctg gatacacctt 180 

cactagctat gctatgaatt gggtgcgaca ggcccctgga caagggcttg agtggatggg 240 

atggatcaac accaacactg ggaacccaac gtatgcccag ggcttcacag gacggtttgt 300 

cttctccttg gacacctctg tcagcacggc atatctgcag atctgcagcc taaaggctga 360 

ggacactgcc gtgtattact gtgcgaga 388 
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<210> 100 
<211> 294 
<212 > cm 
<213> Homo sapiens 

<400> 100 
caggtgcagc tggtgcagtc tggccatgag gtgaagcagc ctggggcctc agtgaaggtc 60 

tcctgcaagg cttctggtta cagtttcacc acctatggta tgaattgggt gccacaggcc 120 

cctggacaag ggcttgagtg gatgggatgg ttcaacacct acactgggaa cccaacatat 180 

gcccagggct tcacaggacg gtttgtcttc tccatggaca cctctgccag cacagcatac 240 

ctgcagatca gcagcctaaa ggctgaggac atggccatgt attactgtgc gaga 294 

<210> 101 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 101 

Gly Ala Glu Leu Lys Lys 
1 5 

<210> 102 
<211> 6 
<212> PRT 
<213 > Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 102 

Gly Ala Glu Val Val Lys 
1 5 

<210> 103 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 103 

Gly Gly Glu Val Lys Lys 
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<210> 104 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 10 8-113 of mouse/human modified 

antigen binding molecule 

<400> 104 

Gly Ala Gly Val Lys Lys 
1.5 

<210> 105 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 105 

Gly Gly Gly Val Val Lys 
15. 

<210> 106 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 106 

Leu Val Thr Val Ser Ser 
1 5 

<210> 107 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 107 

Leu Val lie Val Ser Ser 
1 5 
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<210> 108 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 108 

Leu Val Thr Val He Ser 

<210> 109 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 109 

Leu Val He Val He Ser 

<210> 110 
<211> 6 
<212 > PRT 
<213> Artificial Sequence 

<220> 
<223> Vh. Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 110 

Leu Val Gly Val Ser Ser 

<210> 111 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh. Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 111 

Leu Val Thr Val Gly Ser 
1 5 
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<210> 112 
<211> 6 
<212 > PRT 
<213> Artificial Sequence 

<22 0> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 112 

Leu Val Gly Val Gly Ser 
1 5 

<210> 113 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 113 

Leu Val Ala Val Ser Ser 
1 5 

<210> 114 
<211> 6 
<212 > PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 114 

Leu Val, Thr Val Ala Ser 
1 5 

<210> 115 . 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 115 

Leu Val Ala Val Ala Ser 
15 



55/64 
<210> 116 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 116 

Leu Val Val Val Ser Ser 
1 5 

<210> 117 
<211> 6 
<212 > PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 117 

Leu Val Thr Val Val Ser 
1 5 

<210> 118 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 118 

Leu Val Val Val Val Ser 
1 5 

<210> 119 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 119 

Leu Val Leu Val Ser Ser 
1 5 

<210> 120 
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<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 120 

Leu Val Thr Val Leu Ser 
15 

<210> 121 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 121 

Leu Val Leu Val Leu Ser 
1 5 

<210> 122 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<22 0 > 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 122 

Leu Val Ser Val Ser Ser 
1 5 

<210> 123 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Vh Sequence at Kabat positions 108-113 of mouse/human modified 

antigen binding molecule 

<400> 123 

Leu Val Thr Val Thr Ser 
1 5 

<210> 124 
<211> 119 
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<212> • PRT 
<213> Artificial Sequence 

<220> 
<223> B-HH2A construct of a mouse/human modified antigen binding 

molecule 

<400> 124 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Leu Lys LyB Pro Gly Ser 
1 5 10 15 

\ 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Tyr Ser 

20 25 30 

Trp Met Asn Trp Val Arg Gin Ala- Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 125 
<211> 119 
<212> PRT 
<213> Artificial Sequence 

<22 0> 
<223> B-HH2B construct of 

molecule 

<400> 125 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Val Lys Pro Gly Ser 
1 '5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
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35 40 .45 

Gly Arg He Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu, Val Tyr Trp, Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser 
115 

<210> 126 
<211> 119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-HH2C construct of a mouse/human modified antigen binding 

molecule 

<400> 126 

Gin Val Gin Leu Val Gin Ser Gly Gly Glu Val Lys Lys Pro Gly Ser 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Phe-Ser Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 
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Thr Leu Val Thr Val Ser Ser 
115 

<210> 127 
<211> 119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-HH2D construct of 

molecule 

<400> 127 

Gin Val Gin Leu Val Gin Ser Gly Ala Gly Val Lys Lys Pro Gly Ser 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Tyr Ser 
20 .25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu 
35 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 . 110 

Thr Leu Val Thr Val Ser Ser 
115 

128 
119 
PRT 
Artificial Sequence 

B-HH2E construct of a mouse/human modified antigen binding 
molecule 

128 

<210> 
<211> 
<212> 
<213> 

<220> 
<223 > 

<400> 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
15 10 15 
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val He Val Ser Ser 
115 

<210> 129 
<211> 119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-HH2F construct of 

molecule 

<400> 129 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Tyr Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Arg lie Phe Pro Gly Asp Gly Asp Thr Asp Tyr Asn Gly Lys Phe 
--- 50 55 60 

Lys Gly Arg Val Thr lie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asn Val Phe Asp Gly Tyr Trp Leu Val Tyr Trp Gly Gin Gly 
100 105 110 

Thr Leu Val Thr Val lie Ser 
115 

<210> 130 
<211> 115 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-KV10 construct of a mouse/human modified antigen binding 

molecule 

<400> 130 

Asp lie Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

Glu Pro Ala Ser lie Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly He Thr Tyr Leu. Tyr Trp Tyr Leu Gin Lys Ala Gly Gin Ser 
35 40 . 45 

Pro Gin Leu Leu lie Tyr Gin Met Ser Asn Leu Val Ser ,Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lie 
65 70 75 ' 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Ala Gin Asn 
85 90 95 

Leu Glu Leu Pro Tyr Thr Phe Gly Gly Gly Thr Lys Val Glu lie Lys 
100 105 110 

Arg Thr Val 
115 

<210> 131 
<211> 115 
<212> PRT 
<213> Artificial Sequence 

<220> 
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<223> B-KVli construct of a mouse/human modified antigen binding 
molecule 

<400> 131 

Asp lie Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

Glu Pro Ala Ser lie Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly lie Thr Tyr Leu Tyr Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Gin Met Ser Asn Leu Val Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys He 
65 70 75 80 

Ser Arg Val Glu Pro Glu Asp Val Gly Val Tyr Tyr Cys Ala Gin Asn 
85 90 95 

Leu Glu Leu Pro Tyr Thr Phe Gly Gly Gly Thr Lys Val Glu lie Lys 
100 105 110 

Arg Thr Val 
115 

<210> 132 
<211> 115 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-KV12 construct of a mouse/human modified antigen binding 

molecule 

<400> 132 

Asp He Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Thr Pro Gly 
1 5 i 10 15 

Glu Pro Ala Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly lie Thr Tyr Leu Tyr Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Gin Met Ser Asn Leu Val Ser Gly Val Pro 
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50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lie 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Phe Gly Val Tyr Tyr Cys Ala Gin Asn 
85 90 95 

Leu Glu Leu Pro Tyr Thr Phe Gly Gly Gly Thr Lys Val Glu lie Lys 
100 105 110 

Arg Thr Val 
115 

<210> 133 
<211> 115 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> B-KV13 construct of a mouse/human modified antigen binding 

molecule 

<400> 133 

Asp lie Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

Glu Pro Ala Ser lie Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly lie Thr Tyr Leu Tyr Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Gin Met Ser Asn Leu Val Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lie 
65 70 75 80 

Ser- Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Ala Gin Asn 
85 90 95 

Leu Glu Leu Pro Tyr Thr Phe Gly Gly Gly Thr Lys Val Ala lie Lys 
100 ~ 105 " 110 

Arg Thr Val 
115 
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<210> 134 
<2ll> 115 
<212> PRT 
<213> Artificial Sequence 

<22 0> 
<223> B-KVI4 construct of a mouse/human modified antigen binding 

molecule 

<400> 134 

Asp lie Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Thr Pro Gly 
1 5 10 15 

Glu Pro Ala Ser lie Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly lie Thr Tyr Leu Tyr Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu lie Tyr Gin Met Ser Asn Leu Val Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lie 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Ala Gin Asn 
85 . 90 95 

Leu Glu Leu Pro Tyr Thr Phe Gly Gly Gly Thr Lys Val Glu Ala Lys 
100 105 110 

Arg Thr Val 
115 


