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FIGURE 5
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FIGURE 6

Rabbit a IgG

]
e/

5.00 -
450 A
4.00 -
3.50 -
~3.00 -
£ 250 -
< 2.00 -
1.50 -
1.00 -
0.50 -
0.00

mPD1-Fc-OX40L

® Media control
EmPD1-Fc
u mPD1-Fc-OX40L

Binding to mOX40-hFc (Abs
m

<— Media contro

I <— Media contro
I <— Media contro

=
=
D

N
mPDJ-Fc



FIGURE 7

5/41

Binding to mPD-L1-hFc (Abs

450nm)

1.60
1.40
1.20
1.00
0.80
0.60
0.40
0.20
0.00

mPDI-Fc

® Media control
EmPD1-Fc
EmPD1-Fc-OX40L

<— Media contro
<— Mediacontro
<— Media contro

11 I\l:zT | 1:4f
\ /

mPD1-Fc-OX40L




6/41

FIGURE 8
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FIGURE 10 (continued)
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FIGURE 11
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FIGURE 11 (continued)
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FIGURE 11 (continued)
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FIGURE 11 (continued)
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FIGURE 11 (continued)
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FIGURE 12

Predicted Structure and Inmunogenicity of SL-279252
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FIGURE 13
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FIGURE 13 (continued)
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FIGURE 14
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FIGURE 14 (continued)
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FIGURE 15
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FIGURE 15
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FIGURE 15 (continued)
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FIGURE 15 (continued)

Human SL-279252 Binding in vitro to PD-L1 Expressing Cells
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FIGURE 16
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FIGURE 16 (continued)
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FIGURE 17
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FIGURE 17 (continued)
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FIGURE 17 (continued)
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FIGURE 17 (continued)
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FIGURE 17 (continued)
E. Example Purification of SL-279252
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FIGURE 17 (continued)
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F. Example Purification of Human CD172a-Fc-OX40L
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FIGURE 17 (continued)
G. Example Purification Run of CD172a-Fc-CD40L

Lot # 6964-839176
Protein concentration 0.22M9/
Total protein 0.30 mg
Physical state Liquid
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FIGURE 17 (continued)
H. Example Purification Run of Human TIGIT-Fc-OX40L

Protein [pg/ml]
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FIGURE 17 (continued)
l. Binding to CD47 J. Binding to OX40
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Ka Kd KD
Sample (on-rate; 1/Ms) (off-rate; 1/s) (binding; M)

CD172a-Fc 7.56 E+5 2.39E-3 3.16 nm
CD172a-Fe-OxaoL 2.42 E+5 8.61E-4 3.59 nm
OX40L-Fc 1.35E+0 6.90 E-4 9.28 nMm
CD172a-Fc-0X40L 6.39 E+4 5.55E-5 .869 nM
lgG1 249 E+4 4.40E-4 17.7 nm
cp172a-Fc-oxao.  ND ND ND

1gG1 9.45 E+5 4.60 E-3 4.87 nm
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FIGURE 17 (continued)
N. Example Purification Run of Canine PD1-Fc-OX40L
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FIGURE 17 (continued)
0. Example Purification Run of Mouse PD1-Fc-OX40L

Protein [pg/mi]
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FIGURE 17 (continued)
P. Example Purification Run of Mouse PD1-Fc-GITRL
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FIGURE 17 (continued)
Q. Example Purification Run of Mouse PD1-Fc-41BBL
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FIGURE 17 (continued)
R. Example Purification Run of Mouse PD1-Fc-TL1A
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FIGURE 17 (continued)

S. Example Purification Run of CD115-Fc-CD40L
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FIGURE 17 (continued)
T. Example Purification Run of Human PD1-Fc¢-GITRL
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