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Figure 7a
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Figure 7b
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Figure 8a
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Figure 8b
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Figure 8c
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Figure 17a

AbQ:

Heavy chain for AbQ (SEQ ID NO:213), with CDRs H1, H2, and H3 underlined (SEQ
D NOs: 163, 164, and 165, respectively). The heavy chain constant region is shown in
lower case italics with the double mutation (L234A G237A) shown in bold lowercase
underlined text (SEQ ID NO: 197).

QVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGCSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARFMGFGRPEYWGQGTLVTVSSastkgpsviplapsskstsyg
gtaalgclvkdyfpepvtvswnsgaltsgvhtfpavlqssglysls
svvtvpssslgtgtyicnvnhkpsntkvdkkvepkscdkthteppc
papeilggpsvflfppkpkdtlmisrtpevtcvvvdvshedpeka
nwyvdgvevhnaktkpreegynstyrvvsvlitvlhgdwlngkeykc
kvsnkalpapiektiskakggprepgqvytlppsreemtkngvsltc
lvkgfypsdiavewesnggpennykttppvlidsdgsfflyskltvd
ksrwgggnvfscsvmhealhnhytqgkslslspgk

Light chain for AbQ (SEQ ID NO: 214), with CDRs L1, L2, and L3 underlined (SEQ ID
NOs:194, 195, and 172, respectively). The constant Jambda light chain sequence is
indicated by lower-case italics (SEQ ID NO:198).

SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLV
IYGKHKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCVARSYV
VEGNPHVLFGGGTQLTVLggpkaapsvtlfppsseelgankatlvel
isdfypgavtvawkadsspvkagvetttpskqsnnkyaassylslt
pegwkshrsyscqgvthegstvektvaptecs

SEQ ID NO:213 is the full-length heavy chain for AbQ:

QVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLXLSSVTAADTA
VYYCARFMGFGRPEYWGQGTLVTVSSastkgpsviplapsskstsg
gtaalgclvkdyfpepvtvswnsgaltsgvhtfpavlqssglysls
svvtvpssslgtgtyicnvnhkpsntkvdkkvepkscdkthtcppc
papealgapsvflfppkpkdtlmisrtpevtcvvvdvshedpeka
nwyvdgvevhnaktkpreeqynstyrvvsvltvlhqdwlngkeykc
kvsnkalpapiektiskakggprepgvytlppsreemtknqgvsltc
lvkgfypsdiavewesnggpennykttppvldsdgsfflyskltvd
ksrwgggnvfscsvmhealhnhytgkslslspgk
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Figure 17b

SEQ ID NO:14 is the Vi portion of the full-length heavy chain:

OVOLQESGPOGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARFMGFGRPEYWEGQGTLVTVSS

SEQ ID NO:163 is the CDR H1 portion of the Vi portion of the full-length heavy chain:

SGYYWG

SEQ ID NO:164 is the CDR H2 portion of the Vi portion of the full-length heavy chain:

SISHTGNTYYNPPLKS

SEQ ID NO:165 is the CDR H3 pottion of the Vy portion of the full-length heavy chain:

FMGFGRPEY

SEQ ID NO:197 is the heavy chain constant region with the double mutation (L234A
G237A) shown in bold lowercase underlined text:

astkgpsvfplapsskstsggtaalgclvkdyfpepvtvswnsgal
tsgvhtfpavlgssglyslssvvtvpssslgtgtyicnvnhkpsnt
kvdkkvepkscdkthtcppcpapeilggpsvflfppkpkdtlmisr
tpevtcvvvdvshedpevkfnwyvdgvevhnaktkpreegynstyr
vvsvltvlihgdwlngkeykckvsnkalpapiektiskakggprepg
vytlppsreemtknqultclvkgfypsdiavewesngqpennykt
tppvldsdgsfflyskltvdksrwqqgnvfscsvmhealhnhytqk
slslspgk

SEQ ID NO:214 is the full-length light chain for AbQ:

SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLV
IYGKHKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCVARSYV
VEGNPHVLFGGGTQLTVLggpkaapsvitlfppsseelgankatlvel
isdfypgavtvawkadsspvkagvetttpskgsnnkyaassylslt
pegwkshrsyscgvthegstvektvaptecs
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Figure 17¢

SEQ ID NO:215 is the V, portion of the full-length light chain:
SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQRQKPGQAPVLYV
IYGKHKRPSGIPDRFSGSS8SENTASLTITGAQAEDEADYYCVARSYV
VGNPHVLFGGGTQLTVL

SEQ ID NO:194 is the CDR L1 portion of the Vi, portion of the full-length light chain:

QGDSLRTYYAS

SEQ ID NO:195 is the CDR L2 portion of the V. portion of the full-length light chain:

GKHKRFS

SEQ ID NO:172 is the CDR L3 portion of the Vi portion of the full-length light chain:

VARSVVGNPHVL

SEQ ID NO:198 is the lambda light chain constant region:
ggpkaapsvtlfppsseelgankatlvclisdfypgavtvawkads

spvkagvetttpskgsnnkyaassylsltpegwkshrsyscgvthe
gstvektvaptecs
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Figure 18a

ADbR:

Heavy chain for AbR (SEQ 1D NO:213), with CDRs H1, H2, and H3 underlined (SEQ
ID NOs:163, 164, and 165, respectively). The heavy chain constant region is shown in
lower case italics with the double mutation (L234A G237A) shown in bold lowercase
underlined text (SEQ ID NO: 197).

OVOLOESGPGLVEKPSETLSLTCAVSGYSISSGYYWGWIRQPPGEGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARFMGFGRPEYWGQGTLVTIVSSastkgpsvfplapsskstsyg
gtaalgeclvkdyfpepvitvswnsgaltsgvhtfpavlgssglysls
svvtvpssslgtgtyicnvnhkpsntkvdkkvepkscdkthtecppce
papeilggpsvflfppkpkdtlmisrtpevtcvvvdvshedpeka
nwyvdgvevhnaktkpreegynstyrvvsvltvlhgdwlngkeykc
kvsnkalpapiektiskakggprepgvytlppsreemtkngvsltc
lvkgfypsdiavewesnggpennykttppvldsdgsfflyskltvd
ksrwgggnvfscsvmhealhnhytgkslslspgk

Light chain for AbR (SEQ. ID NO:216), with CDRs L1, L2, and L3 underlined (SEQ. ID
NOs:194, 195, and 187, respectively). The constant lambda light chain sequence is
indicated by lower-case italics (SEQ. ID. NO:198).

SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLYV
IYGKHKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCVTRSV
KGNPHVLFGGGTQLTVLggpkaapsvtlfppsseelgankatlvcel
isdfypgavtvawkadsspvkagvetttpskgsnnkyaassylslt
pegwkshrsyscgvthegstvektvaptecs

SEQ ID NO:213 is the full-length heavy chain for AbR:

QVOLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGEGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSENQFSLKLSSVTAADTA
VYYCARFMGFGRPEYWGQGTLVTVSSastkgpsviplapsskstsg
gtaalgclvkdyfpepvtvswnsgaltsgvhtfpavigssglysls
svvtvpssslgtgtyicnvnhkpsntkvdkkvepkscdkthteppc
papealgapsvflfppkpkdtimisrtpevtcvvvdvshedpevkf
nwyvdgvevhnaktkpreegynstyrvvsvitvlhgdwlngkeykc
kvsnkalpapiektiskakggprepgvytlppsreemtkngvsltec
lvkgfypsdlavewesngqpennykttppvldsdgsfflyskltvd
ksrwgggnvfscsvmhealhnhytgkslslspgk
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Figure 18b

SEQ ID NO:14 is the Vy portion of the full-length heavy chain:

QVQLQESGPGLVEKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARFMGFGRPEYWGQGTLVTVSS

SEQ ID NO:163 is the CDR H1 portion of the Vy portion of the full-length heavy chain:

SGYYWG

SEQ ID NO:164 is the CDR H2 portion of the Vi portion of the full-length heavy chain:

SISHTGNTYYNPPLKS

SEQ ID NO:165 is the CDR H3 portion of the Vy; portion of the full-length heavy chain:

FMGFGRPEY

SEQ ID NO:197 is the heavy chain constant region with the double mutation (L234A
G237A) shown in bold lowercase underlined text:

astkgpsvfplapsskstsggtaalgeclvkdyfpepvtvswnsgal
tsgvhtfpavlgssglyslssvvivpssslgtgtyicnvnhkpsnt
kvdkkvepkscdkthtecppcpapealgapsvflfppkpkdtlimisr
tpevtcvvvdvshedpevkfnwyvdgvevhnaktkpreegynstyr
vvsvltvihgdwlngkeykckvsnkalpapiektiskakggprepq
vytlppsreemtkngvsltclvkgfypsdiavewesnggpennykt
tppvldsdgsfflyskltvdksrwgggnvfscsvmhealhnhytqgk
silslspgk

SEQ ID NO:216 is the full-length light chain for AbR:

SSELTQDPAVSVALGQTVRITCQOGDSLRTYYASWYQQKPGQAPVLYV
IYGKHEKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCVTRSYV
KGNPHVLFGGGTQLTVLggpkaapsvtlfppsseelgankatlvel
isdfypgavtvawkadsspvkagvetttpskgsnnkyaassylslt
pegwkshrsyscgvthegstvektvaptecs
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Figure 18c

SEQ ID NO:217 is the V, portion of the full-length light chain:
SSELTQDPAVSVALGOTVRITCQGDSLRTYYASWYQQKPGQAPVLY
IYGKHKRPSGIPDRFSGSSSGNTASLTITGAQARDEADYYCVTRSV
KGNPHVLFGGGTQLTVL

SEQ ID NO:194 is the CDR L1 portion of the V), portion of the full-length light chain:

QGDSLRTYYAS

SEQ ID NO:195 is the CDR L2 portion of the V. portion of the full-length light chain:

GKHEKRPS

SEQ ID NO:187 is the CDR L3 portion of the Vy, portion of the full-length light chain:

VITRSVKGNPHVL

SEQ ID NO:198 is the lambda light chain constant region
ggpkaapsvtlfppsseelgankatlvclisdfypgavtvawkads

spvkagvetttpskgsnnkyaassylsltpegwkshrsyscgvthe
gstvektvaptecs
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Figure 19a

AbW:

Heavy chain for AbW (SEQ ID NO:218), with CDRs H1, H2, and H3 underlined (SEQ
ID NOs:163, 164, and 165, respectively). The heavy chain constant region is shown in
lower case italics with the triple mutation (L234A L235A G237A) shown in bold
lowercase underlined text (SEQ ID NO:196).

OVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLESRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARFMGFGRPEYWGQGTLVTVSSastkgpsviplapsskstsg
gtaalgclvkdyfpepvtvswnsgaltsgvhtfpavlqssglysls
svvtvpssslgtgtyicnvnhkpsntkvdkkvepkscdkthtecppc
papeiiggpsvflfppkpkdtlmisrtpevtcvvvdvshedpeka
nwyvdgvevhnaktkpreeqynstyrvvsvltvlhqdwlngkeykc
kvsnkalpapiektiskakggprepgvytlppsreemtkngvslitc
lvkgfypsdiavewesngqpennykttppvldsdgsfflyskltvd
ksrwgggnvfscsvmhealhnhytgkslslspgk

Light chain for AbW (SEQ ID NO:216), with CDRs L1, L2, and L3 underlined (SEQ ID
NOs:194, 195, and 187, respectively). The constant lambda light chain sequence is
indicated by lower-case italics (SEQ ID NO:198).

SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLV
IYGKHERPSGIPDRFSGSSSENTASLTITGAQAEDEADYYCVTRSV
KGNPHVLFGGGTQLTVLggpkaapsvtlfppsseelgankatlvel
isdfypgavtvawkadsspvkagvetttpskgsnnkyaassylslt
pegwkshrsyscgvthegstvektvaptecs

SEQ ID NO:218 is the full-length heavy chain for AbW:

QOVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARFMGFGRPEYWGQGTLVTVSSastkgpsviplapsskstsg
gtaalgclvkdyfpepvtvswnsgaltsgvhtfpavlqssglysls
svvtvpssslgtgtyicnvnhkpsntkvdkkvepkscdkthtcppc
papeaagapsviflfppkpkdtlimisrtpevtcvvvdvshedpevkf
nwyvdgvevhnaktkpreegynstyrvvsvitvihgdwlngkeykc
kvsnkalpapiektiskakggprepgvytlppsreemtkngvslte
lvkgfypsdiavewesnggpennykttppvldsdgsfflyskltvd
ksrwgggnvfscsvmhealhnhytgkslslspgk
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Figure 19b

SEQ ID NO:14 is the Vg portion of the full-length heavy chain:

QVQLQESGPGLVEKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLESRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARFMGFGRPEYWGQGTLVTVSS

SEQ ID NO:163 is the CDR H1 portion of the Vy portion of the full-length heavy chain:

SGYYWG

SEQ ID NO:164 is the CDR H2 portion of the Vy portion of the full-length heavy chain:

SISHTGNTYYNPPLKS

SEQ ID NO:165 is the CDR H3 portion of the Vi portion of the full-length heavy chain:

FMGFGRFPEY

SEQ ID NO:196 is the heavy chain constant region with the triple mutation (L234A
L235A G237A) shown in bold lowercase underlined text:

astkgpsvfplapsskstsggtaalgclvkdyfpepvivswnsgal
tsgvhtfpavlgssglyslssvvtvpssslgtgtyicnvnhkpsnt
kvdkkvepkscdkthtcppcpapeaagapsvfilfppkpkdtlimisr
tpevtcvvvdvshedpevkfnwyvdgvevhnaktkpreegynstyr
vvsvitvlihgdwlngkeykckvsnkalpapiektiskakggprepg
vytlppsreemtkngvsltclvkgfypsdiavewesnggpennykt
tppvldsdgsfflyskltvdksrwgggnviscsvmhealhnhytqgk
slslspgk

SEQ ID NO:216 is the full-length light chain for AbW:

SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLYV
IYGKHEKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCVTRSYV
KGNPHVLFGGGTQLTVLggpkaapsvtlfppsseelgankatlvel
isdfypgavtvawkadsspvkagvetttpskgsnnkyaassylslit
pegwkshrsyscgvithegstvektvaptecs
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Figure 19¢

SEQ ID NO:217 is V. portion of the full-length light chain:
SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLV
IYGKHKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCVTRSV
KGNPHVLFGGGTQLTVL

SEQ ID NO:194 is the CDR L1 portion of the V, portion of the full-length light chain:

QGDSLRTYYAS

~ SEQ ID NO:195 is the CDR L2 portion of the V1, portion of the full-length light chain:

GKHKRES

SEQ ID NO:187 is the CDR L3 portion of the V. portion of the full-length light chain:

VITRSVEKGNPHVL

SEQ ID NO:198 is the lambda light chain constant region
gqpkaapsvtlfppsseelqankatlvclisdfypgavtvawkads

spvkagvetttpskqsnnkyaassylsltpeqwkshrsyscqvthe
gstvektvaptecs
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Figure 20a

AbS:

Heavy chain for AbS (SEQ ID NO:219), with CDRs H1, H2, and H3 underlined (SEQ ID
NOs:163, 164, and 169, respectively). The heavy chain constant region is shown in
lower case italics with the triple mutation (L234A L235A G237A) shown in bold
lowercase underlined text (SEQ ID NO:196).

QVOLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARGGGISRPEYWEGQGTLVTVSSastkgpsviplapsskstsyg
gtaalgclvkdyfpepvtvswnsgaltsgvhtfpavlgssglysls
svvtvpssslgtgtyicnvnhkpsntkvdkkvepkscdkthtcppce
papeigggpsvflfppkpkdtlmisrtpevtcvvvdvshedpeka
nwyvdgvevhnaktkpreegynstyrvvsvltvlihgdwlngkeykc
kvsnkalpapiektiskakggprepgvytlppsreemtkngvsltc
lvkgfypsdiavewesnggpennykttppvlidsdgsfflyskltvd
ksrwgggnvifscsvmhealhnhytgkslslspgk

Light chain for AbS (SEQ ID N0O:220), with CDRs L1, L2, and L3 underlined (SEQ ID
NOs:194, 195, and 176, respectively). The constant lambda light chain sequence is
indicated by lower-case italics (SEQ ID NO:198).

SSELTQODPAVSVALGQTVRITCQGDSLRTYYASWYQOKPGQAPVLYV
IYGKHKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCMSRST
WGNPHVLFGGGCTQLTVLggpkaapsvtlfppsseelgankatlvel
isdfypgavtvawkadsspvkagvetttpskgsnnkyaassylslt
pegwkshrsyscgvthegstvektvaptecs

SEQ ID NO:219 is the full-length heavy chain for AbS:

QVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLESRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARGGGISRPEYWGQGTLVTVSSastkgpsvfiplapsskstsyg
gtaalgclvkdyfpepvtvswasgaltsgvhtfpavlgssglysls
svvtvpssslgtgtyicnvnhkpsntkvdkkvepkscdkthteppc
papeaagapsvflfppkpkdtlmisrtpevtevvvdvshedpevk?l
nwyvdgvevhnaktkpreegynstyrvvsvltvlihgdwlngkeykc
kvsnkalpapiektiskakggprepgvytlppsreemtkngvsltc
lvkgfypsdiavewesnggpennykttppvildsdgsfflyskltvd
ksrwgggnvfscsvmhealhnhytgkslslspgk
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Figure 20b

SEQ ID NO:6 is the Vz portion of the full-length heavy chain:

QVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARGGGISRPEYWGQGTLVTIVSS

SEQ ID NO:163 is the CDR H1 portion of the V portion of the full-length heavy chain:

SGYYWG

SEQ ID NO:164 is the CDR H2 portion of the Vy portion of the full-length heavy chain:

SISHTEGNTYYNPPLKS

SEQ ID NO:169 is the CDR H3 portion of the Vi portion of the full-length heavy chain:

GGGISRPEY

SEQ ID NO:196 is the heavy chain constant region with the triple mutation (L234A
L235A G237A) shown in bold lowercase underlined text:

astkgpsvfplapsskstsggtaalgclvkdyfpepvtvswnsgal
tsgvhtfpavlqssglyslssvvtvpssslgtqtyicnvnhkpsnt
kvdkkvepkscdkthteppcpapeaagapsvflfppkpkdtlmisr
tpevtcvvvdvshedpevkfnwyvdgvevhnaktkpreegynstyr
vvsvltvlihgdwlngkeykckvsnkalpapiektiskakggprepqg
vytlppsreemtknqultclvkgfypsdiavewesngqpennykt
tppvldsdgsfflyskltvdksrwqqgnvfscsvmhealhnhytqk
slslispgk

SEQ ID NO:220 is the full-length light chain for AbS:

SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLYV
IYGKUKRPSGIPDRFSGSSSCENTASLTITGAQAEDEADYYCMSRSI
WEGNPHVLFGGGTQLTVLggpkaapsvtlfppsseelgankatlvel
isdfypgavtvawkadsspvkagvetttpskqsnnkyaassylslt
pegwkshrsyscgvthegstvektvaptecs
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Figure 20c

SEQ ID NO:221 is the Vy, portion of the full-length light chain:
SSELTQODPAVSVALGQTVRITCQGADSLRTYYASWYQQKPGQAPVLYV
IYCKHEKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCMSRST
WEGNPHVLFGGGTQLTVL

SEQ ID NO:194 is the CDR L1 portion of the V, portion of the full-length light chain:

QGDSLETYYAS

SEQ ID NO:195 is the CDR L2 portion of the V. portion of the full-length light chain:

GKHKRPS

SEQ ID NO:176 is the CDR L3 portion of the V. portion of the full-length light chain:

MSRSIWGNPHVL

SEQ ID NO:198 is the lambda light chain constant region:
ggpkaapsvtlfppsseelgankatlvclisdfypgavtva wkads

spvkagvetttpskqsnnkyaassylsltpeqwkshrsyscqvthe
gstvektvaptecs
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Figure 21a

AbT:

Heavy chain for AbT (SEQ ID NO:219), with CDRs H1, H2, and H3 underlined (SEQ
ID NOs:163, 164, and 169, respectively). The heavy chain constant region is shown in
lower case italics with the triple mutation (L234A L235A G237A) shown in bold
lowercase underlined text (SEQ ID NO:196).

QVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARGGGISRPEYWGQGTLVTVSSastkgpsviplapsskstsg
gtaalgclvkdyfpepvtvswnsgaltsgvhtfpavlqssglysls
svvitvpssslgtgtyicnvnhkpsntkvdkkvepkscdkthtcppe
papegiggpsvflfppkpkdtlmisrtpevtcvvvdvshedpeka
nwyvdgvevhnaktkpreegynstyrvvsvlitvlhgdwlngkeykec
kvsnkalpapiektiskakggprepgvytlppsreemtkngvsltc
lvkgfypsdiavewesnggpennykttppvldsdgsfflyskltvd
ksrwgggnvfscsvmhealhnhytqgkslslspgk

Light chain for AbT (SEQ ID NO:222), with CDRs L1, L2, and L3 underlined (SEQ ID
NOs:194, 195, and 178, respectively). The constant lambda light chain sequence is
indicated by lower-case italics (SEQ ID NO:198).

SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLYV
IYGCKHKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCVARSN
KGNPHVLFGGGTQLTVLggpkaapsvtlfppsseelgankatlvcel
isdfypgavtvaWkadsspvkagvetttpskqsnnkyaassylslt
pegwkshrsyscgvthegstvektvaptecs

SEQ ID NO:219 is the full-length heavy chain for AbT:

QVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARGGGISRPEYWEGQGTLVTVSSastkgpsvifplapsskstsyg
gtaalgclvkdyfpepvtvswnsgaltsgvhtfpavlqssglysls
svvtvpssslgtqtyicnvnhkpsntkvdkkvepkscdkthtcppc
papeaagapsvflfppkpkdtlmisrtpevtcvvvdvshedpeka
nwyvdgvevhnaktkpreegynstyrvvsvltvlihgdwlngkeykc
kvsnkalpapiektiskakggprepqvytlppsreemtkngvsltc
lvkgfypsdiavewesnggpennykttppvldsdgsfflyskiltvd
ksrwgggnvfscsvmhealhnhytgkslslspgk
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Figure 21b

SEQ ID NO:6 is the Vy portion of full-length heavy chain:

QVQLQESGPEGLVEKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARGGGISRPEYWGQGTLVTVSS

SEQ ID NO:163 is the CDR H1 portion of the Vy portion of full-length heavy chain:

SGYYWG

SEQ ID NO:164 is the CDR H2 portion of the Vi portion of full-length heavy chain:

SISHTGNTYYNPPLKS

SEQ ID NO:169 is the CDR H3 portion of the Vi portion of full-length heavy chain:

GGGISRPEY

SEQ ID NO:196 is the heavy chain constant region with the triple mutation (L234A
1.235A G237A) shown in bold lowercase underlined text:

astkgpsvfplapsskstsggtaalgclvkdyipepvtvswnsgal
tsgvhtfpavlgssglyslssvvtvpssslgtgtyicnvnhkpsnt
kvdkkvepkscdkthtcppcpapeaagapsvilfppkpkdtimisr
tpevtcvvvdvshedpevkfnwyvdgvevhnaktkpreegqynstyr
vvsvltvlihgdwlngkeykckvsnkalpapiektiskakggprepg
vytlppsreemtkngvsltclvkgfypsdiavewesnggpennykt
tppvldsdgsfflyskltvdksrwgggnviscsvmhealhnhytqgk
slslspgk

SEQ ID NO:222 is the full-length light chain for AbT:

SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQOQKPGQAPVLV
IYGKHKRPSGIPDRFSGESSSGNTASLTITGAQAEDEADYYCVARSN
KGNPHVLFGGBGTQLTVLggpkaapsvtilfppsseelgankatlvecl
isdfypgavtvawkadsspvkagvetttpskgsnnkyaassylslt
pegwkshrsyscgvthegstvektvaptecs
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Figure 21c

SEQ ID NO:223 is the V1, portion of the full-length light chain:

SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLV
IYGKHKRPSGIPDRFSGSSSENTASLTITGAQAEDEADYYCVARSN
KGNPHVLFGGGTQLTVL

SEQ ID NO:194 is the CDR L1 portion of the V. portion of the full-length light chain:

QGDSLRTYYAS

SEQ ID NO:195 is the CDR L2 portion of the Vy, portion of the full-length light chain:

GKHKRPS

SEQ ID NO:178 is the CDR L3 portion of the Vy, portion of the full-length light chain:

VARSNKGNPHVL

SEQ 1D NO:198 is the lambda light chain constant region:
ggpkaapsvtlfppsseelgankatlvclisdfypgavtvawkads

spvkagvetttpskgsnnkyaassylsltpeqwkshrsyscgvthe
gstvektvaptecs
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Figure 22a

AbQ:

Heavy chain for AbO (SEQ ID NO:219), with CDRs H1, H2, and H3 underlined (SEQ
ID NOs:163, 164, and 169, respectively). The heavy chain constant region is shown in
lower case italics with the triple mutation (L234A L235A G237A) shown in bold
lowercase underlined text (SEQ ID NO:196).

QVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTEGNTYYNPPLKSRVTISVDTSKNQFSLELSSVTAADTA
VYYCARGGGISRPEYWGQGTLVTVSSastkgpsviplapsskstsg
gtaalgclvkdyfpepvtvswnsgaltsgvhtfpavlqssglysls
svvtvpssslgtgtyicnvnhkpsntkvdkkvepkscdkthteppc
papegiggpsvflfppkpkdtlmisrtpevtcvvvdvshedpeka
nwyvdgvevhnaktkpreeqynstyrvvsvltvlhqdwlngkeykc
kvsnkalpapiektiskakggprepqvytlppsreemtkngvsltc
lvkgfypsdiavewesngqpennykttppvldsdgsfflyskltvd
ksrwggqgnvfscsvmhealhnhytgkslslspgk

Light chain for AbO (SEQ ID NO:224), with CDRs L1, L2, and L3 underlined (SEQ ID
NOs:194, 195, and 185, respectively). The constant lambda light chain sequence is
indicated by lower-case italics (SEQ ID NO:198).

SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLYV
IYGKHKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCVTRSA
KGNPHVLFGGGTQLTVLggpkaapsvtlfppsseelgankatlvel
isdfypgavtvawkadsspvkagvetttpskqsnnkyaassylslt
pegwkshrsyscgvthegstvektvaptecs

SEQ ID NO:219 is the full-length heavy chain for AbO:

OVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLELSSVTAADTA
VYYCARGGGISRPEYWGQGTLVTVSSastkgpsviplapsskstsg
gtaalgclvkdyfpepvtvswnsgaltsgvhtfpavlqssglysls
svvtvpssslgtgtyicnvnhkpsntkvdkkvepkscdkthtcppc
papeaagapsvflfppkpkdtlmisrtpevtcvvvdvshedpeka
nwyvdgvevhnaktkpreeqynstyrvvsvltvlhqdwlngkeykc
kvsnkalpapiektiskakggprepqvytlppsreemtkngvsltc
lngfypsdiavewesngqpennykttppvldsdgsfflyskltvd
ksrwgggnvfscsvmhealhnhytgkslslspgk
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Figure 22b

SEQ ID NO:6 is the Vg portion of full-length heavy chain:

QVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARGGGISRPEYWGQGTLVTVSS

SEQ ID NO:163 is the CDR HI portion of the Vi portion of full-length heavy chain:

SGYYWG

SEQ ID NO:164 is the CDR H2 portion of the Vy portion of full-length heavy chain:

SISHTGNTYYNPPLKS

SEQ ID NO:169 is the CDR H3 portion of the Vi portion of full-length heavy chain:

GGGISRPEY

SEQ ID NO:196 is the heavy chain constant region with the triple mutation (L234A
L235A G237A) shown in bold lowercase underlined text:

astkgpsvfplapsskstsggtaalgclvkdyfpepvtvswnsgal
tsgvhtfpavlqssglyslssvvtvpssslgtqtyicnvnhkpsnt
kvdkkvepkscdkthtcppcpapeaagapsvflfppkpkdtimisr
tpevtcvvvdvshedpekanwyvdgvevhnaktkpreeqynstyr
vvsvitvlihgdwlngkeykckvsnkalpapiektiskakggprepq
vytlppsreemtknqultclvkgfypsdiavewesngqpennykt
tppvldsdgsfflyskltvdksrwqqgnvfscsvmhealhnhytqk
slslspgk

SEQ ID NO:224 is the full-length light chain for AbO:

SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLV
IYGCKHKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCVTRSA
KGNPHVLFGGGTQLTVLggpkaapsvtlfppsseelgankatlvel
isdfypgavtvawkadsspvkagvetttpskgsnnkyaassylslt
pegwkshrsyscgvthegstvektvaptecs
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Figure 22¢

SEQ ID NO:225 is the Vy, portion of the full-length light chain:
SSELTQDPAVSVALGQTVRI TCQGDSLRTYYASWYQQXPGQAPVLV
IYGKHKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCVTRSA
KGNPHVLFGGGTQLTVL

SEQ ID NO:194 is the CDR L1 portion of the V1. portion of the full-length light chain:

QGDSLRTYYAS

SEQ ID NO:195 is the CDR L2 portion of the Vi portion of the full-length light chain:

GKHKRPS

SEQ ID NO:185 is the CDR L3 portion of the Vy, portion of the full-length light chain:

VTRSAKGNPHVL

SEQ ID NO:198 is the lambda light chain constant region:
ggpkaapsvtlfppsseelganka tlvclisdfypgavtvawkads

spvkagvetttpskqsnnkyaassylsltpeqwkshrsyscqvthe
gstvektvaptecs
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Figure 23a

ADbP:

Heavy chain for AbP (SEQ ID NO:219), with CDRs H1, H2, and H3 underlined (SEQ
ID NOs:163, 164, and 169, respectively). The heavy chain constant region is shown in
lower case italics with the triple mutation (L234A L235A G237A) shown in bold
lowercase underlined text (SEQ ID NO:196).

QVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLEKLSSVTAADTA
VYYCARGGGISRPEYWGQGTLVTVSSastkgpsviplapsskstsg
gtaalgclvkdyfpepvtvswnsgaltsgvhtfpavlqssglysls
svvtvpssslgtgtyicnvnhkpsntkvdkkvepkscdkthtcppc
papegiggpsvflfppkpkdtlmisrtpevtcvvvdvshedpeka
nwyvdgvevhnaktkpreeqynstyrvvsvltvlhqdwlngkeykc
kvsnkalpapiektiskakggprepgvytlppsreemtknqgvslitc
lvkgfypsdiavewesngqpennykttppvldsdgsfflyskltvd
ksrwqqgnvfscsvmhealhnhytqkslslspgk

Light chain for AbP (SEQ ID NO:226), with CDRs L1, L2, and L3 underlined (SEQ ID
NOs;194, 195, and 189, respectively). The constant lambda light chain sequence is
indicated by lower-case italics (SEQ ID NO:198).

SSELTODPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLYV
IYCKHKRPEGIPDRFSGSSSGNTASLTITGAQAEDEADYYCVSRSA
KGNPHVLFGGGTQLTVLggpkaapsvtlfppsseelqankatlvel
isdfypgavtvawkadsspvkagvetttpskqsnnkYaassylslt
pegwkshrsyscgvthegstvektvaptecs

SEQ ID NO:219 is the full-length heavy chain for AbP:

QVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSTSHTCGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARGGGISRPEYWGQGTLVTVSSastkgpsviplapsskstsg
gtaalgclvkdyfpepvtvswnsgaltsgvhtfpavlqssglysls
svvtvpssslgtqtyicnvnhkpsntkvdkkvepkscdkthtcppc
papegiggpsvflfppkpkdtlmisrtpevtcvvvdvshedpeka
nwyvdgvevhnaktkpreeqynstyrvvsvltvlhqdwlngkeykc
kvsnkalpapiektiskakggprepgvytlppsreemtkngvslte
lvkgfypsdiaVewesngqpennykttppvldsdgsfflyskltvd
ksrwgggnvfscsvmhealhnhytgkslslspgk
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Figure 23b

SEQ ID NO:6 is the Vi portion of full-length heavy chain:

QVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARGGGISRPEYWGQGTLVTIVSS

SEQ ID NO:163 is the CDR H1 portion of the Vy portion of full-length heavy chain:

SGYYWG

SEQ ID NO:164 is the CDR H2 portion of the Vy portion of full-length heavy chain:

SISHTGNTYYNPPLKS

SEQ ID NO:169 js the CDR H3 portion of the Vy; portion of full-length heavy chain:

GGGISRPEY

SEQ ID NO:196 is the heavy chain constant region with the triple mutation (L234A
L235A G237A) shown in bold Iowercase underlined text:

astkgpsvfplapsskstsggtaalgclvkdyfpepvtvswnsga1
tsgvhtfpavlqssglyslssvvtvpssslgtqtyicnvnhkpsnt
kvdkkvepkscdkthtcppcpapeigggpsvflfppkpkdtlmisr
tpevtcvvvdvshedpekanwyvdgvevhnaktkpreeqynstyr
vvsvltvlhgdwlngkeykckvsnkalpapiektiskakggprepq
VytlppsreemtknqultclvkgfypsdiaVewesngqpennykt
tppvldsdgsfflyskltvdksrwqqgnvfscsvmbealhnhytqk
sislspgk

SEQ ID NO:226 is the full-length light chain for AbP:

SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLV
IYGKHKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCVSRSA
KGNPHVLFGGGTQLTVLggpkaapsvtlfppsseelgankatlvel
isdfypgavtvawkadsspvkagvetttpskqsnnkyaassylslt
pegwkshrsyscgvthegstvektvaptecs
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Figure 23¢

SEQ ID NO:227 is the Vy, portion of the full-length light chain:
SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLV
IYGKHKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCVSRSA
KGNPHVLFGGGTQLTVL

SEQ ID NO:194 is the CDR L1 portion of the V, portion of the full-length light chain:

QGDSLRTYYAS

SEQ ID NO:195 is the CDR L2 portion of the Vi, portion of the full-length light chain:

GKHERPS

SEQ ID NO:189 is the CDR L3 portion of the V, portion of the full-length light chain:

VSRSAKGNPHVL

SEQ ID NO:198 is the lambda light chain constant region:
gqpkaapsvtlfppsseelqankatlvclisdfypgavtvawkads

spvkagvetttpskqsnnkyaassylsltpeqwkshrsyscqvthe
gstvektvaptecs
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Figure 24a

AbU:

Heavy chain for AbU (SEQ ID NO:219), with CDRs H1, H2, and H3 underlined (SEQ
ID NOs:163, 164, and 169, respectively). The heavy chain constant region is shown in
lower case italics with the triple mutation (L234A L235A G237A) shown in bold
lowercase underlined text (SEQ ID NO:196).

OVOQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARGGGISRPEYWGQGTLVTVSSastkgpsviplapsskstsg
gtaalgeclvkdyfpepvtvswnsgaltsgvhtfpavlgssglysls
svvtvpssslgtgtyicnvnhkpsntkvdkkvepkscdkthtcppc
papegigﬁpsvflfppkpkdtlmisrtpevtcvvvdvshedpeka
nwyvdgvevhnaktkpreegynstyrvvsvltvlhgdwlngkeykc
kvsnkalpapiektiskakggprepqgvytlppsreemtkngvslitec
lvkgfypsdiavewesnggpennykttppvldsdgstfflyskltvd
ksrwgggnvfscsvmhealhnhytgkslslspgk

Light chain for AbU (SEQ ID NO:228), with CDRs L1, L2, and L3 underlined (SEQ ID
NOs:194, 195, and 193, respectively). The constant lambda light chain sequence is
indicated by lower-case italics (SEQ ID NO:198).

SSELTODPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLYV
IYGKHERPSGIPDRFSGSESENTASLTITGAQAEDEADYYCTTRSHN
KGNPHVLFGGGTQLTVLggpkaapsvtlfppsseelgankatlvcel
isdfypgavtvawkadsspvkagvetttpskgsnnkyaassylslt
pegwkshrsyscgvthegstvektvaptecs

SEQ ID NO:219 is the full-length heavy chain for AbU:

QVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARGGGISRPEYWGQGTLVTVSSastkgpsvifplapsskstsg
gtaalgclvkdyfpepvtvswnsgaltsgvhtfpavlgssglysls
svvtvpssslgtgtyicnvnhkpsntkvdkkvepkscdkthtcppc
papegiggpsvflfppkpkdtlmisrtpevtcvvvdvshedpeka
nwyvdgvevhnaktkpreegynstyrvvsvitvlhgdwlngkeykc
kvsnkalpapiektiskakggprepgvytlppsreemtkngvsltc
lvkgfypsdiavewesngqpennykttppvldsdgsfflyskltvd
ksrwgggnvfscsvmhealhnhytqgkslslspgk
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Figure 24b

SEQ ID NO:6 is the Vy portion of full-length heavy chain:

QVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARGGGISRPEYWGQGTLVTVSS

SEQ ID NO:163 is the CDR H1 portion of the Vy portion of full-length heavy chain:

SGYYWG

SEQ ID NO:164 is the CDR H2 portion of the Vi portion of full-length heavy chain:

SISHTGNTYYNPPLKS

SEQ ID NO:169 is the CDR H3 portion of the Vy portion of full-length heavy chain:

GGGISRPEY

SEQ ID NO:196 is the heavy chain constant region with the triple mufation (L234A
L235A G237A) shown in bold lowercase underlined text:

astkgpsvfplapsskstsggtaalgclvkdyfpepvtvswnsgal
tsgvhtfpavlqssglyslssvvtvpssslgtqtyicnvnhkpsnt
kvdkkvepkscdkthtcppcpapegiggpsvflfppkpkdtlmisr
tpevtcvvvdvshedpekanwyvdgvevhnaktkpreeqynstyr
vvsviltvlihgdwlngkeykckvsnkalpapiektiskakggprepq
Vytlppsreemtknqultclvkgfypsdiavewesngqpennykt
tppvldsdgsfflyskltvdksrwqqgnvfscsvmbealhnhytqk
slslspgk

SEQ ID NO:228 is the full-length light chain for AbU:

SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLV
IYGKHKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCTTRSN
KGNPHVLFGGGTQLTVqupkaapsvtlfppsseelqankatlvcl
isdfypgavtvawkadsspvkagvetttpskqsnnkyaassylslt
pegwkshrsyscqgvthegstvektvaptecs
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Figure 24¢

SEQ ID NO:229 is the V. portion of the full-length light chain:
SSELTQDPAVSVALGQTVRITCQGDSL_RTYYASWYQQKPGQAPVLV
IYGKHERPSGT PDRFSGSSSGNTASLTITGAQAEDEADYYCTTRSN
KGNPHVLFGGGTQLTVL

SEQ ID NO:194 is the CDR L1 portion of the Vi, portion of the full-length light chain:

QGDSLRTYYAS

SEQ ID NO:195 is the CDR L2 portion of the V', portion of the full-length light chain:

GKHKRPS

SEQ ID NO:193 is the CDR L3 portion of the Vy, portion of the full-length light chain:

TTRSNKGRPHVL

SEQ ID NO:198 is the lambda light chain constant region:
gqpkaapsvtlfppsseelqankatlvclisdfypgavtvawkads

spvkagvetttpskgsnnkyaassylsltpeqwkshrsyscgvthe
gstvektvaptecs

80/93



WO 2009/143523 PCT/US2009/045182

Figure 25a

AbV:

Heavy chain for AbV (SEQ ID NO:218), with CDRs H1, H2, and H3 undetlined (SEQ
ID NOs:163, 164, and 165, respectively). The heavy chain constant region is shown in
lower case italics with the triple mutation (L234A L235A G237A) shown in bold
lowercase underlined text (SEQ ID NO:196).

OVOLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARFMGFGRPEYWGQGTLVTVSSastkgpsviplapsskstsyg
gtaalgclvkdyfpepvtvswnsgaltsgvhtfpavlqssglysls
svvtvpssslgtgtyicenvnhkpsntkvdkkvepkscdkthtcppe
papegiggpsvflfppkpkdtlmisrtpevtcvvvdvshedpeka
nwyvdgvevhnaktkpreeqynstyrvvsvltvlhqdwlngkeykc
kvsnkalpapiektiskakggprepgvytlppsreemtkngvsltc
lvkgfypsdiavewesngqpennykttppvldsdgsfflyskltvd
ksrwgggnvfscsvmhealhnhytqgkslslspgkk

Light chain for AbV (SEQ ID NO:214), with CDRs L1, L2, and L3 undetlined (SEQ ID
NOs:194, 195, and 172, respectively). The constant lambda light chain sequence is
indicated by lower-case italics (SEQ ID NO:198).

SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLYV
IYGKHKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCVARSV
VEGNPHVLFGGGTQLTVLggpkaapsvilfppsseelgankatlvel
isdfypgavtvawkadsspvkagvetttpskgsnnkyaassylslt
pegwkshrsyscgvthegstvektvaptecs

SEQ ID NO:218 is the full-length heavy chain for AbV:

QVQLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLELSSVTAADTA
VYYCARFMGFGRPEYWEGQGTLVTVSSastkgpsviplapsskstsg
gtaalgclvkdyfpepvtvswnsgaltsgvhtfpavlqssglysls
svvtvpssslgtgtyicnvnhkpsntkvdkkvepkscdkthtcppc
papeaagapsvflfppkpkdtlmisrtpevtcvvvdvshedpeka
nwyvdgvevhnaktkpreeqynstyrvvsvltvlhqdwlngkeykc
kvsnkalpapiektiskakggprepgvytlppsreemtkngvsltc
lvkgfypsdiavewesnggpennykttppvldsdgsfflyskltvd
ksrwgggnvfscsvmhealhnhytgkslslspgk
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Figure 25b

SEQ ID NO:14 is the Vg portion of the full-length heavy chain:

QVOLQESGPGLVKPSETLSLTCAVSGYSISSGYYWGWIRQPPGKGL
EWIGSISHTGNTYYNPPLKSRVTISVDTSKNQFSLKLSSVTAADTA
VYYCARFMGFGRPEYWGQGTLVTVSS

SEQ ID NO:163 is the CDR H1 portion of the Vy portion of the full-length heavy chain:

SGYYWG

SEQ ID NO:164 is the CDR H2 portion of the Vy portion of the full-length heavy chain:

SISHTGNTYYNPPLKS

SEQ ID NO:165 is the CDR H3 portion of the Vi portion of the full-length heavy chain:

FMGFGRPEY

SEQ ID NO:196 is the heavy chain constant region with the triple mutation (L234A
L235A G237A) shown in bold lowercase underlined text: '

astkgpsvfplapsskstsggtaalgeclvkdyfpepvtvswnsgal
tsgvhtfpavlgssglyslssvvtvpssslgtgtyicnvnhkpsnt
kvdkkvepkscdkthtcppcpapeaagapsvflfppkpkdtimisr
tpevtcvvvdvshedpevkfnwyvdgvevhnaktkpreegynstyr
vvsvltvlhgdwlngkeykckvsnkalpapiektiskakggprepq
vytlppsreemtknqultclvkgfypsdiavewesngqpennykt
tppvldsdgsfflyskltvdksrwqqgnvfscsvmhealhnhytqk
slslspgk

SEQ ID NO:214 is the full-length light chain for AbV:

SSELTQDPAVSVALGQTVRITCQGDSLRTYYASWYQQKPGQAPVLYV
IYGKHKRPSGIPDRFSGSSSGNTASLTITGAQAEDEADYYCVARSYV
VEGNPHVLFGGGTQLTVLggpkaapsvtlfppsseelgankatlvel
isdfypgavtvawkadsspvkagvetttpskgsnnkyaassylslt
pegwkshrsyscgvthegstvektvaptecs
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Figure 25¢

SEQ ID NOQ:215 is the V), portion of the full-length light chain:
SSELTODPAVSVALGQTVRITCQOGDSLRTYYASWYQQORPGQAPVLYV
IYGEKEHKRPSGIPDRFSGSSSENTASLTITGAQAEDEADYYCVARSYV
VGNPHVLFGGGTQLTVL

SEQ ID N0:194 is the CDR L1 portion of the Vy portion of the full-length light chain:

QGDSLRTYYAS

SEQ ID NO:195 is the CDR L2 portion of the Vi, portion of the full-length light chain:

GEKHKRPS

SEQ ID NO:172 is the CDR L3 portion of the Vy, portion of the full-length light chain:

VARSVVGNPHVL

SEQ ID NO:198 is the lambda light chain constant region:
ggpkaapsvtlfppsseelgankatlvelisdfypgavtvawkads

spvkagvetttpskgsnnkyaassylsltpeqwkshrsyscgvthe
gstvektvaptecs
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