
METHOD FOR ULTRA-HIGH RESOLUTION MAPPING OF GENES AND DETERMINATION OF
GENETIC NET- WORKS AMONG GENES UNDERLYING PHENOTYPIC TRAITS  Abstract:   



A novel population for genetic mapping, methods for generating the
disclosed population, and methods for using the  disclosed population for
efficient identification of genetic loci that modulate a phenotype. Also
provided are methods for identifying  interactions between genetic loci and
non-genetic factors that modulate a phenotype. Further provided are methods
for defining  epistatic relationships among genes gene networks and
non-genetic factors.  


