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Figure 5

Inhibition of cytotoxity (%)
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Full-length PcrV (1-294)
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Figure 7 5/10

Full-length PcrV (1-294)
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Figure 8

Suppression of neutralizing activity with full-length PerV
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Inhibition of cytotoxity (%)
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Figure 9

Suppression of neutralizing activity with truncated PerV
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Inhibition of cytotoxity (%)
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Figure 10

(SEQ ID NO: 11, 12)

Heavy Chain

QVQLQQPGAELVKPGASVKLSCKASGYSFTSYWN[HW VKQRPGQGLEWIGEINPSN
GRTNYNEKFNTKATLTVDTSSSTAYMQLSSLTSEDSAV YYCVLYGNYVVYYTMDYW
GQGTSVTVSS

Light Chain

QIVLTQSPTIMSASLGEEITLTCSASTSVSYMEWYQQKSGTSPKILIYTTSKLASGVPS
RFSGSGSGTFYSLTISSVEAEDAADYYCHQWRNYPFTFGSGTKLEIKRAD

Figure 11

(SEQ ID NO: 13, 14)

Heavy Chain
DVQLQESGPGLVKPSQSLSLTCTVTGYSITSDYAWNWIRQFPGNKLEWMGYITYNG

DTSYNPSLKSRISLARDTSKNQFFLQLNSVTTEDTATY SCAGSRNYYGAWFAYWGQG
TLVIVSA

Light Chain

DIVMTQSHKFMSTSIGDRVSINYKAS QYVGTTVAWYQQKSGHSPKLLIYRASTRHTG
VPDRFTGSGSGTDFTLNISNVQSEDLADYFCQQYCSSPLTF GAGTYLEVKRAD




<H10>
<120>
<130>
<160>
170>
<210>
211>
212>
213>
<400>

¥6t Glu Val Arg ésn Leu Asn

Leu

Leu

Pro

Phe

Val

Lys

Gly

Tyr

Ala

Asp

Leu

Ala

Leu

50

Asn

Leu

Leu

ile

Ser

e

Gly

Leu

Phe
210
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SEQUENGE LISTING

antibodies to PorV
08P00114

26

Patentin version 3.1

1
294
PRT

Pseudomonas aeruginosa

1

Ala

Leu

35

Ser

Pro

Gin

Val

Arg

Tyr

Leu

195

Leu

Ala Ser
20
Leu Arg
Glu Afa
Ser Ala
Ala Arg
85
Ser Ala
100
Val Tyr
Leu Asp
fle Gin
[ie Asp
165
Ala Val
180

Ser Asn

Ser Gly

Ala

Ser

Gin

Pro

70

Arg

Tyr

Lys

Glu

Ser

150

Ala

Gly

Leu

Ser

Glu

Val

55

Pro

Gin

Phe

Asp

Leu

135

Gin

Gly

Asp

Asp

Pro
215

Ala

Pro

Arg

40

Leu

Gly

Pro

Ser

Lys

Ile

Gly

Pro

Thr

200

Lys

Ala

Ala

25

e

Lys

GIn

Gly

Leu

105

Leu

Ala

Asn

tie

185

Phe

Gin

Arg

Ser

Val

Ala

Gly

Ala

80

His

Glin

Leu

Ala

170

Trp

Ser

Ser

Glu
Ala
Leu
Leu
Gly

Thr

Lys
Gly

Gly

Leu Phe
Glu Gin
Ala His
45

Ala Trp
60

Glu Val
Trp Asp
Arg Leu
Glin Asp

125

Giu

—t T

Leu Ser
Val Asp
Asp Ser
Lys Leu

205

Glu Leu
220

SEQ

Leu

Ala

Leu

Leu

teu

110

Gly

Leu

Ala

Pro

Pro

190

Ser

Lys

Glu

Gly

Leu

Arg

Arg

95

Glu

Lys

Lys

Lys

Thr

175

Glu

Ile

Gly

Glu

Leu

Gin

Ala

Glu

Asp

Arg

Val

Tyr

Lys

Leu



Ser Asp Glu Tyr
225
Ala Thr Thr Val
Giu Lys Thr Thr
260
Val Glu Ala Leu
275

Asp lle Leu Ser
290

2100 2

<211> 88b
<212> DNA
213>

400> 2
atggaagica

tcggogeces
atcgtectgg
tggtigeteg
gtoctgeageg
goctatttea
ctgecagacce
-gagtigaage
ggcatcagea
gtcggegate
ttcagecggea
ctcaagggec
gceaccacgg
ctgctcaacg
cagaaatacg
210> 3

Q211> 33

<212> DNA
213>
<400> 3

attgeatgea

210> 4

211> 33
212> DNA
213>

<220>
223>

<400> 4

245

gaaaccttaa
ctgooagtec
C0OCacEceoly
cggecaatceo
cacgtoggca
geotgoacgg
aggacggcaa
tctacagegt
togacgetsg
ccaggtggaa
agetgtogat
tcagegatea
tgagecgaccg
acaccagotc

acagegtect

primer

tggaagtcag

Artificial

primer

Ala lle

Pseudomonas aeruginosa

fgeogotege
cgagecaggag
ccagecgote
gtocgogect
goooggtece
gegtetogac
gcgoaagecyg
gatccagtcg
cggtatogat
££acageoce
caaggatttt
gtacccctte
ctcgegtocg
ccgotacaac

gecgegacatt

aaaccttaat

Pro Phe Glu Lys Asp Asn Asn
230 235
Ser Asp Arg Ser Arg Pro Leu
250
Leu Leu Asn Asp Thr Ser Ser
265

Asn Arg Phe lle Gin Lys Tyr
280

gagetgttoe
gaactgcteg
agegaggcec
ccggeecage
cagtgggate
gaggatetca
ctgotogacg
cagatcaacg
ctggteogace
gagtatgegce
ctcagegect
gagaaggaca
cigaacgaca
toggegetog

ctcagecgega

gCo

SEQ

Pro Val Gly Asn Phe
240

Asn Asp Lys Val Asn
255

Arg Tyr Asn Ser Ala
270

Asp Ser Val Leu Arg

285

tggacgagot
ceotgttgeg
aagtgctcaa
goctogaget
tgegogagtt
tcggtgteota
agctcaaggc
cogogetgte
ccacgctata
tgotgagcaa
cgeocgaagea
acaacccggt
aggtcaacga
aggogotcaa

tctag

cotgeccgeg
cagegagege
ggegoetogeoe
actccgegaa
cotggtgteg
caaggatgtc
gotgaccecg
ggccaageag
tggetatgee
tetggatace
gagoggegeag
cggoaattte
£aagaccace

cogettcate

60
120
180
240
300
360
420
480
540
600
660
720
780
840
885

33



tatttcgaag atctagegeg

<210> 5

Q11> 27

<212> DNA

<213> Artificial

220>
223> primer

<400> 5
getogaggat cccaaggoge

Q210> 6

211> 23

<212> DNA

213> Artificial

220>
223> primer

400> 6 .
gttaagettc tcgaaggeta

10> 1

Q11> 24

<212> DNA

213> Artificial

220>
{223> primer

<400> 7
tagagtcacc gaggagecag

210> 8

Q11> 24

<212> DNA

213> Artificial

220>
<223> primer

<400> 8
tocagagttc caagtcacag

210> 9

211> 30

<212> DNA

213> Artificial

220>
223> nprimer

<400> 8
aggggccagt ggatagaceg

210> 10

Q211> 30

<212> DNA

<213> Artificial

220>
<223> primer

<400> 10
aggggccagt ggatagactg

actcttacag cgo

tgaccge

cto

ttgt

tcac

atggggetgt

atggggetet

33

27

23

24

24

30

30



210> 1

Q211> 121

212> PRT

213> Artificial

<220>

223> VH of Antibody 1F3

<400> 11

?In Val Gin Leu gln Gin Pro

Ser Val Lys Leu Ser
20

Trp Met His Trp Val
35

Gly Glu lle Asn Pro

Asn Thr Lys Ala Thr
65

Met Gin Leu Ser Ser
85
Val Leu Tyr Gly Asn
100
Gin Gly Thr Ser Val
115
210 12
211> 109
212> PRT

213> Artificial

Cys

Lys

Ser

Leu

70

Leu

Tyr

Thr

Lys

Gin

Asn

55

Thr

Thr

Val

Val

<223> VL of Antibody 1F3

400> 12

?In fle Val Leu ghr Gin Ser

Glu Glu Ile Thr Leu
20
Glu Trp Tyr Gin GIn
35
Thr Thr Ser Lys Leu
50
Gly Ser Gly Thr Phe
65

Asp Ala Ala Asp Tyr
85

Thr

Lys

Ala

Tyr
70

Tyr

Cys

Ser

Ser

55

Ser

Cys

Gly

Ala

Arg

40

Gly

Val

Ser

Val

Ser
120

Pro

Ser

Gly

Gly

Leu

His

Ala

Ser

25

Pro

Arg

Asp

Glu

Tyr

105

Ser

Thr
1

Ala

25

Thr

Val

Thr

Gin

Gly

Gly

Thr

Thr

Asp

80

Tyr

Ser

Ser

Pro

e

Trp
g0

Leu

Tyr

Gin

Asn

Ser

75

Ser

Thr

Met

Thr

Pro

Ser

Ser

75

Arg

Val Lys
Ser Phe
Gly Leu

45

Tyr Asn
60
Ser Ser

Ala Val

Met Asp

Ser Ala
Ser Val
Lys Ile

45
Arg Phe
60

Ser Val

Asn Tyr

SEQ

Pro

Thr

30

Glu

Glu

Thr

Tyr

Ser

Ser

30

Leu

Ser

Glu

Pro

Trp

Lys

Ala

15

Tyr

lle

Gly

Ala

Phe
95

Afa

Tyr

e

Phe

Tyr

80

Cys

Gly

Gly

Met

Tyr

Ser

Glu

Thr



SEQ
Phe Gly Ser Gly Thr Lys Leu Glu fle Lys Arg Ala Asp
100 105

<210> 13
211> 120
<212> PRT
<213> Artificial

<220>
<223> VH of Antibody 2A4

<400> 13
?sp Vai Gin Leu gtn Glu Ser Gly Pro ?Ay Leu Val Lys Pro ?gr Gin

Ser Leu Ser Leu Thr Cys Thr Val Thr Gly Tyr Ser ile Thr Ser Asp
20 25 30

Tyr Ala Trp Asn Trp lle Arg Gin Phe Pro Gly Asn Lys Leu Glu Trp
35 40 45

Met Gly Tyr ile Thr Tyr Asn Gly Asp Thr Ser Tyr Asn Pro Ser Leu
50 55 60

Lys Ser Arg lle Ser |le Ala Arg Asp Thr Ser Lys Asn Gin Phe Phe
65 70 75 ‘ 80

Leu Gin Leu Asn Ser Val Thr Thr Glu Asp Thr Ala Thr Tyr Ser Cys
. 85 90 95

Ala Gly Ser Arg Asn Tyr Tyr Gly Ala Trp Phe Ala Tyr Trp Gly Gln
100 105 110

Gly Thr Leu Val Thr Val Ser A
115 1

210> 14

ST N,

<L211> 11e
<212> PRT
<213> Artificial

<220>
<223> VL of Antibody 2A4

<400> 14

?sp lle Val Met ghr Gin Ser His Lys ?88 Met Ser Thr Ser lée Gly
1

Asp Arg Val Ser Ile Asn Tyr Lys Ala Ser Gin Tyr Val Gly Thr Thr
20 25 30

Val Ala Trp Tyr Gin Gin Lys Ser Gly His Ser Pro Lys Leu Leu e
35 40 45

Tyr Arg Ala Ser Thr Arg His Thr Gly Val Pro Asp Arg Phe Thr Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Asn lle Ser Asn Val Gin Ser
65 70 75 80

5



SEQ

Glu Asp Leu Ala Asp Tyr Phe Cys Gin Gin Tyr Cys Ser Ser Pro Leu
85 80 95

Thr Phe Gly Ala Gly Thr Tyr Leu Glu Val Lys Arg Ala Asp
100 105 110
Q210> 15
11> 8
<212> PRT
213> Artificial
<223> CGDR1 of 1F3 heavy chain
<400> 15
?er Phe Thr Ser gyr Trp Met His

Q210> 16
211> 186
212> PRY
213> Artificial

<220>
<223> CDR2 of 1F3 heavy chain

<400> 16
{le Asn Pro Ser ésn Gly Arg Thr Asn {%r Asn Glu Lys Phe ?gn Thr

Q10> 17

Q1> 12

<212> PRT

213> Artificial

<220>
<223> CDR3 of 1F3 heavy chain

400> 17
¥yr Giy Asn Tyr gal Val Tyr Tyr Thr ¥8t Asp Tyr

210> 18
Q211> 10
<212> PRT
213> Artificial

<2207
<223> CDR1 of 1F3 light chain

<400> 18
Ser Ala Ser Thr Ser Val Ser Tyr Met Glu
1 5 10

Q10> 19

21> 7

<212> PRT

Q213> Artificial

<220>
<223> CDR2 of 1F3 light chain

<400> 19



SEQ
§hr Thr Ser Lys %eu Ala Ser

210> 20
Q1> 9

212> PRT

213> Artificial

<220>
<223> CDR3 of 1F3 light chain

400> 20
?is GIn Trp Arg ésn Tyr Pro Phe Thr

10> 21

211> 9

<212> PRT

213> Artificial

220>
<223> CDR1 of 2A4 heavy chain

<400> 21
?er fle Thr Ser ésp Tyr Ata Trp Asn

Q10> 22

211> 16

<212> PRT

213> Artificial

220>
<223> CDRZ of 2A4 heavy chain

<400> 22
Iyr [le Thr Tyr ésn Gly Asp Thr Ser g%r Asn Pro Ser Leu %%s Ser

210> 23
ARDANY

212> PRT

213> Artificial

220>
<223> CDR3 of 2A4 heavy chain

400> 23
?er Arg Asn Tyr gyr Gly Ata Trp Phe ?éa Tyr

210> 24

<> 1

<212> PRT

213> Artificial

<220%
<223> CDR1 of 2A4 light chain

400> 24
Lys Ala Ser Gin gyr Val Gly Thr Thr ¥81 Ala
i



SEQ
210> 25
Q1 1
212> PRT
<213> Artificial

<2207
<223> CDR2 of 2A4 light chain

400> 25
?rg Ala Ser Thr érg His Thr

210> 26

211> 9

<212> PRT

<213> Artificial

220>
<723> CDR3 of 2A4 light chain

400> 26
?In Gin Tyr Cys ger Ser Pro Leu Thr





