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Fig. 7

6001 GOGCCCAATA CGCAARCCGC CTCTCCOCGC GOSTTGGICG ATTCATTAAT GCAGCTGECA

6061 OGACAGGTTT COCGRCTEGA ARGCGGECHS TGAGCGCAAC GCAATTAATG TGAGTTAGCT

MI13F3 M13F2
6121 CACTCATTAG GCACCCCAGG CTTTACACTT TATGCTTCCG GCTCGIATGT TGTGTGGEAAT

—_—
6181 TGTGAGCGGEA TARCPATTTC ACACAGGARE CAGCTATGAC CATGATTACG AATTCGAGCT

M13Fle
-+
6241 CGGTACOCGGE GGATOCTCTA GRGTCGACCT GCAGGCATGC ABGCTTGGCA CTGGCOGTOG
M13R1c >

6301 TTTTACAACG TOGTGRCTGG GABAACCCTG GCOGTTACCCA ACTTAATOGC CTTGCAGCHC
' M13R2 MI13R3

+— <4
6361 ATCCCCCTTT CGCCRGCTGG CGTARATAGOS ARGAGGICCG CACCGATCORC CCTTCOCRRAS
6421 AGTTGCGCAG CCTGRATGGEC GRATGGCGCT TTGCCTGETT TOCGGCACCA GRAGCGGTGEC
6481 CGGRAAGRCTG GCTGEAGTGC GATCTTCCTG AGGOCGATAC GGTCGTOGTC COCTCARAACT

6541 GGCAGATGCA CGGTTACGAT GCGCCCATCT ACACCAACGT ARCCTATOCC ATTACGETCAR
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1 CTCCTTGRCA CCGCCTCTEC TCTGTATCGG GAGGOCTTAG AGTCTOCGER ECATTGTTCA

61 OCTCACCATA CRAGCIACTCAG GCRARGCTATT CTGIGTTGGG GTGAGTTEAT GAATCTOG:
HEE3 HBESF2
>

> :
121 ACCTGGGTGE GRAGTAATTT GGAAGRCCCA GCATCCAGGG RATTAGTAGT CAGCTATGTC

HE65F1e
-
181 AATGTTAATA TGEGCCTARA AATCAGACAA CTATTGTGGT TTCACATTTC CTGCCTTACT

ERéESR1c.
241 TTTCRRAGAG ARACTGTTTT GGAGTATTTG GTATCTTTTG GAGTGTGGAT TCGCACTCCT

—
0 301 OCCGCTTACA GRCCACCRAAR TGCCCCTATC TTATCAACAC TTCCGGARRC TACTGTTGTT

-« HB65R 2 < HBE3
361 AGROGROGAG GCAGGTCOCC TAGRAGRAGA ACTCCCTCGC CTCGCAGACG AAGGTCTCAA

421 TCGQCGCETC
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CTCTCCCCGC

AAGCGGGCAG

GCGTTGGCCG

TGAGCGCAARC
M13F3

ATTCATTAAT

GCARTTAATG

a

CTTTACACTT

ACACAGGAAA

CGGTACCCGG

GGATCCTCTA
M13R1c d4

GAGTCGACCT
A

TTTTACAACG

ATCCCCCTTT

AGTTGCGCAG

CGGAMAGCTG

GGCAGATGCA

TCGTGACTGG

CGCCAGCTGG

CCTGAATGGC

GCTGGAGTGC

CGGTTACGAT

—p
GAARMACCCTG

TATGCTTCCG

CAGCTATGAC

GCAGGCATGC

GCGTTACCCA
M13R2 d4

19 Mas 780

GCAGCTGGCA

TGAGTTAGCT
M13F2 d4

»

GCTCGTATGT
CATGATTACG
ARGCTTGGCA

ACTTAATCGC

TGTGTGGAAT

AATTCGAGCT

CTGGCCGTCG

CTTGCAGCAC
M13R3

<
CGTAATAGCG
GAATGGCGCT
GATCTTCCTG

GCGCCCATCT

AAGAGGCCCG
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<4
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GAARGCGGTGC

CCCTCARACT

ATTACGGTCA
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1 ATTCCGCCGG AGAGCTGTGT CACCATGTGG GTCCCGGTTG TCTTCCTCAC CCTGTCCGTG

61 ACGTGGATTG GTGCTGCACC

121 AAGCATTCCC AACCCTGGCA

181 GTTCTGGTGC ACCCCCAGTG

——————

241 ATCTTGCTGG GTCGGCACAG

CCTCATCCTG TCTCGGATTG TGGGAGGCTG GGAGTGCGAG

PSAF3 PSAF2
GGTGCTTGTG GCCTCTCGTG GCAGGGCAGT CTGCGGCGGT

PSAF1¢
GGTCCTCACA GCTGCCCACT GCATCAGGAR CAAAAGCGQE

*

CCTGTTTCAT CCTGAAGACA CAGGCCAGGT ATTTCAGGTC

SaulAl PSAR1c

301 AGCCACAGCT TCCCACACCC
B PSAR3
361 CCAGGTGATG ACTCCAGCCA

421 ACGGATGCTG TGARAGGTCAT

481 TACGCCTCAG GCTGGGGECAG

" N PSAR2

GCTCTACGAT ATGAGCCTCC TGARGRATCG ATTCCTCAGG
CGACCTCATG CTGCTCCGCC TGTCAGAGCC TGCCGAGCTC
GGACCTGCCC ACCCAGGAGC CAGCACTGGG GACCACCTGC

CATTGAACCA GAGGAGT
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