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Figure 1

Nucleotide sequence for 1068 heavy chain variable region
ATGGGATGGAGCTATATCATCCTCTTTTTGGTAGCAACAGCTACAGATGTCCACTCCCAGGTCCA
ACTGCAGCAGCCTGGGGCTGAACTGGTGCAGCCTGGGACTTCAGTGAGGCTGTCCTGCAAGGCTT
CTGGCTACATCTTCACCACCTACTGGATTCACTGGGTGARACAGAGGCCTGGACAGGGCCTTGAG
TGGATTGGAGAGATTAACCCTAACAACGGTCGTATTAACTACAATGAGAAATTCAAGACCAAGGC
CACACTGACTGTAGACAAATCCTCCAGCACAGCCTACATGCAACTCAGCAGCCTGACATCTGAGG
ACTCTGCGGTCTATTACTGTACAAGAGTAGGCGTTATGATTACGACGTTTCCTTACTGGGGCCAA
GGGACTCTGGTCACTGTCTCTGCA (SEQ ID NO: 5)

Amino Acid sequence for 1068 heavy chain variable region
MGWSYIILFLVATATDVHSQVQLOQPGAELVQPGTSVRLSCKASGYIFTTYWIHWVKQRPGQGLE
WIGEINPNNGRINYNEKFKTKATLTVDKSSSTAYMQLSSLTSEDSAVYYCTRVGVMITTFPYWGQ
GTLVTVSA (SEQ ID NO: 6)

Signal Sequence
MGWSYIILFLVATATDVHS (SEQ ID NO: 7)

FR1
QVQLQQPGAELVQPGTSVRLSCKASGYIF (SEQ ID NO: 8)

CDR1
TTYWIH (SEQ ID NO: 9)

FR2
WVKQRPGQGLEWIG (SEQ ID NO: 10)

CDR2
EINPNNGRINYNEKFKT (SEQ ID NO: 11)

FR3
KATLTVDKSSSTAYMQLSSLTSEDSAVYYCTR (SEQ ID NO: 12)

CDR3
VGVMITTFPY (SEQ ID NO: 13)

FR4
WGQGTLVIVSA (SEQ ID NO: 14)
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Figure 2

Nucleotide sequence for 1068 light chain variable region
ATGAGTGTGCTCACTCAGGTCCTGGCGTTGCTGCTGCTGTGGCTTACAGGTGCCAGATGTGACAT
CCAGATGACTCAGTCTCCAGCCTCCCTATCTGCATCTGTGGGAGARACTGTCACCATCACATGTC
GAGCAAGTGGGAATATTCACAATTATTTAGCATGGTATCAGCAGAAACAGGGARAATCTCCTCAG
CTCCTGGTCTATAATGCAAAAACCTTAGCAGATGGTGTGCCATCAAGATTCAGTGGCAGTGAATC
AGGAACACAATATTCTCTCAAGATCAACAGCCTGCAGCCTGAAGATTTTGGGAGTTATTACTGTC
AACATTTTTGGAGTACTCCATTTACGTTCGGCTCGGGGACARAGTTGGAACTARAA (SEQ ID
NO: 15)

Amino Acid sequence for 1068 light chain variable region
MSVLTQVLALLLLWLTGARCDIQOMTQSPASLSASVGETVTITCRASGNIHNYLAWYQOKQGKSPQ
LLVYNAKTLADGVPSRFSGSESGTQYSLKINSLOPEDFGSYYCOHFWSTPFTFGSGTKLELK
(SEQ ID NO: 16)

Signal sequence
MSVLTQVLALLLLWLTGARC (SEQ ID NO: 17)

FR1
DIQMTQSPASLSASVGETVTITC (SEQ ID NO: 18)

CDR1
RASGNIHNYLA (SEQ ID NO: 19)

FR2
WYQQKOGKSPQLLVY (SEQ ID NO: 20)

CDR2
NAKTLAD (SEQ ID NO: 21)

FR3
GVPSRFSGSESGTQYSLKINSLQPEDFGSYYC (SEQ ID NO: 22)

CDR3
QHFWSTP (SEQ ID NO: 23)

FR4
FTFGSGTKLELK (SEQ ID NO: 24)
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Figure 3
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Figure 4
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Figure 5
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Figure 6
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Figure 7
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Figure 8
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Figure 9
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Figure 10
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Figure 11
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Figure 12
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Figure 13
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Figure 14
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Figure 16
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Figure 17
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Figure 18
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Figure 19
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Figure 20
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Figure 21
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Figure 22
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Figure 23
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Figure 243
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Figure 24C
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Figure 25
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Figure 26
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Figure 27
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Figure 28
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Figure 29
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Figure 30

2000+

1000+




Blood glucose (mgHL)

32/48

Figure 31A
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Figure 33A
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Figure 33C
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Figure 34A
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Figure 34D
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Figure 35
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Figure 36
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Figure 37
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Figure 38
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Figure 39
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Figure 40
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Figure 41A
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Figure 41D
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Figure 42
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Figure 43

%CD11b+
cells in spleen

P=0.02




48/48

Figure 44
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