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Left: Golgi (A & C); Right: GLUT1 (B & D)

Figure 1
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3. hLALBA-BAGALT1-GFP-hGLUT1-ER (ST7)

pcDNAZ. 1~hLALBA-BAG~-GFP~GLUT1-ER
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9. hLALBA-B4GALT1-GFP-hGLUT1-golgi (ST4)
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Home sapiens solute sarnier Tamily 2 mersher © {SLOZATVGLUTY transporter], mRNA

NUB Refarence Sequenoe: KM_GDES16.8

GLUTY {(hdi-langth sequence)  (SEQ ID NO: 3)

ATGGAGULCAGUAGCAAGAAGCTGACGGETCGUUTUATECTOECCG TGO AGAGCAGT
GOTTGGLTOOCTGRAGTTTOGCTACAACACTEEAGTUATCAATOCCOCCCAGAAGGTGAT
COAGCGAGTTCTACAACCAGACATOOOTCCATCGITATOGHIAGAGUATCCTGUUCALCA
COCTCACCACGCTCTOGTCOCTCICAGTGGUCATCT TTTCTGY TGOGHGCATGATIGGLTC
CTICTCTG TG GGOCT T TICGTTAACCOOTY T TGGULUGECGEAATTICAATOCTGATGATGAAL
CTECTGGLCTTOGTETCCOCCGTOUTCATGOOCTICTUGAAACTEGOUAAGTCOTTTGAG
ATGCTGATCCTGOGUCGLTTCATOATCOGTOTGTACTGCGHCCTGACCACAGEOTTCGETG
COCATOTATGTOOETGAAGTOTCACCCACAGUOCTTOGI GGG GUCCTGRGTACOCTIGCAC
CAGCTGOGCATOGTOGTLGGCATCCTCATCGUOCAGGTOTTCGGCCTGHACTCCATCATG
GECAACAAGGACCTETGOCCOCTOCTOCTGAGUATCATCTTCATCOCGGUOCTGUTGCAG
THCATOGTGCTGEOCTTCTHCCCOCGAGAGTCOCUGETTCCTGUTCATCARCCGUAACGAG
GAGAACCEOECCAAGAGTOTGUT AAAGAAGCTGUGCHGOACAGUTGACGTGACTTCATC
ACCTGUAGGAGATCAAGGAAGAGAGTUGGCACGATOATGOGGGAGAAGAAGGETCACCAT
COTOGAGCTETTCOOCTOCCCOOUCTACDGCCAGUCCATCCTCATCECTOTGGTICTGCA
GCTGTOCCAGCAGCTETCTGOCATCAANGCTETCTTCTATTACTCCACGAGCATETTCGA
GAAGGOGEGOGTEOAGUAGCCYGTOTATGCCACCATTGGCTCOGGTATOGTCAACACGE
CCTTCACTGYCGTOTCGCTGTTTGTOGTOGAGLGAGTAGGCCOGCEHACLITGRACCTIA
TAGGCCTOOOTEOUATEHCGOOTTGTGUCATACTCATGACCATCGUGCTAGCACTOLTGEG
AGCAGCTACCCTOGATEICCTATCTGAGCATOGTGECCATCT Y TGGCT TTGTGGOCTTOTT
THAAGTGOETOOTGGUCCCATCCCATGETTCATOGTGGL T AACTCTICAGOCAGGETCC
ACGTCCAGCTGOCATTGCCETTGCAGOUTTCTCCAACTGRACUTCAAATTTCATTOTHGG
CATGTOUTTCCAGTATETGOAGCAACT TG YGOTCCCTACGTCTTCATCATCITCALTGTG
CTCCTGETTCTGTTCTTCATCTTCACCTACTICAAAGTTCCTGAGACTAMAGGUCGGACCT
TOGATGAGATCGCTICE GG T TCCGHCAGGHGGEAGCCAGCCAAAGTHACAAGACALCT
GAGGAGCTETTCCATOCOCCTGOGEEOUTGATTOCCAAGTGTGA

Figure 9
(Continued)
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ER loealization sequerce:  (SEQ ID NO: 10)

CTSTGACIAR

(SEQ ID NO: 11)

Golgi localization sequenge:

CCCAGACAAGATATTACATCCATCOAACAARRARARATAGIT I CAAAGGAGAGAGY TATTGETRTG

Figure 9
(Continued)
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IRES? (SEQ ID NO: 6)
COCCTOTOCCTCCCOCOUCCCTAACGTTACTGGOCOAAGCOGU TTGGAATAAGGCOGGTG
TGCOTTTOTCTATATGTTATTTTCUACCATATTGCCGTCTTTTGOCAATGTGAGGOUCCGE
AAACCTOGCCCTGTCTTOTTEACGAGCATTCCTAGGGETCTTICCOCTOTCGUCAAAGGA

ATGCAAGGTCTOTTGAATGTCGTGAAGGA AGCAGTICCTCTGGAAGCTTCTTGAAGACAA
ACAACGTCTGTAGCGACCOTTTIGCAGOCAGCGOAADCCCCCACCT GO UGACAGHTGOCT

CTGOOGUCAAAAGOCACGTOTATAAGATACACCTGCAAAGGCGOCACAACCOCAGTGOC
ACGTTGTGAGTTOGATAGT TGTOGAAAGAGTCAAATGGCTCTCCTCAAGOGTATTCAACA
AGGGGCTOAAGGATOCOCAGASGETACCCOATTGTATGRGATCTOATCTGOGOCCTOGE

TACACATGCTTTACATOTGTTTAGTCCAGGTTAAAAAAACGTCTAGGUCCOCCGAADCAC
GGOGACOTEOTTITCOTTTGASASACACGATOATAATATGOCCACAALE

Glutamine Synthetase (GS) (SEQ 1D NO: 7}
ATGRCCACCTCAGUAAGTTOCCACTTGAACAAAAACATCAAGCAAATGTACTTGTGOCTG
CCCCAGGGTOAGAAAGTCCAAGCCATEGTATATCTGGOTTCATGGTACTGGAGAAGGALT
GOGOTGCAARACCOOCACCOTOGACT GTEAGCCCAAGTOTGTAG A AGAGTTACCTGAGTY
GEAATTTITGATGGUTCTAGTACCTTTCAGTCTGAGGOCTCCAACAGTRACATGTATCTCA
GOCCTETTOCCATGTTTOGEGACCCCTTOCGUAGAGATCCCAATAAGCTIGGTIGTTCTGTG
AAGTTTTCAAGTACAACCGOAAGCOTGLAGAGACCAATTTAAGGCACTOGTGTAAACGS
ATAATOCGACATEOTGAGCAACCAGUACCOUTOETITGHAATOGAACAGGAGTATACTCY
GATOGGAACAGATEOGLACCCTTTTGGTTGGCCTTCCAATOGUTTTOCTOGGICCCAAGG
TCCGETATTACTGTGGTGTOGOUGCAGAC AR SGOCTATGGCAGOHATATCGTGGAGGCTT
ACTACCGOGUOTECTTOTATGOTGGGOTCAAGATTACAGGAACAAATGUTGAGGETCATGE
CTGCOTAGTOOGAATTCCAAATAGGACCCTOTRAAGGAATCCOCATGGGAGATCATCTT
TGOGTGGCCCETITCATCTTGCATCOAGTATOTGAAGACT ITGGEGTAATAGOAACCTTT
GACCCCAAGOICATTCCTGRGAACTOOAATHGTGUAGGUTGCCATACCAACTTTAGLACE
AAGGCCATOOGOGAGOAGAATEGETOTGAAGCACATCOAGEAGOOCATOGAGAAACTAA
GCAAGUGGUACCGETACCACATTCOAGCUTACGATCCCAAGOGGRGULTHGANAATGOC
CETCGTCTGACTGGGTTCCACGAS ACGTCCAACATCAACGACTITICTGUTGGTGTCGOC
AATCGCAGTHOCAGUATCTOUATTCCCCGGACTOTOGOUCAGGAGAAGAAAGGTTACTTT
GAAGACCGOCOOCCCTOT OO AATTOTRALCOCT I TOCAGTGACAGAAGCCATCOGTLOGC
ACATGUCTTICTUAATGAGACTEGGUGACGAGCCCTTCCAATACALA A RCTAA

Figure 9 (continued)
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Bleomycin resistance protein (BlesR) {(SEQ ID NO: §
ATGGCCAAGTTOACCAGTOCCGTTOCGGTGOTCACCGOGCGUGACGTCGOCGGAGOGGT
COAGTTOYGEACTGACCGECTOGGGT TCTCOCGGEACTTOGTUGAGGACGACTICGOCGG
TOTGGTCOGEOACGACGTOACCOTOTTICATCAGUGCGGTCCAGGACCAGG TGO TGUOGH
ACAACACCCTOROCTGOOTET OGO THOGCGECOTHGACGAGC TG TACKCCGAGTOHTCG
GAGOETCETGTCCACGAACTTICOGGGACGOUTCOGGROCGGCCATGACTGAGATOGGIGA
GUAGTUETOGOGHOGHGAGT TOGCLETEOGUGACCOGGUIGG LA ACTGUGTGUACTTCG
TOHGCOCAGGAGCAGGACTGA

Figure 9 (continued)



