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ggctacgcattcagtaactcctggataaactgg
ggctacgcattecagtagctactggatgaactagg

hhkhkkkdrxhkkhkdrdd kk hhkhkhid khkkdkhk

ggttactcattcattgagtacaccataaactgg

ggttactcattcactgactacaacatgaactgg
Thhxxkkdkhkhkhkhk kkk xkkd *k*x Xkkxkx

ggctacacattctctgactactgggtacactgyg
ggctacaccttcaccagctactggatgecactgg

khkdkkkkhkhk kKkk K khkkhkdbkikk k khkdhkkk

Figure 1a

ggacagatttatcctggagattatgatactaactacaatggaaaattcaag
ggacagatttatcctggagatggtgatactaactacaacggaaagttcaag

deoke ok ok ok ok kg ok gk Kk d ok ok de g ke e K K khkkdkhkdhhhhdhkhahk khkhkkk xkkkik

ggaaatattgatccttattatggaaccacttattacaatcagatgttcacg

ggagtaattaatcctaactatggtactactagctacaatcagaagttcaag
* &k *khk khkkkhkhk k kkkdkx kk *xk%k Thkhkkkhkhkhkk kkkxk®x k

ggagcgattgatggtictgatacttttaatgactacagtcagaagtttaag
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kdkdk khkkAkAx hhhkxkkhkhk Kk * ok kkkkkhkk *khkk khkkkk kkx

Figure 1b
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actgccagcectecacgtgtaagtteccagttacttgeac
actgccagcetcaagtgtaagttcoccagttactigeac
dhkhkkhkkkhhdk Fhihkdkkdhkkrodhhhrkkxthd

agtgccagctcaagtgtaacttacatgtac
agtgccagctcaagtgtaagttacatgtac

hkhkkkkkdkhhkhdhkhkhkhkhk FThhkhhkhrkkx

cgagcaagtgaaaacatttacagttatttégca
cgagcaagtgagaatatttacagttatttagca

hkhkdkdkdhkhkhhdd kk hkkkhhhkhkhhkhkhkikkkkxk

Figure 2a

agtacatccaacctggcettcet

agcacatccaacctggettct
kh khkkkhkkrkrxkhkhkhkkkdhd

gacacatccaacctggcttct

gacacatccaacctggcttct
LR R R R RN R ]

aatacaaaaaccttaggagaa

aatgcaaaaacctitagcagaa
khkk Khkhkkkhkhkhkkhkixk *dkkk

Figure 2b

caccagtatcatecgttccceegtacacg

caccagtatcatecgttcceccaccca--
LRSS S EEEFER SR EE FE XX * %

cagcagtggagtaattacccactcacg

cagcagtggagtagttacccaccca--
khkdkdrkhhkhkhkhkk Fhhkdkhkhdbk **

caacatcattatggtactccattcacyg

caacatcattatggtactcctoo----
khkkkhhkdhdhhhkrhhkkrdhkikii

Figure 2¢c
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Internalization: BST1_AZ2 vs H226
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Internalization: BST1_A2 vs A549
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1 2 3 4
123456785 0123456789 0123456789 0123456789 0123456789

QAYLOQSGP ELVKAGASVE MSCKASGYSF IEYTINWVKD SHGKSLEWIG
OVOLVOSGR EVEKPGASVK VSCKASGYSE IEYTINWVRY) APGQGLEWIG
QVOLVQOSGA EVEKKPGASVK VSCKASGYSE THXXXXWVRQ APGQGLEWMG

3 & ki 8

01223456789 0123456789 012345678% 0122223456789
NIDPYYGTTYY NQMFTGKATL TVDQOSSNTAY MQLKSLTSEDSAV
NIDPYYGTTYY NQMFTGRATL TVDTSISTAY MELSRLRSDDTAV
XEXXXKEKEEK XXXXXXRVTL TRDTSISTAY MELSRLRSDDTAV

1 1
9 0 1
0123456789 012345678% 0123
YFCARGSAWF -PYWGQGTLV TVSA
YYCARGSAWF -PYWGQGTLV TVSS
YYCARXXXXX XXXWGQGTLV PVSS

Figure 5

1 2 3
123456789 0123456789 0123456789 0123456789
DIVMSQSPAR IMSASPGEKV TMTCSAS-5S5 VIYMYWYQQK
DIQMTQSPS SLSASVGDRV TITCSAS-S5 VTYMYWYQQK
DIOMTQSPS SLSASVGDRV TITCXXXXXX XXXXXWYQQK

4 5 6 7

0123456789 0123456789 0123456789 0123456789
PGSSPRLLIY DTSNLASGVP VRFSGSGSGT SYSLTISRME
PGKAPKLLIY DTSNLASGVP SRFSGSGSGT DYTLTISSLQ
PGKAPKLLIY XXXXXXXGVP SRFSGSGSGT DFTLTISSLY

1
8 9 0
0123456789 0123456789 01234567
AEDTATYYCQ QWSNYPLTFG AGTKLELK
PEDFATYYCQ QWSNYPLTFG QGTKVEIK
PEDFATYYCX XXXXXXXXFG QGTKVEIK

Figure 6

GNIDPYYGTTYYNQMET
GNIDPYYGTTYYNQMEFQ

Figure 7
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