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<210> 1

<211> 62

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<220>

<221> modified_base

<222> (51)..(52)

<223> Thymidine-succinyl hexamide CED phosphoramidite

<400> 1

agacaatcaa ccatttgggg tggacagcct tgacctctag acttcggcat tttttttttt 60
tt 62
<210> 2

<211> 112

<212> DNA



<213> Artificial Sequence

220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<220>

<221> modified_base

<222> (101)..(102)

<223> Thymidine-succinyl hexamide CED phosphoramidite

<400> 2
cgggatcctt atcgtcatcg tcgtacagat cccgacccat ttgctgtcca ccagtcatgc

tagccatacc atgatgatga tgatgatgag aaccccgcat tttttttttt tt

<210> 3

<211> 19

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
primer

<400> 3
atgcggggtt ctcatcatc

<210> 4

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
primer

<400> 4
cgggatcctt atcgtcatcg

<210> 5

<211> 156

<212> DNA

<213> Homo sapiens

<400> 5

60

112

19

20



cccaccggga
tcctectget
tctgcaggga
<210> 6

<211> 293
<212> DNA

<213> Homo

<400> 6
gctcccaggt

ggagccccgce
cgacgacgcg
gtattgggac

gcggatcgeg

<210> 7

<211> 169
<212> DNA
<213> Homo

<400> 7
tagcagggtc

tccccatcegt
tggtcgctgce
<210> 8

<211> 160
<212> DNA

<213> Homo

<400> 8
gttacccaag

aaccctcctc

cagggtctgc

ctcagattct ccccagacgc cgaggatggt gctcatggecg ccccgaaccc

gctctcaggg gccctggeccc tgacccagac ctgggecgegt gagtgcaggg

aatgggcgecg tgagtgcagg gtctgc

sapiens

tcccactcca tgaggtattt ctacaccacc atgtcccgge ccggegecegg
ttcatctccg tcggctacgt ggacgatacg cagttcgtgec ggttcgacag
agtccgagag aggagccgeg ggegeegtgg atggageggg aggggccaaa
cggaacacac agatctgcaa ggcccaggca cagactgaac gagagaacct

ctccgctact acaaccagag cgagggcggt gagttgaccc cgg

sapiens

agggttccct caccttcccc ccttttccca geccatcttcc cagcccaccg

gggcatcgtt gctggettgg ttctacttgt agctgtggtc actggagctg

tgtaatgtgg aggaagaaga gctcaggtaa ggaaggggt

sapiens

aacgcagctg attctcccca gacgccgagg atggtgctca tggcgccccg
ctgctgectct caggggeccct ggccctgacc cagacctggg cgegtgagtg

agggaaatgg tagtgtcgga ggtcgttcct

60

120

156

60

120

180

240

293

60

120

169

60

120

160



<210> 9

<211> 160
<212> DNA
<213> Homo

<400> 9
gttacccaag

ggecceggegce
tgcggttcga
<210> 10

<211> 160

<212> DNA
<213> Homo

<400> 10
gttacccaag

cacagatctg
actacaacca
<210> 11
<211> 160
<212> DNA

<213> Homo

<400> 11
gttacccaag

acgacgcgag

attgggaccg

<210> 12
<211> 103
<212> DNA
<213> Homo

<400> 12
gttacccaag

tggccctgac

sapiens

aacgcagctg ggttcccact
cggggagceccc cgcttcatct

cagcgacgac tagtgtcgga

sapiens

aacgcagctg tggatggagc
caaggcccag gcacagactg

gagcgagggc tagtgtcgga

sapiens

aacgcagctg ggctacgtgg
tccgagagag gagccgeggs

gaacacacag tagtgtcgga

sapiens

aacgcagctg atggcgcccc

ccagacctgg gcgtagtgtc

ccatgaggta tttctacacc accatgtccc
ccgtcggcta cgtggacgat acgcagttcg

ggtcgttcct

gggagggecc aaagtattgg gaccggaaca
aacgagagaa cctgcggatc gcgectccgcet

ggtcgttcct

acgatacgca gttcgtgcgg ttcgacagcg

cgccgtggat ggagcgggag gggccaaagt

ggtcgttcct

gaaccctcct cctgetgectc tcaggggcecc

ggaggtcgtt cct

60

120

160

60

120

160

60

120

160

60

103



<210> 13

<211> 210
<212> DNA
<213> Homo

<400> 13
aaaaaaaaaa

aggtatttct

ggctacgtgg

ttcctaaaaa

<210> 14
<211> 210
<212> DNA
<213> Homo

<400> 14
gttacccaag

aggtatttct

ggctacgtgg

ddaadaaaadaa

<210> 15

<211> 102
<212> DNA
<213> Homo

<400> 15
gttacccaag

tgctggettg
<210> 16
<211> 95
<212> DNA

<213> Homo

<400> 16
gttacccaag

gg8aagaagag

sapiens

aaaaaaaaaa
acaccaccat
acgatacgca

ddadadadaaa

sapiens

aacgcagctg
acaccaccat
acgatacgca

tagtgtcgga

sapiens

aacgcagctg

gttctacttg

sapiens

aacgcagctg

ctcagtagtg

aaaaagttac ccaagaacgc agctgggttc ccactccatg
gtccecggecc ggegecgggg agecccgett catctcecgtce
gttcgtgecgg ttcgacagcg acgactagtg tcggaggtcg

ddadaaaadaa

2aaaaaadaa aaaaaaaaaa aaaaaggttc ccactccatg
gtcccggeccc ggecgeegggg agccccgett catctccgtce
gttcgtgecgg ttcgacagcg acgacaaaaa aaaaaaaaaa

ggtcgttcct

agccatcttc ccagcccacc gtccccatcg tgggcatcgt

tatagtgtcg gaggtcgttc ct

gctgtggtca ctggagctgt ggtcgectget gtaatgtgga

tcggaggtcg ttcct

60

120

180

210

60

120

180

210

60

102

60

95



