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Figure 1
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Figure 2
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Figure 4
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Figure 5

1- TEM36 {850bp}
2- CTXMILE {850hp}
3- TEM36-6-CTXM16 {1700bp}
4- CYXM16-6,-TEM36 {1760bp}

5- TEM36-GIEAAAR]-CTXM 16 {1700kp}
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Figure 6
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Figure 8

1-TEM 36 {1100bg)}
2-CTXMIG (1100bp}
3-TEM36-G~LTKM 1E {2a00bp}
4-CTXM16-G,-TEM36 {2000bg}
Figure 10

1- Controde Négatif PCR
2- AAC-&'-th-or

2- CTXM16

3- AAC-H, -CDIMLG

Negative PCR control

{600bp}
{9000bp}
{1500bp)
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Figure 9

MW
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1-cTimvite Il
2-TEMIE A
3-CTXMI6-G,-TEM3E O
4-TEM3E-G,~-LTXMIE @

Figure 11
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1-AAC-8-thcr R
2- AAC-6H-CTXM16 A
3-CTXMILG @

4-CTXMLE O + EndoHf %
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Figure 12

1-EreB {1500hp}
2-TEM-36 {100Chp}
3-EreB-6H-TEM3S {2500bp}
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