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<210> 1

<211> 721

<212> DNA

<213> Avrtificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
poiynucieotide”

<400> 1
gactgagteg ccegotegag accatggaga cagacacact cetgetatyg gtactgetge 60

tctgggtice aggticcact ggtgactaca aggacgagca fcaccatcat caccatggty 120
gaagccagga clccacctca gacctgatee cagecccace tetgageaag gteectetge 180
agcagaactt ccaggacaac caattccagg ggaagtggta tgtggtagge ctggcaggga 240
atgcaattct caéagaagac aaagacccgce aaaagaigta tgccaccate tatgagetga 300
aagaagacaa gagctacaat gtcacctceyg tcetgtitag gaaaaagaag tgtgactact 360
ggatcaggac ttttglicca ggttgccage ccggcgégtt cacgcetggge aacattaaga 420
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gttacectgg attaacgagt tacctegtee gagtggtgag caccaactac aaccagcaty 480

ctatggtgtt cticaagaaa gttictcaaa acagggagta citcaagatc accetctacg 540
ggagaaccaa ggagctgact tcggaactaa aggagaactt catccgcetic tccaaalctc 600
tgggecteec tgaaaaccac ategtcttee ctgteccaat cgaccagtgt atcgacggeg 660
gaggtagcga aaacctgtat {ttcagggag geggeegeta aggatceegg accgeetete 720
c 721

<210> 2

<211> 903

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 2
gactgagtcg ccegetegag accatggaga cagacacact cetgetatgg gtactgetge 60

fctggatice aggttecact ggtgactaca aggacgagea feaccatcat caccatggty 120
gaagccagga ctecacctea gécctgatcc cagccccace totgageaag gteecteige 180
agcagaactt ccaggacaac caattccagg ggaagtggta tgtggtagge ctggeaggga 240
atgcaattct cagagaagac aaagacccgc aaaagatgta tgccaccatc tatgagetga 300
aagaagacaa gagctacaat gtcaccteeg tectgiitag gaaaaagaag tgtgactact 360
ggatcaggac ftttgttcca ggttgccage ceggegagtt cacgetggge aacattaaga 420
gttaccetgg attaacgagt tacetegtce gagtggtgag caccaactac aaccageaty 480
ctatgglgit cticaagaaa gttictcaaa acagggagta cticaagatc accctctacg 540
ggagaaccaa ggagetgact tcggaactaa aggagaactt catcegcettc tccaaatctc 600
tgggecteoe tgaaaaccac afegtcttce clgtcccaat cgaccaglyt atcgacggeg 660

Page 2



44189-701 602_SL.TXT
gaggtagcga aaacclgtat tttcagggag gegatacctg cggeageggc tataatgtgg 720

atcagegteg taccaatage ggctgcaaag cgggceaatgg cgategtcat ttttgegget 780
gcgatcgtac cggeglggty gaatgcaaag geggcaaaty gaccgaagty caggatigeg 840
gcagcageag ctgcaaaggce accageaatg geggegegac clgetaatge taaggatcece 900

gga 903

<210>3-

<211> 861

<212> DNA

<213> Attificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucieotide”

<220>
<221> CDS
<222> (1)..(861)

<400> 3
alg gag aca gac aca clc ctg cta tgg gta ctg ctg ctc tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

4N 4
i 5 10 15

ggt tec act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tce acc tca gac ctg ate cca gee cca cct ctg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cct ctyg cag cag aac ttc cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu GIn Gin Asn Phe Gin Asp Asn Gln Phe GIn Gly Lys
50 55 60

tgy tat gtg gta gge ctg geca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80
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gac ccg caa aag atg tat gce acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agc tac aat gtc acc tce gtc ctg it agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys L.ys Cys Asp Tyr
100 105 110

tgg atc agg act ttt gtt cca ggt iyc cag cce gge gag tte acg cig 384
Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 - 135 140

gtg agc acc aac tac aac cag cat get atg gtg ttc tic aag aaa gtt 480
Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac ttc aag atc acc cte tac ggg aga acc aag 528
Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac ttc atc cgc tte tcc aaa tct 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser

180 185 190
ctg ggce ctc cot gaa aac cac afce gte tte cot gte cca ate gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

tgt atc gac ggc gga ggt age gaa aac ctg tat ttt cag gga ggc gat 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Asp
210 215 220

acc tge ggc age ggce tat aat gtg gat cag cgt cgt acc aatagc ggc - 720
Thr Cys Gly Ser Gly Tyr Asn Val Asp Gin Arg Arg Thr Asn Ser Gly
225 230 . 235 240

tgc aaa gcg ggce aat ggc gat cgt cat it tge gge tge gat cgt acc 768
Cys Lys Ala Gly Asn Gly Asp Arg His Phe Cys Gly Cys Asp Arg Thr
245 250 255

ggc gtg gty gaa tgc aaa ggc ggc aaa tgg acc gaa gtg cag gat tgc 816
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Gly Val Val Glu Cys Lys Gly Gly Lys Trp Thr Glu Val GIn Asp Cys
260 265 270
ggce agce age age tge aaa gge acc age aat gge gge geg ace tge 861

Gly Ser Ser Ser Cys Lys Gly Thr Ser Asn Gly Gly Ala Thr Cys
275 280 285

<210> 4

<211> 885

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 4 ‘ :
gactgagtcg cccgotegag accatggaga cagacacact cetgetatgg gtactgetge 60

tetgggtice aggticcact ggtgactaca aggacgagea tcaccatcat caccatggty 120
gaagccagga ctccacctea gacctgatcee cagececace tctgagcéag gtceetetge 180
agcagaactt ccaggacaac caattccagg ggaagtggta tgtggtagge clggcaggga 240
atgcaatict cagagaagac aaagacccgc aaaagatgta tgccaccatc tatgagetga 300
aagaagacaa gagctacaat gicaccteeg tectglttag gaaaaagaag
ggatcaggac ttttgttcca ggttgecage ceggegagtt cacgetggge aacattaaga 420
gitaccetgg attaacgagt tacctegtee gagtggtgag caccaactac aaccagcaty 480
ctatggtgtt cttcaagaaa gttictcaaa acagggagta cticaagatc accctctacg 540
ggagaaccaa ggagcetgact tcggaactaa aggagaactt catcegctic teccaaatctc 600
tgggcctece tgaaaaccac ategtettee ctgteccaat cgaccagtigt atcgacggeg 660
gaggtagcga aaacctgtat tttcagggag gcgatcagaa tigegatatt ggcaatatta 720
ccagecagtg ccagatgcag cataaaaatt gcgaagatge gaatggcetge gataccatta 780

ttgaagaatg caaaaccagc atggtggaac gttgccagaa tcaggaattt gaaagegegg 840
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cgggceageac caccetggge cegeagtaat getaaggate ccgga 885

<210>5

<211> 843

<212> DNA

<213> Attificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<2205
<221> CDS
<222> (1)..(843)

<400> 5

atg gag aca gac aca cic ctg cta tgg gta ctg ctg ctc tgg git cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tcc acc tca gac cotg atc cca gee cea cet cig age 144
Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cct ctg cag cag aac ttc cag gac aac caa tc cag ggg aag 192
Lys Val Pro Leu Gln GIn Asn Phe GIn Asp Asn Gln Phe Gln Gly Lys
50 55 60

tgg tat gtg gta gge ctg gca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agc tac aat gtc acc fcc gtc ctg tit agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
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100 105 110

tgg atc agg act i;tt gtt cca ggt tge cag cce gge gag e acg clg 384
Trp lle Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gt~ 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

glg agc acc aac tac aac cag cat got atg gtg ttc tic aag aaa gt~ 480
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 1565 160

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 928
Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr L.eu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac tic atc cgc ttc tcc aaa ftet 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg gge cte cct gaa aac cac ate gte ttc cct gte cca atc gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
- 195 . 200 205

tgt atc gac ggc gga ggt age gaa aac ctg tat ttt cag gga gge gat 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Asp
210 215 220

cag aat tgc gat att ggc aat att acc age cag tygc cag alg cag cat 720
Gln Asn Cys Asp lle Gly Asn lle Thr Ser GIn Cys GIn Met GIn His
225 - 230 235 240

aaa aat tgc gaa gat gcg aat gge tge gat acc att att gaa gaa tgc 768
Lys Asn Cys Glu Asp Ala Asn Gly Cys Asp Thr lle lle Glu Glu Cys
245 250 255

aaa acc agc alg gty gaa cgt tge cag aat cag gaa tlt gaa agce geg 816
Lys Thr Ser Met Val Glu Arg Cys GIn Asn Gin Glu Phe Glu Ser Ala
260 265 270

gcg ggc agce acc acc ctg gge ccg cag 843
Ala Gly Ser Thr Thr Leu Gly Pro Gin
275 280
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<210>6
<211> 782
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 6
gactgagtcg ccegetecgag accatggaga cagacacact cctgctatgg gtactgetge 60

tctggottee aggttccact ggtgactaca aggacgagcea tcaccatcat caccatggty 120
gaagccagga ctccacctca gacctgatce cagecccace tetgageaag gtecctetge 180
agcagaactt ccaggacaac caattccagg ggaagtggta tgtggtaggce ctggcaggga 240
atgcaattct cagagaagac aaagacccgc aaaagatgta tgccaccatc tatgagetga 300
aagaagacaa gagctacaat gtcacctccg tectgtttag gaaaaagaag tgtgactact 360
ggatcaggac ttttgttcca ggttgccage ceggegagtt cacgetggge aacattaaga 420
gttaccctgg attaacgagt tacctegtee gagtggtgag caccaactac aaccageatg 480
ctatggtgtt cttcaagaaa gtttctcaaa acagggagta cticaagatc accctctacy 540
ggagaaccaa ggagctgact tcggaactaa aggagaactt catccgcetic tccaaatctc 600
tgggectece tgaaaaccac ategtettec ctgteccaat cgaccagtgt atcgacggeg 660
gaggtagcga aaaccigtat tttcagggag geggcecatge gitgotategt aattgetgge 720
gtgaaggcaa tgatgaagaa acctgcaaag aacgttgcta atgctaagga tcccggaceg 780
e | 782

<210>7

<211>735

<212> DNA

<213> Artificial Sequence
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<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide"

<220>
<221> CDS
<222> (1)..(735)

<400> 7

atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 o) 10 15

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tec ace tca gac cig atc cca gec cea cetetgage 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu GIn GIn Asn Phe Gln Asp Asn Gin Phe GIn Gly Lys
50 55 60

tgg tat gtg gta ggc ctg gca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys

65 70 75 80

gac ceg caa aag atg tat gec acc atc tat gag clg aaa gaa gac aag 288
Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agc tac aat gic acc tec gic ctg ttt agg aaa aag aag gt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act tit gtt cca ggt tge cag cce gge gag tic acg ctg 384
Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt fac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140
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gtg agc acc aac tac aac cag cat get atg gtg tic ttc aag aaa gttt 480
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 528
Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac ttc atc cge ttc tcc aaa tot 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg ggc cte cct gaa aac cac atc gtc tte cct gtc cca atc gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

tgt atc gac ggc gga ggt age gaa aac ctg tat ttt cag gga ggc gge 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gly
210 215 220

cat gcg tge tat cgt aat tge tgg cgt gaa gge aat gat gaa gaa acc 720
His Ala Cys Tyr Arg Asn Cys Trp Arg Glu Gly Asn Asp Glu Glu Thr
225 230 235 240

tgc aaa gaa cgt tgc 735
Cys Lys Glu Arg Cys
245

<210> 8

<211> 816

<212> DNA

<213> Artificial Sequence

<220>

<221> source ‘

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<400~ 8
gacigagteg ccegetegag accatggaga cagacacact cotgctatgg gtactgetge 60

tctggotice aggttccact ggtgactaca aggacgagea tcaccatcat caccatggty 120

gaagccagga ctecacctca gacctgatee cagececace tetgagcaag gtecetetge 180
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agcagaactt ccaggacaac caattccagg ggaagtggta tgtggtagge clggcaggga 240
atgcaattct cagagaagac aaagacccgc aaaagatgta tgccaccate tatgagetga 300
aagaagacaa gagctacaat gtcacctecq tectgtitag gaaaaagaag tgtgactact 360
ggatcaggac ttttgttcca ggttgccage ccggegagtt cacgelggge aacattaaga 420
gttaccctgg attaacgagt tacctegtce gagtggtgag caccaactac aaccageaty 480
ctatggtgtt cticaagaaa gttictcaaa acagggagta cticaagatc acccictacg 540
ggagaaccaa ggagcetgact tecggaactaa aggagaactt cateegetic tecaaatcte 600
tgggcctece tgaaaaccac ategtettee ctgteccaat cgaccagtgt atcgacggeg 660
gaggtagcga aaacctgtat tttcagggag gegaatgeeg ttatcetgttt ggeggetgeca 720
aaaccaccag cgattgctge aaacatctgg getgcaaatt tegtgataaa tattgecgegt 780
gggattitac ctitagctaa tgctaaggat ccegga 816
<210>9
<<211>774

<212> DNA
<213> Artificial Sequence

A

220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<220>
<221> CDS
<222> (1).(774)

<400> 9

atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tce act ggt gac tac aag gac gag cat cac caf cat cac cat ggt 96
Gly-Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
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20 25 30

gga agc cag gac tcc acc tca gac ctg atc cca gee cea cct ctg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag glc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu Gin GIn Asn Phe GIn Asp Asn GIn Phe Gln Gly Lys
50 55 60

tgg tat gtg gta ggc ctg gea ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agc tac aat gtc acc tec gtc ctg ttt agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act ttt gtt cca ggt tge cag ccc gge gag tte acg ctyg 384
Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga glg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg agc acc aac tac aac cag cat get atg gtg ttc tic aag aaa gtt 480
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 528
Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac tic atc cge ttc tcc aaa tet 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg gge cte cet gaa aac cac ate gte ttc cct gtc cca atc gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205
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tgt atc gac ggc gga ggt age gaa aac ctg tat ttt cag gga ggc gaa 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Glu
210 215 220

tgc cgt tat ctg ftt gge gge tge aaa acc acc age gat tge tge aaa 720

Cys Arg Tyr Leu Phe Gly Gly Cys Lys Thr Thr Ser Asp Cys Cys Lys

225 230 235 240

cat ctg ggc tgc aaa ttt cgt gat aaa tat tge geg tgg gat tit acc 768

His Leu Gly Cys Lys Phe Arg Asp Lys Tyr Cys Ala Trp Asp Phe Thr
245 250 255

ftt age 774
Phe Ser

<210>10

<211> 819

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 10
gactgagicg ccegetegag accatggaga cagacacact cetgotatgg gtactgetge 60

tetgggtice aggttccact ggtgactaca aggacgagcea tcaccatcat caccatggty 120
gaagccagga ctecacctea gacclgatee cagecccace tetgageaag gtecctetge 180
agcagaactt ccaggaéaac céattcoa'gg ggaagtggta tgtggtagge ctggcaggga 240
atgcaattct cagagaagac aaagacccgc aaaagatgta tgccaccale tatgagetga 300
aagaagacaa gagctacaat glcaccteeg tectgtttag gaaaaagaag tgtgactact 360
ggatcaggac ttitgticca ggttgccage ccggegagtt cacgetggge aacattaaga 420
gttécoctgg attaacgagt tacctegtce gagtggtgag caccaactac aaccagealg 480
ctatggtgtt cttcaagaaa gttictcaaa acagggagta cticaagatc accctctacg 540
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ggagaaccaa ggagctgact tcggaactaa aggagaactt catcegcettc tccaaatetc 600

tgggectece tgaaaaccac ategtettce ctgtcccaat cgaccagtgt atcgacggeg 660
gaggtagcga aaacctgtat tttcagggag gegaaattag ctgcgaaceg ggcaaaacct 720
ttaaagataa atgcaatacc tgcegtigeg gegeggatgg caaaagegeg gegtgcacee 780

tgaaagcgtg cccgaatcag taatgctaag gatecegga 819

<210> 11

<<211> 777

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide"

<220>
<221> CDS
<222> (W).(777)

<400> 11
atg gag aca gac aca cfc ctg cta {gg gta ctg ctg cte tgg gtt cca 48

Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

gat tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 20

gga agc cag gac tec ace tea gac ctg atc cca gee cca cet ¢tg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag glc cot ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu GIn Gin Asn Phe GIn Asp Asn Gin Phe GIn Gly Lys
50 55 60

tgg tat gtg gta ggc ctg gca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80
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gac ccg caa aag atg tat gcc ace atc tat gag cty aaa gaa gac aag 288
Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agc tac aat gtc acc tec gte ctg ttt agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act tit gtt cca ggt tge cag cce gge gag tic acg ctg 384
Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac cte gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg agc acc aac tac aac cag cat gct atg gtg tic ttc aag aaa gtt 480
Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

fct caa aac agg gag tac tic aag atc acc ctc tac ggg aga acc aag 528
Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac tte alc cgc tle tee aaa tot 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser

180 185 190
ctg gge ofc oot gaa aac cac atc glc tie cet gtc cca alc gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

tgt atc gac gge gga ggt age gaa aac ctg tat ttt cag gga ggc gaa 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Glu
210 215 220

att agc tgc gaa ccg gge aaa acc {tt aaa gat aaa tgc aat acc tgc 720
lle Ser Cys Glu Pro Gly Lys Thr Phe Lys Asp Lys Cys Asn Thr Cys
225 230 235 240

cgt tge gge geg gat gge aaa age geg geg tge ace ctg aaa geg tge 768
Arg Cys Gly Ala Asp Gly Lys Ser Ala Ala Cys Thr Leu Lys Ala Cys
245 250 255

ceg aat cag 7
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Pro Asn Gin

<210> 12

<211> 822

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 12
gactgagtcg ccegcetegag accatggaga cagacacact cetgetatgg gtactgetge 60

tctgggttce aggttccact ggtgactaca aggacgagca tcaccatcat caccatggty 120
gaagccagga ctecacctea gacctgatee cagecceace tetgageaag gtecetotge 180
agcagaactt ccaggacaac caaticcagg ggaagtggta tgtggtaggce ctggcaggga 240
atgcaattct cagagaagac aaagacccgc aaaagatgta tgccaccatc tatgagetga 300
aagaagacaa gagctacaat gtcacctceg teotgtttag gaaaaagaag tgtgactact 360

ggatcaggac ttitgttcca ggttgecage cecggegagtt cacgetggge aacattaaga 420

ctatggtgtt cttcaagaaa gtttctcaaa acagggagta cticaagatc acceictacg 540
agagaaccaa goagetgact tcggaactaa aggagaactt catccgcttc tccaaatctc 600
tgggcctecce tgaaaaccac atcgtettce cfgtcccaat cgaccagtgt atcgacggcg 660
gaggtagcga aaacctgtat tttcagggag gegtgtgecg tgattggttt aaagaaaccg 720
cgtgecegtca tgcgaaaage ctgggeaatt gecgtaccag ccagaaatat cgtgegaatt 780
gcgegaaaac ctgcgaacty tgctaatget aaggateceg ga 822

<210> 13

<211> 780
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<212> DNA
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
~ polynucleotide”

<2205
<221> CDS
<222> (1)..(780)

<400> 13

atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tec act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga age cag gac tce acc tea gac ctg atc cca gec cea cct ctg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cct clg cag cag aac ttc cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu GIn Gin Asn Phe GIn Asp Asn Gin Phe Gin Gly Lys
50 55 60

tgg tat gty gta ggc ctg gca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gcc acc atc tat gag clg aaa gaa gac aag 288
Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

age tac aat gtc acc tce gt cig ttt agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act tit gtt cca ggt tge cag cce gge gag tic acg ctg 384
Trp lle Arg Thr Phe Val Pro-Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125
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ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg agc acc aac tac aac cag cat get atg gig tte tic aag aaa gtt 480
Val Ser Thr Asn Tyr Asn GIn His Ala Met Vai Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac ttc aag atc acc clc tac ggg aga acc aag 528
Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa tet 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lie Arg Phe Ser Lys Ser
180 185 190

ctg ggc cte cct gaa aac cac atc gtc tic cct gte cea atc gac cag 624
l.eu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

tgt atc gac ggc gga gat age gaa aac ctg tat ttt cag gga ggce gtg 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Val
210 215 220

tgc cgt gat tgg ttt aaa gaa acc geg tge cgt cat geg aaa age ctg 720
Cys Arg Asp Trp Phe Lys Glu Thr Ala Cys Arg His Ala Lys Ser Leu
225 230 235 240

ggc aat tgc cgt acc age cag aaa tat cgt geg aat tge geg aaa acc 768
Gly Asn Cys Arg Thr Ser Gln Lys Tyr Arg Ala Asn Cys Ala Lys Thr

AT N

245 250 255

tgc gaa ctg tgc 780
Cys Glu Leu Cys
260

<210> 14

<211> 849

<212> DNA

<213> Artificial Sequence

<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”
Page 18



44189-701 602_SL.TXT

<400> 14
gactgagteg ccegelegag accatggaga cagacacact cetgetatgg gtactgetge 60

tctgggttce aggticcact ggtgactaca aggacgagcea tcaccatcat caccatggty 120
gaagccagga ctccacctca gacctgatee cagecccace tetgagcaag gtecetetge 180
agcagaactt ccaggacaac caattccagg ggaagtggta tgtggtagge ctggcaggga 240
atgcaattct cagagaagac aaagacccgc aaaagatgta tgccaccatc tatgagetga 300
aagaagacaa gagctacaat gtcaccteeg tectgtitag gaaaaagaag tgtgactact 360
ggatcaggac tttigttcea ggttgecage ceggegagtt cacgetggge aacattaaga 420
gttaccctgg attaacgagt tacctegtce gagtggtgag caccaactac aaccagcatg 480
ctatggtgtt cticaagaaa gttictcaaa acagggagta cttcaagatc acccictacg 540
ggagaaccaa ggagctgact tcggaactaa aggagaactt catecgctic tccaaatetc 600
tgggectece tgaaaaccac ategtcettee ctgtcccaat cgaccagigt atcgacggeg 660
gaggtagcga aaaccigtat tticagggag gegtgagceat taccaaatge agcagegata 720
tgaatggcta tigectgeat ggecagtgea titatctggt ggatatgage cagaattatt 780
geegttgega agtgggetat accggegtge gttgegaaca ttittitcty taatgctaag 840
gatceegga 849

<210> 15

<211> 807

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<220>
<221> CDS
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<222> (1)..(807)

<400> 15

atg gag aca gac aca cfc ctg cta tgg gta ctg ctg cic tgg git cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tcc acc tca gac ctg atc cca gee cca cot ctg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45 ‘

aag gtc cct ctg cag cag aac tic cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu GIn Gln Asn Phe Gin Asp Asn Gin Phe Gin Gly Lys
50 55 60

tag tat gtg gta gge clg gea ggg aat gea att cic aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat goc acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

age tac aat glc acc tce gic cig ttt agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act ttt gt cca ggt tge cag CCC ggc gag tte acq clg 384
Trp lle Arg Thr Phe Val-Pro Gly Cys Gin Pro Gly Giu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac cte gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg age acc aac tac aac cag cat gct atg gtg tic ttc aag aaa gtt 480
Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac ttc aag atc acc cic tac ggg aga acc aag 528
Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175
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gag ctg act tcg gaa cta aag gag aac tic atc cgce tte tee aaa tet 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 - 190

clg gyc cte cet gaa aac cac ate gic tte cct gte cea atc gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

tgt atc gac gge gyga ggt age gaa aac clg tat ttt cag gga gge gtg 672
Cys lie Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Val
210 215 220

agc alt acc aaa tgc agce age gat alg aat ggc tat tge ctg cat gge 720
Ser lle Thr Lys Cys Ser Ser Asp Met Asn Gly Tyr Cys Leu His Gly
225 230 235 240

cag tgc att tat clg gig gat atg age cag aat tat tge cgt tge géa 768
Gin Cys lle Tyr Leu Val Asp Met Ser GIn Asn Tyr Cys Arg Cys Glu

245 250 255
gtg yge tat acc gyge gig cgt tgc gaa cat ttt ttt ctg 807
Val Gly Tyr Thr Gly Val Arg Cys Glu His Phe Phe Leu
260 265
<210> 16
<211> 801
<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 16
gactgagtcyg cecgelegag accatggaga cagacacact celgctalgg gtactgetge 60

tctgggtice aggttccact ggtgactaca aggacgagcea tcaccatcat caccalggty 120
gaagccagga ctccacctea gabctgatcc cagecceace tetgageaag gicectetge 180
agcagaact! ccaggacaac caattccagg ggaagtggta tgtggtaggce ctggeaggga 240

atgcaatict cagagaagac aaagaccege aaaagatgta tgccaccatc tatgagetga 300
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aagaagacaa gagctacaat glcaccteeg tectgtttag gaaaaagaag tgtgactact 360
ggatcaggac fittgttcca ggttgecage ccggegagit cacgetggge aacattaaga 420
gttaccctgg attaacgagt tacctegtee gagtggtgag caccaactac aaccageaty 480
clatggtgtt cticaagaaa gttictcaaa acagggagta cticaagatc accctctacg 540
ggagaaccaa ggagctgact tcggaactaa aggagaactt catcegctic fecaaatcte 600
tgggecteec tgaaaaccac ategtcttee clgicecaat cgaccagigt atcgacggeg 660
gaggtagega aaacctgtat tttcagggag geggeatice gtgeggegaa agetgegigt 720
ggattcogtg cattagcgeg gegetggget geagetgeaa aaataaagty tgctategta 780

attaatgcta aggatecegg a - 801

<210> 17

<211> 759

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<220>
221> CDS
<222> (1)..(759)

<400> 17

atg gag aca gac aca clc cig cta tgg gla ctg cig cte tgg gt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tec act ggt gac tac aag gac gag cat cac cat cal cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga age cag gac tec acc tca gac cig atc cea gec cca cet ¢ig age 144
Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
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35 40 45

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu Gin GIn Asn Phe Gin Asp Asn Gin Phe Gin Gly Lys
50 55 60

tgg tat glg gta ggc ctg gca ggg aat gea att cic aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag alg tat gcc acc atc tat gag clg aaa gaa gac aag 288
Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

~ agc tac aat gtc acc tec gle ctg ttt agg aaa aag aag gt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act {tt gtt cca ggt tge cag cec gge gag tte acg ctg 384
Trp ile Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gig 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg agc acc aac tac aac cag cat get atg gig tic ttc aag aaa gtt 480
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 528
Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac ttc atc cge tle tce aaa tct 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

clg gge ctc cot gaa aac cac alte gic tie cct gtc cea ate gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

tgt atc gac ggc gga ggt age gaa aac ctg tat ttt cag gga gge gge 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Gly
210 215 220
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att ccg tge gge gaa age tgce gty tgg att ceg tge att age geg geg 720
lle Pro Cys Gly Glu Ser Cys Val Trp lle Pro Cys lle Ser Ala Ala

225 230 235 240
ctg ggc tge age tge aaa aat aaa gtg tgc tat cgt aat 759
Leu Gly Cys Ser Cys Lys Asn Lys Val Cys Tyr Arg Asn
245 250
<210> 18
<211> 873
<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 18
gactgagtcg cccgcetcgag accatggaga cagacacact cctgctatgg gtactgetge 60

tctgggttee aggttccact ggtgactaca aggacgagea tcaccateat caccatggty 120
gaagccagga ctecacctca gacctgatee cagececace tetgageaag gteectotge 180
agcagaactt ccaggacaac caaticcagg ggaagtggta totgatagge ctggcaggga 240
atgcaattct Cagagaagac aaagacccgc aaaagatgta tgccaccatc tatgagcetga 30Q
aagaagacaa gagctacaat gtcacctecg tectgtttag gaaaaagaag tgtgactact 360
ggatcaggac ttttgttcca ggttgccage ceggegagtt cacgetggge aacattaaga 420
gitaccetgg attaacgagt tacetegtce gagtggtgag caccaactac aaccageatg 480
ctatggtgtt cttcaagaaa gtttctcaaa acagggagta cticaagatc accctotacg 540
ggagaaccaa ggagctgact tecggaactaa aggagaactt catcegctic tccaaatctc 600
tgggecteee tgaaaaccac ategtotice ctgtcecaat cgaccagtgt atcgacggeg 660
gaggtagcga aaacctgtat tttcagggag gccaggataa atgcaaaaaa gtgtatgaaa 720
attatccggt gagcaaatge cagetggega atcagtgeaa tatgattge aaactggata 780
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aacatgcgeg taycggegaa tgctitlaty atgaaaaacg taatctgeag tgcatttgcg 840

attattgcga atattaatgc taaggatcce gga 873

<210> 19

<211> 631

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence; Synthetic
polynucleotide"

<220>
<221> CDS
<222> (1)..(831)

<400> 19

atg gag aca gac aca cfc clg cta tgg gta ctg clg ctc tgg gtt cca 48
Met Glu Thr Asp ThrLeu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tcc acc tca gac clg alc cea gee cca cot clg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag glc cct clg cag cag aac tic cag gac aac caa tic cag ggg aag 192
Lys Val Pro Leu Gin GIn Asn Phe Gin Asp Asn GIn Phe Gin Gly Lys
50 55 60

tgg (7! -gtg gta gge ctg gca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gec acc afc tat gag ctg aaa gaa gac aag 288
Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

age lac aat gtc acc tce gie cig tit agg aaa aag aag tgt gac tac 336
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Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act ttt gtt cca ggt tge cag cce gge gag tte acg cig 384
Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lie Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg agc acc aac tac aac cag cat gct atg gtg ttc ttc aag aaa gtt 480
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac ttc aag atc acc cic tac ggg aga acc aag 528
Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac tic atc cgc tic tcc aaa tot 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg ggc ctc cet gaa aac cac atc gtc tte cct gte cea ate gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

tgt atc gac gge gga ggt age gaa aac ctg tat ttt cag gga ggc cag 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Gin
210 215 220

gat aaa tgc aaa aaa gtg tat gaa aat tat ccg gtg agc aaa tgc cag 720
Asp Lys Cys Lys Lys Val Tyr Glu Asn Tyr Pro Val Ser Lys Cys Gin
225 230 235 240

ctg geg aat cag tgc aat tat gat tgc aaa ctg gat aaa cat gcg cgt 768
Leu Ala Asn Gin Cys Asn Tyr Asp Cys Lys Leu Asp Lys His Ala Arg
245 250 255

agce ggce gaa tgc tit tat gat gaa aaa cgt aat ctg cag tge att tge 816
Ser Gly Glu Cys Phe Tyr Asp Glu Lys Arg Asn Leu GIn Cys lle Cys
260 265 270

gat tat tgc gaa tat 831
Asp Tyr Cys Glu Tyr
275
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<210> 20

<LU>777

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthelic
polynucleotide”

<220>
<221> CDS
«222> (1)..(777)

<400> 20

atg gag aca gac aca clc clg cta tgg gta clg ctg ctc tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tce act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tee acc tea gac ctg ate cca gee cca cct cig age 144
Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag glc cct ctg cag cag aac tic cag gac aac caa tic cag ggg aag 192
Lys Val Pro Leu GIn GIn Asn Phe Gln Asp Asn Gin Phe Gin Gly Lys
50 55 60

tgg tat gtg yta ggc cig geca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gee ace ate tat gag ctg aaa gaa gac aag 288
Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95
agc tac aat gtc acc tcc gie cig ttt agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110
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tgg atc agg act ttt gtt cca ggt tgc cag cce gge gag ttc acg ctg 384
Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg agc acc aac tac aac cag cat gct atg gtg ttc ttc aag aaa gtt 480
Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 528
Ser GIn Asn Arg Glu Tyr Phe Lys lie Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa tet 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 180

ctg ggc cfe cct gaa aac cac atc gte ttc cot gtc cca atc gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

tgt atc gac gge gga ggt age gaa aac cig tat ttt cag gga ggc atg 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Met
210 215 220

tgc atg ccg tgc titt ace acc gat cat cag atg gecg cgt aaa tgc gat 720
Cys Met Pro Cys Phe Thr Thr Asp His Gln Met Ala Arg Lys Cys Asp

wyvl

225 230 235 240

gat tgc tgc gge gge aaa ggc cgt gge aaa tge tat gge ceg cag tge 768
Asp Cys Cys Gly Gly Lys Gly Arg Gly Lys Cys Tyr Gly Pro Gln Cys
245 250 255

ctg tgc cgt 777
Leu Cys Arg

<210> 21

<211>734

<212> DNA

<213> Artificial Sequence
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<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 21
gactgagicyg cccgelegag accatggaga cagacacact cetgetatgg gtactgeige 60

tctgggttce aggttceact ggtgactaca aggacgagca tcaccalcat caccalggty 120
gaagccagga clecacctca gacctgatee cageeccace tetgageaag gieectetge 180
agcagaactt ccaggacaac caattccagg ggaagtggta tgtggtagge ctggcaggga 240
atgcaattct cagagaagac aaagacccgc aaaagatgta tgccaccatc tatgagetga 300
aagaagacaa gagctacaat gicacclceg teclgittag gaaaaagaag tgtgactact 360
ggatcaggac fttgttcca ggttgccage ceggegagtt cacgetggge aacattaaga 420
gttaccetgg attaacgagt tacctegtee gagtggtgag caccaactac aaccageaty 480
ctatggtgtt cticaagaaa gttictcaaa acagggagta cticaagatc accctctacg 540
ggagaaccaa ggagctgact tcggaactaa aggagaactt catcegcttc tecaaatctic 600
tgggcctece tgaaaaccac ategtctice clgteccaat cgaccaglgt atcgacggeg 660
gaggtagcga aaacctgtat titcagggat cctaatgtty gecatgalgt taggeggeeg 720
ctaaggalcc cgga 734

<210> 22

<211> 734

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 22
gactgagtey cecgelegag accatggaga cagacacact cetgetatgg giactgetge . 60
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tctggatice aggticeact ggtgactaca aggacgagcea teaccatcat caccatggty 120

gaagccagga ctccacctca gacctgatce cagecccace tetgageaag gtecctetge 180
agcagaactt ccaggacaac caattccagg ggaagtggta tgtgatagge clggcaggga 240
atgcaatict cagagaagac aaagacccgce aaaagatgta tgccaccatc tatgagetga 300
aagaagacaa gagctacaat gtcacctceg tectgtitag gaaaaagaag fgtgactact 360
ggatcaggac ttttgttcca ggltgecage ceggegagtt cacgetggge aacattaaga 420
gttaccctgg attaacgagt tacctegtee gagtggtgag caccaactac aaccagcaty 480
ctatggtgtt cticaagaaa gtticicaaa acagggagta cttcaagatc accctctacg 540
ggagaaccaa ggagctgact tcggaactaa aggagaactt catcegettc tccaaatctc 600
tgggecteee tgaaaaccac ategtettce ctgtcecaat cgaccagtgt atcgacggeg 660
gaggtagcecg cgegegcetat aaacgeggat cotaatgttg gecatgatgt taggeggeeg 720
ctaaggatce cgga 734

<210> 23

<211> 848

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 23
gactgagtcg ccegetcgag accatggaga cagacacact cetgelatgg gtactgetge 60

tctgggttce aggticcact ggtgactaca aggacgagea tcaccatcat caccatggty 120
gaagccagga ctecacctca gacctgatee cageeccace fetgageaag gteectetge 180
agcagaactt ccaggacaac caattccagg ggaagtggta tgtggtagge ctggcaggga 240
atgcaatict cagagaagac aaagaccege aaaagatgta tgccaccate tatgagetga 300
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aagaagacaa gagctacaat gtcacctceg tectgtttag gaaaaagaag tgtgactact 360

ggatcaggac titgticca ggttgecage cecggegagtit cacgetggge aacattaaga 420
gttaccctgg attaacgagt tacctegtce gagtggtgag caccaactac aaccageatg 480
ctatggtgtt cticaagaaa gtitcicaaa acagggagta cticaagatc accctctacg 540
ggagaaccaa ggagetgact tcggaactaa aggagaactt catcegcttc tccaaatctc 600
tgggccetece tgaaaaccac ategtettee cigtcccaat cgaccagigt atcgacggeg 660
gaggtagcga aaacctgtat tttcagagcy attgcaaata taaatttgaa aactggggeg 720
cgtgcgatgg cggeaccgge accaaagtge gecagggeac cetgaaaaaa gegegetata 780
acgcgceagty ccaggaaacce attcgegtga ccaaaccglg ctaatgetgg atcceggace 840

gectetee 848

<210> 24

<211>798

<212> DNA.

<213> Attificial Sequence

<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic

nnlvnnislantida®
GicUulu

}JUlyIIU

20>
<221> CDS
<222> (1).(798)

<400>24

alg gag aca gac aca cic ctg cta tgg gta ctg ctg ctc tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt téc'ac}vt ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser-Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag-gac tcc acc fca gac ctg atc cca gee cea cct ctg age 144
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Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu Gin GIn Asn Phe Gin Asp Asn Gin Phe Gin Gly Lys
50 55 60

tgg tat gtg gta ggc ctg gca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gcc ace atc tat gag ctg aaa gaa gac aag 288
Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

age tac aat gtc acc tee gt ctg tit agg aaa aag aag gt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act ttt gtt cca ggt tge cag cce gge gag tie acg ctg 384
Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135, 140

gtg agce acc aac tac aac cag cat get atg gtg tc tic aag aaa gttt 480

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 180 155 160

[RVAYS

tct caa aac agg gag tac tic aag atc acc ctc tac ggg aga acc aag 528
Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac ttc afc cgc ttc tcc aaa tet 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg gge cte cot gaa aac cac atc gte tte cct gie cea atc gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

tat atc gac gge gga ggt age gaa aac cig tat ttt cag age gat tge 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Ser Asp Cys
210 215 220
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aaa tat aaa tit gaa aac tgg ggc geg tge gat gge gge ace gge ace 720
Lys Tyr Lys Phe Glu Asn Trp Gly Ala Cys Asp Gly Gly Thr Gly Thr
225 230 235 240

aaa gtg cgc cag gge acc ctg aaa aaa geg cgce tat aac geg cag tge 768
Lys Val Arg Gin Gly Thr Leu Lys Lys Ala Arg Tyr Asn Ala Gin Cys

245 250 255
cag gaa acc att cgc gtg acc aaa ccg tge 798
Gln Glu Thr lle Arg Val Thr Lys Pro Cys
260 265
<210> 25
<211>796
<212> DNA

<213> Avrtificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 25
gactgagtcg cecgetegag accatggaga cagacacact cetgetatgg gtactgetge 60

tctgggttce aggttccact ggtgactaca aggacgagcea tcaccatcat caccatggty 120
gaagccagga ctccacctca gacctgatce cagecccace tetgageaag g
agcagaactt ccaggacaac caattccagg ggaagiggta tgtggtagge ctggcaggga 240
atgcaattct cagagaagac aaagacccgc aaaagatgla tgecaccatc tatgagetga 300
aagaagacaa gagctacaat gtcacciceg tectgtttag gaaaaagaag tgtgactact 360
ggatcaggac ttttgticca ggtigecage ceggegagtt cacgetggge aacattaaga 420
gttaccctgg attaacgagt tacctegtce gagtggtgag caccaactac aaccageatg 480
ctatggtglt cttcaagaaa gttictcaaa acagggagta cticaagatc accctctacg 540

ggagaaccaa ggagetgact tcggaactaa aggagaactt cateegctic tccaaatcte 600

tgggccfccc tgaaaaccac afcgtctice cigicecaat cgaccagtgt atcgacggeg 660
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gaggtagcga aaacctgtat tttcagggag gcagcegecat cagetgegge gagacetget 720
tcaagttcaa gtgctacacc cccagatgea gotgeagcta ceccgtgtge aagtaageta 780

aggatccegg acegec 796

<210> 26

<211> 750

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide"

<220>
<221> CDS
<222> (1)..(750)

<400> 26

atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly

\
M

20 25 30

gga agc cag gac tcc acc tca gac ctg atc cca gee cca cet ¢tg age 144~
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Asn GIn Phe GIn Gly Lys
50 55 60

tgg tat gtg gta ggc ctg gca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aég atg tat gcc acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
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85 90 95

agc tac aat gtc acc tce gle ctg tit agy aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act tit gtt cca ggt tge cag cce gge gag tic acg iy 384
Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac cte gte cga glg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg agc acc aac tac aac cag cat get atg gtg tic tic aag aaa gtt 480
Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac tic aag afc acc cic tac ggg aga accaag 528
Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag clg act tcg gaa cta aag gag aac ftc atc cgce tic tcc aaa tet 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg ggc cle cet gaa aac cac ate gic tic cct gic cca ate gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 - 200 205

tgt atc gac gge gga gyt age gaa aac clg tat tit cag gga gge age 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Ser
210 215 220

gce atc age tge gge gag ace tge tte aag ttc aag tge tac acc cee 720
Ala lle Ser Cys Gly Glu Thr Cys Phe Lys Phe Lys Cys Tyr Thr Pro

225 230 235 240
aga tgc age fge age tac coc gtg tge aag 750
Arg Cys Ser Cys Ser Tyr Pro Val Cys Lys
245 250
<210> 27
<211> 745
<212> DNA
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<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 27
gactgagtcg cccgetegag accatggaga cagacacact cotgetatgg gtactgetge 60

tctggatice aggttccact ggtgactaca aggacgagcea tcaccatcat caccatggtg 120
gaagccagga ctccacctca gacctgatee cagecccace tetgageaag gtecctetge 180
agcagaactt ccaggacaac caattccagg ggaagtggta tgtggtagge ctggcaggga 240
atgcaattct cagagaagac aaagacccgc aaaagatgta tgccaccatc tatgagetga 300
aagaagacaa gagctacaat gtcacctceg tectgtttag gaaaaagaag tgtgactact 360
ggatcaggac tittgttcca ggttgecage ccggegagtt cacgetggge aacattaaga 420
gttaccetgg attaacgagt tacctegtce gagtggtgag caccaactac aaccageatg 480
ctatggtgtt cttcaagaaa gtttctcaaa acagggagta cticaagate accctctacg 540
ggagaaccaa ggagctgact tcggaactaa aggagaactt catcegetic tccaaalctc 600
tgggccteee tgaaaaccac atcgtctice ctgtcccaat cgaccagigt atcgacggeg 660
gaggtagcga aaacctgtat tttcagggag gegtgtgetg cggctacaag cigtgecace 720
cotgetaagce taaggatece ggace 745

<210> 28

<211>702

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide"
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<220>
<221> CDS
222> (1).(102)

<400> 28

alg gag aca gac aca clc olg cta tgg gta ctg clg cle tgg glt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tee act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga age cag gac tec acc tca gac clg afc cea gee cea cet cig age 144
Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

aag gle cct clg cag cag aac ttc cag gac aac caa tte cag ggg aag 192
Lys Val Pro Leu Gin Gin Asn Phe Gln Asp Asn Gln Phe Gin Gly Lys
50 55 60

tgg tat glg gta gge ctg gea ggg aat gea att cic aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ceg caa aag alg tat gee acce afc tat gag ctg aaa gaa gac aag 288
Asp Pro Gin Lys Mel Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys

85 90 95
age tac aat glc acc fce gle clg tt agg aaa aag aag fgtgactac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tgg atc agg act tit gtt cca ggt ige cag cce gye gag tic acg cig 384
Trp lle Arg Thr Phe Val Pro Giy Cys Gln Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac cie gle cga glg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

glg age acc aac tac aac cag cat got atg glg tte tic aag aaa gttt 480
Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

fct caa aac agg gag tac ttc aag"aio ace cte tac ggg aga acc aag 528
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Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tec aaa tot 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg ggc ctc cct gaa aac cac ate gte tte cet gte cea atc gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

tgt atc gac gge gga ggt age gaa aac clg tat ttt cag gga ggc gty 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Val

210 215 220
tgc tge ggc tac aag ctg tge cac cec tge 702
Cys Cys Gly Tyr Lys Leu Cys His Pro Cys
225 230
<210> 29
<211> 751
<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 29
gactgagtcg cccgcetegag accatggaga cagacacact cetgetatgg gtactgetge 60

tctgggttce aggttecact ggtgactaca aggacgagca tcaccatcat caccatggty 120
gaagccagga ctccacctea gacctgatee cagecccace tetgageaag gtecetetge 180
agcagaactt ocaggat;aac caattccagg ggaagtggta tgtggtagge ctggcaggga 240
atgcaattct cagagaagac aaagaccegc aaaagatgta tgccaccate tatgagetga 300
aagaagacaa gagctacaat gtcacctceg teotgtitag gaaaaagaag tgtgactact 360
ggatcaggac tittgticca ggttgccage ccggegagtt cacgetggge aacattaaga 420

gttacoctgg attéacgagt tacctegtee gagtggtgag caccaactac aaccageaty 480
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ctatggigtt cttcaagaaa gtttctcaaa acagggagta cticaagatc accctctacg 540
ggagaaccaa ggagctgact tcggaactaa aggagaactt catcegctic tccaaatctc 600
tgggccteee tgaaaaccac atcgtetice ctgtcecaat cgaccagtgt atcgacggeg 660
gaggtagcga aaaccigtat tticagggag gcaacggegt gtgetgeggce tacaagetgt 720

gcecaccccty ctaagetaag gatceeggac ¢ 751

<210> 30

<211> 708

<212> DNA

<213> Artificial Sequence

<220>

<221> source v

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<220~
<221> CDS
<222> (1)..(708)

<400> 30 :

alg gag aca gac aca cic ctg cta tgg gta ctg ctg ctc tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tce act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tce acc tca gac clg atc cca gee cea cet ctg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser
35 40 45

aag glc cct clg cag cag aac ttc cag gac aac caa tic cag ggg aag 192
Lys Val Pro Leu Gln Gin Asn Phe Gin Asp Asn Gln Phe Gin Gly Lys
50 55 60

tgg tat gtg gta ggc ctg gea ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
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65 70 75 80

gac ccg caa aag atg tat gee acc ate tat gag ctg aaa gaa gac aag 288
Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

age tac aat gic acc tee gle ofg ttt agg aaa aag aag gt gactac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

tag atc agg act tit gtt cca ggt tge cag cce gge gag tte acg clg 384
Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac cle gtc cga gig 432
Gly Asn e Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

glg age acc aac tac aac cag cat got atg glg tte ftc aag aaa git 480
Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

tct caa aac agg gag tac tic aag atc ace cic tac ggg aga acc aag 528
Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag ctg act tcg gaa cta aag gag aac fic ate cgc tie tec aaa fot 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

ctg ggce cte cct gaa aac cac ate gic tie cet gle cea alc gac cag 624
Leu Gly Leu Pro Glu Asn His lie Val Phe Pro Val Pro lle Asp Gin
195 200 205

tgt atc gac gge gga gt age gaa aac clg tat tit cag gga ggc aac 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Asn
210 215 220

ggc gig tge tge ggce tac aag clg tge cac cee tge 708
Gly Val Cys Cys Gly Tyr Lys Leu Cys His Pro Cys

225 230 235

<210> 31

<211> 831

<212> DNA
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<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Ariificial Sequence: Synthetic
polynucleotide”

<400> 31
gactgaglcg cecgetegag accatggaga cagacacact cetgetatgg gtactgeige 60

tetgggtice aggticeact gglgactaca aggacgagea tcaccatcat caccaiggty 120
gaagccagga clecacctca gacctgatee cageeccace ictgageaag gteeetetge 180
agcagaactt ccaggacaac caatlccagg ggaagtgglta tgiggtagge clggcaggga 240
atgcaatict cagagaagac aaagacccgc aaaagalgta tgccaccatc tatgagetga 300
aagaagacaa gagctacaat gicacciceg tecigtttag gaaaaagaag tgtgactact 360
ggatcaggac tttigticca ggttgecage ccggegagtt cacgetggge aacattaaga 420
gttaccelgg attaacgagt tacctegtee gagltogtgag caccaactac aaccageaty 480
ctatgglgtt cticaagaaa gliiclcaaa acagggagta clicaagate acceiclacg 540
ggagaaccaa ggagcetgact tcggaactaa aggagaactt catcegelte tecaaalctc 600
tgggectece fgaaaaccac ateglettee clgicccaat cgaccagtgt atcgacggeg 660
gaggtagcga aaaccigtat tifcagggag gecageagea tgeggateeg atitgcaaca 720
aaccglgcaa aacccatgat gatigeagey gegeglggtt tigecaggeg tgetggaaca 780
gegegegeac clgeggeecg tatglygyct aatgetaagg atcceggace ¢ 831
<210> 32

<211> 789

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic

polynucleotide”
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<220>
<221> CDS
<222> (1)..(786)

<400> 32

atg gag aca gac aca ctc ctg cta tgg gta ctg ctg cte tgg gtt cca 48
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 96
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

gga agc cag gac tcc acc tca gac ctg atc cca gee cca cet ctg age 144
Gly Ser GIn Asp Ser Thr Ser Asp Leu ile Pro Ala Pro Pro Leu Ser
35 40 45

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 192
Lys Val Pro Leu Gin Gln Asn Phe GIn Asp Asn GIn Phe GIn Gly Lys
50 55 60

tgg tat gtg gta ggc ctg gca ggg aat gea att ctc aga gaa gac aaa 240
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

gac ccg caa aag atg tat gec acc atc tat gag ctg aaa gaa gac aag 288
Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

agc tac aat gtc acc tcc gtc ctg tit agg aaa aag aag tgt gac tac 336
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys-Lys Cys Asp Tyr
100 105 110

tgg atc agg act tit gtt cca ggt tgc cag cee gge gag tte acg ctg 384
Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 432
Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

gtg agc acc aac tac aac cag cat get atg glg ttc tic aag aaa gt 480
Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160
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{ct caa aac agg gag tac ttc aag alc acc clc tac ggg aga acc aag 528
Ser GIn Asn Arg Giu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

gag clg act tcg gaa cta aag gag aac tic atc cge tte tce aaa et 576
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

clg ggc cte cct gaa aac cac atc glc tte cct gie ceca ate gac cag 624
Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

tgt atc gac ggc gga gyt age gaa aac cig tat ttt cag gga gge cag 672
Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gin
210 215 220

cag cat geg gat ceg att tge aac aaa ccg tgc aaa acc cat gat gat 720
Gln His Ala Asp Pro lle Cys Asn Lys Pro Cys Lys Thr His Asp Asp
225 230 235 240

tgc age gyge geg tgg tit tge cag geg tge tgg aac age geg cge acc 768
Cys Ser Gly Ala Trp Phe Cys GIn Ala Cys Trp Asn Ser Ala Arg Thr
245 250 255

tgc gge ceg tat gtg gge taa 789
Cys Gly Pro Tyr Val Gly
260

<210> 33

<211> 269

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 33
Gly Ser Asp lle Lys Leu Gln Gin Ser Gly Ala Glu Leu Ala Arg Pro
1 5 10 15

Gly Ala Ser Val Lys Met Ser Cys Lys Thr Ser Gly Tyr Thr Phe Thr
20 25 30
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Arg Tyr Thr Met His Trp Val Lys Gln Afg Pro Gly GIn Gly Leu Glu
35 40 45 |

Trp lle Gly Tyr lle Asn Pro Ser Arg Gly Tyr Thr Asn Tyr Asn Gin
50 55 60

Lys Phe Lys Asp Lys Ala Thr Leu Thr Thr Asp Lys Ser Ser Ser Thr
65 70 75 ~80

Ala Tyr Met GIn Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr
85 90 95

Tyr Cys Ala Arg Tyr Tyr Asp Asp His Tyr Cys Leu Asp Tyr Trp Gly
100 105 110

Gln Gly Thr Thr Leu Thr Val Ser Ser Val Glu Gly Gly Ser Gly Gly
15 120 125

Ser Gly Gly Ser Gly Gly Ser Gly Gly Val Asp Asp lle Gin Leu Thr
130 135 140

Gln Ser Pro Ala lle Met Ser Ala Ser Pro Gly Glu Lys Val Thr Met
145 150 155 160

Thr Cys Arg Ala Ser Ser Ser Val Ser Tyr Met Asn Trp Tyr Gln Gln
165 - 170 175

Lys Ser Gly Thr Ser Pro Lys Arg Trp lle Tyr Asp Thr Ser Lys Val
180 185 190

Ala Ser Gly Val Pro Tyr Arg Phe Ser Gly Ser Gly Ser Gly Thr Ser
195 200 205
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Tyr Ser Leu Thr lle Ser Ser Met Glu Ala Glu Asp Ala Ala Thr Tyr
210 215 220

Tyr Cys GiIn GIn Trp Ser Ser Asn Pro Leu Thr Phe Gly Ala Gly Thr
225 230 235 240

Lys Leu Glu Leu Lys Gly Gly Gly Gly Ser Asn Ser Ser Asn Tyr Cys
245 250 255

Cys Glu Leu Cys Cys Asn Pro Ala Cys Thr Gly Cys Tyr
260 265

<210> 34

<211> 848

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 34 :
acclgtattt tcagggatce gatattaaac tgcagcagag cggegeggaa ctggegegee 60

cgggegegag cgtgaaaaty agetgcaaaa ccageggceta taccittace cgetatacca 120
tgcattgggt gaaacagcege ccgggecagg geetggaatg gattggetat attaaccega 180
geegeggeta taccaactat aaccagaaat ttaaagataa agcgaccetg accaccgata 240
aaagcagcag caccgegtat atgcagelga geagectgac cagegaagat agegeggligt 300
attaftgcge gegcetattat gatgateatt attgectgga ttattgggge cagggeacca 360
cectgacegt gageagegty gaaggeggea geggeggeag cggeggeage ggeggeagegy 420
geggegtgga tgatattcag ctgacccaga geceggegat tatgagegeg ageccgggeg 480
aaaaaglgac catgacclge cgegegagea geagegtgag ctataigaac tggtatcagc‘ 540
agaaaagcgg céccagcccg aaacgclgga tttalgatac cagcaaagty gegageggeg 600
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tgccgtateg ctttagegge ageggeageg geaccagceta tagectgace attagcageca 660

tggaagegga agatgeggeg acctattatt geccageagtg gagcagcaac cegetgacct 720
ttggcgeggy caccaaactg gaactgaaag geggeggegg cagcaacage ageaactatt 780
gctgegaact gtgetgeaac ceggegtgea ceggetgeta ttaatgegge cgetcatcac 840
cattaatc 848

<210> 35

<211> 684

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence; Synthetic

polynucleotide”

<400> 35
ctcgagacca tggagacaga cacactectg ctatgggtac tgotgetetg ggticcaggt 60

tccactggtg actacaagga cgageatcac catcatcace atggtggaag ccaggactce 120
acctcagacc tgatcccage cccacctelg agcaaggtce ctetgcagea gaacttccag . 180
gacaaccaat fccaggggaa gtggtatgtg gtaggectgg cagggaatge aatictcaga 240
gaagacaaag acccgcaaaa gatgtatgece accatctatg agetgaaaga agacaagage 300
tacaatgtca cctcegtect gittaggaaa aagaagtgtg actactggat caggactttt 360
gttccaggtt gecagecegg cgagttcacg ctgggeaaca ttaagagtta cectggatta 420
acgagttacc tcgtccgagt ggtgageace aactacaacc agcatgetat ggtgticitc 480
aagaaagttt ctcaaaacag ggagtactic aagatcaccc tctacgggag aaccaaggag 540
ctgacttcgg aactaaagga gaacttcate cgctictcca aatetetggg cctecctgaa 600
aaccacatcg tcttceetgt cccaategac cagtgtatcg acggeggagg tagecgaaaac 660
ctgtattttc agggaggegg ccge 684
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<210> 36
<211> 1402
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 36
ctcgagacca tggagacaga cacactectg ctatgggtac tgetgetetg ggttccaggt 60

tccactggty actacaagga cgagceatcac catcatcacc atggtggaag ccaggactce 120
acctcagacc tgatcccage cecacclcly agcaaggtee ctetgeagea gaacttccag 180
gacaaccaat tccaggggaa gtggtatgty gtaggectgg cagggaatge aatictcaga 240
gaagacaaag acccgcaaaa gatgtatgee accatctaty agetgaaaga agacaagage 300
tacaalgtca cclceglect gtttaggaaa aagaaglgty actactggat caggacttit 360
gttecaggtt cecageceyg cgéfgt"(cacg ctgggcaaca ttaagagtita ceclggatta 420
acgagttacc tegtecgagt ggtgageace aactacaace ageatgctat ggtgtictic 480
aagaaagtit ctcaaaacag ggagtacttc aagatcacce tctacgggag aaccaaggag 540
ctgacticgg aactaaagga gaacttcatc cgcticicca aatctetggg ceteecigaa 600
aaccaca-tcg tettcectgt cecaategac cagigtateg acggeggagg tagcgaaaac 660
ctgtattitc agggatccat gtacggtctt aagggacceg acatttacaa aggagtttac 720
caalltaagt cagtggagtt tgatatgtca calctgaacc tgaccatgee caacgeatgt 780
tcagccaaca actcccacca tlacatcagt atggggactt ctggactaga attgacctic 840
accaatgatt ccatcatcag lcacaacttt tgcaatciga cctetgectt caacaaaaag 900
acctilgacc acacactcat gag}tatagtt tcgagectac acctcagtat cagagggaac 960
tccaactata.aggcagtatc ctgcgacttc aacaatggea taaccatcca atacaactly 1020
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acattctcag atcgacaaag tgctcagage cagtgtagaa ccticagagg tagagtecta 1080

gatatgttta gaactgcctt cggggggaaa tacatgagga gtggctgggg ctggacagge 1140
tcagatggca agaccaccty gtgtagccag acgagttace aatacctgat tatacaaaat 1200
agaaccltggg aaaaccactg cacatatgca ggtectittg ggatgtccag gatictectt 1260
tcccaagaga agactaagtt cticactagg agactggtge ccaggggeag cggectgaac 1320
gacatcticg aggcccagaa gatcgagtgg cacgagtaat geggecgcte atcaccatta 1380
atcatcacca ttaatcggac cg 1402

<210> 37

<211> 1299

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 37
ctcgagacca tggatticca ggtgcagatt titagettic tgctgatttc cgettecgtg 60

attatgagcc gaggegacat tgtgatgace caggcagetc ctagegtgec agtcaccecca 120
ggagagtcag tgagcatctc ctgcagaagt actaagicac tgctgcacag caacggcaat 180
acctacctgt attggttcct gcagagacct gggcagtcee cacagaggct gatctactat 240
atgagtaacc tggcatcagg agtgectgac aggttcageg gacgaggeag cggeactgat 300
tttaccetge ggatttctag agtggaggea gaagacgeceg gegictacta ttgeatgeag 360
agictggagt acccttatac tttcggcggg ggaaccaaac tggaaatcaa gagggeecgat 420
geegciccaa cegtgteeat tittcecect agotecgage agetgacate tggegagget 480
agtgtggtct glttcctgaa caatttttac ccaaaggaca tcaacgtgaa atggaagatt 540
gatggaagtg aaaggcagaa cggegtectg aattcatgga cagaccagga tagcaaagac 600
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tccacttatt ctatgtctag taccctgaca ctgactaagg atgagtacga acgccacaat 660

tcttatacat gcgaggceaac tcataaaacc tctacaagtc ccategtgaa gagetttaac 720
cgaaatgaat gcggeegegy aggetecgga ggeteeccagg actcaacaag cgatctgatt 780
ccagceeccac cectgageaa agigeecctg cageagaact fccaggacaa teagtticag 840
ggcaagtggt acgtggtcgg getggetgga aacgeaatee tgcgggagga caaagatcee 900
cagaagatgt acgccactal ctacgagcetg aaagaagaca agicatacaa tgtgaccage 960
gtectgiice gcaagaaaaa glgtgattat tggatcagaa cattegtgee cggeteccag 1020
cetggggagt ttactctggg gaatattaag tectaceetg gactgaccte ttatetggtg 1080
cgagtggtct ctacaaacta caatcagcat getatggigt {ctttaaaaa gglcageccag 1140
aaccgggagt actitaaaat caccclgtat ggcagaacca aagaactgac aagegagetg 1200
aaggaaaatt {cattcgclt ttccaagtct ctggggetge cagagaatca tatigtgttc 1260
ccagtcecea tigaccagty tattgacggy tgaggatee 1299

<210> 38

<211> 606

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 38
ctegagatgce cectgggect getgtggetg ggectggecc tgotgggege cotgeacgee 60

caggcccagg actccaccle agacctgigt ccagececac ctetgageaa ggtecetety 120
cagcagaact tccaggacaa ccaattccag gggaagtygt atgtggtagg cetggeaggy 180
tgtgcaatic fcagagaaga caaagacccy caaaagatgt atgccaccat clatgagetg 240
aaagaagaca agagclacaa tgtcacctee gtecigtita ggaaaaagaa gigigactac 300
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tggatcagga cttttgttcc aggttcccag ccgggegagt teacgetgag caacattaag 360

agttaccctg gattaacgag ttacctegte cgagtggtga gecaccaacta caaccageat 420
getatggtgt teticaagaa agtticicaa aacagggagt acticaagat caccetctac 480
gggagaacca aggagctgac ticggaacta aaggagaact tcatcegett clecaaatet 540
ctgggectee ctgaaaacca categtetic cetgtcecaa tegaccagiy tatcgacgge 600
ggatce 606

<210> 39

<211> 178

<212> PRT

<213> Homo sapiens

<400> 39

Gln Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser Lys Val
1 5 10 15

Pro Leu Gin Gin Asn Phe Gln Asp Asn Gin Phe Gin Gly Lys Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys Asp Pro
35 40 45

Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys Ser Tyr
50 55 60

Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr Trp lle
65 70 75 80

Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu.Gly Asn
85 90 95

lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val Val Ser
100 108 110
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Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val Ser Gln
115 120 125

Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys Glu Leu
130 135 140

Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser Leu Gly
145 150 165 160

Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp GIn Cys Ilé
165 170 175

Asp Gly

<210> 40

<211> 178

<212> PRT

<213> Pan troglodytes

<400> 40

GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser Lys Val
1 5 10 15

Pro Leu GIn Gln Asn Phe GiIn Asp Asn Gin Phe GIn Gly Lys Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys Asp Pro
35 40 45

Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys Ser Tyr
50 55 60

Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr Trp lle
65 70 75 80
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Arg Thr Phe Val Pro Gly Arg Gln Pro Gly Glu Phe Thr Leu Gly Asn
85 90 95

lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val Val Ser
100 105 110

Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val Ser Gin
115 120 125

Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys Glu Leu
130 135 140

Thr Ser Glu Leu GIn Glu Asn Phe lie Arg Phe Ser Lys Ser Leu Gly
145 150 155 160

Leu Pro Glu Asn His lle Val Phe Pro Val Pro fle Asp Gin Cys lle
165 170 175

Asp Gly

<210> 41

<211> 178

<212> PRT

<213> Canis familiaris

<400> 41

Gln Asp Ser ThrPro Ser Leu lle Pro Ala Pro Pro Pro Leu Lys Val
1 5 10 15

Pro Leu Gln Pro Asp Phe Gin His Asp Gin Phe GIn Gly Lys Trp Tyr
20 25 30

Val lle Gly lle Ala Gly Asn lle Leu Lys Lys Glu Gly His Giy Gin
35 40 45
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Leu Lys Met Tyr Thr Thr Thr Tyr Glu Leu Lys Asp Asp GIn Ser Tyr
50 55 60

Asn Val Thr Ser Thr Leu Leu Arg Asn Glu Arg Cys Asp Tyr Trp Asn
65 70 75 80

Arg Asp Phe Val Pro Ser Phe Gin Pro Gly Gin Phe Ser Leu Gly Asp
85 90 95

lle Gin Leu Tyr Pro Gly Val GIn Ser Tyr Leu Val Gln Val Val Ala
100 105 110

Thr Asn Tyr Asn Gin Tyr Ala Leu Val Tyr Phe Arg Lys Val Tyr Lys
115 120 125

Ser Gin Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys Glu Leu
130 135 140

Pro Leu Glu Leu Lys Lys Glu Phe lle Arg Phe Ala Lys Ser lle Gly
145 150 155 160

Leu Thr Glu Asp His lle lle Phe Pro Val Pro lle Asp Gln Cys lle
165 170 175

Asp Glu

<210> 42

<211> 179
<212> PRT
<213> Bos taurus

<400> 42
Arg Ser Ser Ser Ser Arg Leu Leu Arg Ala Pro Pro Leu Ser Arg lle
1 5 10 15
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Pro Leu Gln Pro Asn Phe Gin Ala Asp GIn Phe Gin Gly Lys Trp Tyr
20 25 30

Thr Val Gly Val Ala Gly Asn Ala lle Lys Lys Glu Glu Gln Asp Pro
35 40 45

Leu Lys Met Tyr Ser Ser Asn Tyr Glu Leu Lys Glu Asp Gly Ser Tyr
50 55 60

Asn Val Thr Ser lle Leu Leu Lys Asp Asp Leu Cys Asp Tyr Trp lle
65 70 75 80

Arg Thr Phe Val Pro Ser Ser Gin Pro Gly Gln Phe Thr Leu Gly Asn
85 90 95

lle Lys Ser Tyr Arg Gly lle Arg Ser Tyr Thr Val Arg Val Val Asn
100 105 110

Thr Asp Tyr Asn Gin Phe Ala lle Val Tyr Phe Lys Lys Val Gln Arg

115 120 125
Lys Lys Thr Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys Glu Leu
130 135 140

Thr Pro Glu Val Arg Glu Asn Phe lle Asn Phe Ala Lys Ser Leu Gly
145 150 155 - 160

L.eu Thr Asp Asp His lle Val Phe Thr Val Pro lle Asp Arg Cys lle
165 170 175

Asp Asp Gln

<210> 43
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<211> 180
<212> PRT
<213> Mus musculus

<400> 43
Gin Asp Ser Thr Gln Asn Leu lle Pro Ala Pro Ser Leu Leu Thr Val
1 5 10 15

" Pro Leu Gln Pro Asp Phe Arg Ser Asp Gin Phe Arg Gly Arg Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Ala Val Gin Lys Lys Thr Glu Gly Ser
35 40 45

Phe Thr Met Tyr Ser Thr lle Tyr Giu Leu GIn Glu Asn Asn Ser Tyr
- 50 55 60

Asn Val Thr Ser lle Leu Val Arg Asp Gin Asp Gin Gly Cys Arg Tyr
65 70 75 80 ‘

Trp lle Arg Thr Phe Val Pro Ser Ser Arg Ala Gly Gin Phe Thr Leu
85 90 85

Gly Asn Met His Arg Tyr Pro Gln Val Gin Ser Tyr Asn Val Gin Val

Y
100 105 110

Ala Thr Thr Asp Tyr Ash Gin Phe Ala Met Val Phe Phe Arg Lys Thr
115 120 125

Ser Glu Asn Lys Gin Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
130 135 140

Clu Leu Ser Pro Glu Leu Lys Glu Arg Phe Thr Arg Phe Ala Lys Ser
145 150 155 160

Leu Gly Leu Lys Asp Asp Asn lle lle Phe Ser Val Pro Thr Asp Gin
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165 170 175

Cys lle Asp Asn
180

<210> 44

211> 178

<212> PRT

<213> Rattus norvegicus

<400> 44 :

Gln Asp Ser Thr Gin Asn Leu lle Pro Ala Pro Pro Leu lle Ser Val
1 5 10 15

Pro Leu Gln Pro Gly Phe Trp Thr Glu Arg Phe Gin Gly Arg Trp Phe
20 25 30

Val Val Gly Leu Ala Ala Asn Ala Val Gln Lys Glu Arg Gin Ser Arg
35 40 45

Phe Thr Met Tyr Ser Thr lie Tyr Glu Leu Gln Glu Asp Asn Ser Tyr
50 55 60

lle Leu Val Arg Gly Gln Gly Cys Arg Tyr Trp lle

Arg Thr Phe Val Pro Ser Ser Arg Pro Gly Gin Phe Thr Leu Gly Asn
85 80 95

lle His Ser Tyr Pro Gin lle Gin Ser Tyr Asp Val Gin Val Ala Asp
100 105 Mo

Thr Asp Tyr Asp Gin Phe Ala Met Val Phe Phe Gin Lys Thr Ser Glu
115 120 125 :

Asn Lys Gin Tyr Phe Lys Val Thr Leu Tyr Gly Arg Thr Lys Gly Leu
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130 135 140

Ser Asp Glu Leu Lys Glu Arg Phe Val Ser Phe Ala Lys Ser Leu Gly
145 150 155 160

Leu Lys Asp Asn Asn lle Val Phe Ser Val Pro Thr Asp Gin Cys lle
165 170 175

Asp Asn.

<210> 45

<211> 178

<212> PRT

<213> Macaca mulatta

<400> 45

Gin Asp Ser Ser Ser Asp Leu lie Pro Ala Pro Pro Leu Ser Lys Val
1 5 10 15

Pro Leu GIn GIn Asn Phe Gln Asp Asn Gin Phe Gln Gly Lys Trp Tyr

20 25 30
Val Val Gly Leu Ser Gly Asn Ala Val Gly Arg Lys Asp Glu Ala Pro
35 40 45

Leu Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys Ser Tyr
50 55 60

Asn Val Thr Ser lle Leu Phe Arg Lys Glu Lys Cys Asp Tyr Trp lle
65 .70 75 80

Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu Gly Asn
85 90 95

lle Gln Asn His Pro Gly Leu Thr Ser Tyr Val Val Arg Val Val Ser
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100 105 110

Thr Asn Tyr Lys Gln Tyr Ala Met Val Phe Phe Lys Lys Val Ser Gin
115 120 125

Asn Lys Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys Glu Leu
130 135 140

Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser Leu Gly
145 150 155 160

Leu Pro Glu Asn His lle Val Phe Ser Val Pro lle Asp GIn Cys lle
165 170 75

Asn Gly

<210> 46

<211> 181

<212> PRT

<213> Tursiops truncatus

<400> 46
Gln Asp Ser Thr Pro Asn Leu lle Pro Ala Pro Pro Leu Phe Arg Val
1 5 10 15

Pro Leu GIn Pro Asn Phe Gln Pro Asp Gin Phe Gln Gly Lys Trp Tyr
- 20 25 30

lle Val Gly Leu Ala Gly Asn Ala Pfie Lys Lys Glu Lys Gin Gly Gin
35 40 45 .

Phe Lys Met Tyr Ala Thr Thr Tyr Glu Leu Lys Glu Asp Arg Ser Tyr
50 55 60

Asn Val Thr Ser Ala Leu Leu Arg Gly Lys Thr Gin Arg Cys Asp His
Page 58



44189-701 602_SL.TXT
65 70 75 80

Trp lle Arg Thr Phe Val Pro Ser Ser Arg Pro Gly Gin Phe Thr Leu
85 90 95

- Gly Asn lle Lys Gly Phe Pro Gly Val GIn Ser Tyr Thr Val Arg Val
100 105 110

Ala Thr Thr Asn Tyr Asn GIn Phe Ala lle Val Tyr Phe Lys Lys Val
115 120 125

Tyr Lys Asn Gln Glu Tyr Phe Lys Thr Thr Leu Tyr Gly Arg Thr Lys
130 135 140

Glu Leu Thr Pro Gin Leu Lys Glu Asn Phe lle His Phe Ala Lys Ser

. 145 150 155 160

Leu Gly Leu Thr Asp Glu Tyr lle Leu Phe Pro Val Pro lle Asp Lys
165 170 175

Cys lle Asp Asp Gin
180

<210> 47

<211> 180

<212> PRT

<213> Gorilla gorilla

<400> 47 »
GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser Lys Val
1 5 10 15

Pro Leu Gin Gin Asn Phe Gln Asp Asn Gin Phe Gln Gly Lys Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys Asp Pro
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35 40 45

Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys Ser Tyr
50 55 60

Asn Val Thr Ser Val Leu Phe Arg Glu Lys Ala GIn Lys Cys Asp Tyr
65 70 75 80

Trp lle Arg Thr Phe Val Pro Gly Ser GIn Pro Gly Glu Phe Thr Leu
85 90 95

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
100 105 110

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
115 120 125

Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
130 135 140

Giu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
145 150 155 160

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
165 170 175

Cys lle Asp Gly
180

<210> 48

<211> 179

<212> PRT

<213> Procavia capensis

<400> 48
GlIn Glu Pro Thr Pro Thr Leu lle Pro Ala Pro Pro Leu Ser Ser lle
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1 5 10 15

Pro Leu Lys Pro Asn Phe His Asn Asp Lys Phe GIn Gly Lys Trp Tyr
20 25 30

Val Val Gly Val Ala Gly Asn Ala lle Thr Lys Glu Lys Asp Pro Ser
35 40 45

Leu Met Tyr Thr Thr Thr Tyr Glu Leu Arg Asp Asp Gly Ser Tyr Asn
50 55 60

Val Thr Ser Thr GIn Phe Arg Glu Lys lle Asn Cys Thr His Trp Thr
65 70 75 80

Arg Thr Phe Val Pro Thr Ser GIn Pro Gly Gln Phe Ser Leu Gly Asn
85 90 95

lle Asp Lys Tyr Pro His Leu Ser Ser Tyr Thr Val Arg Val Thr Ala
100 105 110

Thr Asn Tyr Asn Tyr Phe Ala lle Val Tyr Phe Lys Lys Val Ser Lys
115 120 125

Asn Gin Glu Tyr Phe Lys Thr Thr Leu Tyr Lys Arg lle Lys Lys Leu
130 135 140

Thr His Gly Leu Lys Lys His Phe lle GIn Phe Ala Lys Ser Leu Gly
145 150 165 160

Leu Pro Asp Asn His lle Thr Phe Leu Val Pro Thr Asp Arg Cys lle
165 170 175

Asp Asp Ala

Page 61



44189-701 602_SL.TXT

<210> 49

<211> 179

<212> PRT

<213> Callithrix jacchus

<400> 49

Gln Asp Ser Pro Ser Pro Leu lle Pro Ala Pro Pro Leu Ser Lys Val
1 5 10 15

Pro Leu GIn Gln Asn Phe Gin Asp Asn Gln Phe Gin Gly Lys Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Ala lle Arg Arg Glu Asp Gin Asp Ser
35 40 45

Leu Lys Met Tyr Ala Thr ile Tyr Glu Leu Lys Glu Asp Lys Ser Tyr
50 55 60

Asn Val Thr Ser Val Leu Phe Arg Lys Ala GIn Lys Cys Asp Tyr Trp
65 70 75 80

lle Arg Thr Phe Val Pro Ser Ser Arg Pro Gly Glu Phe Lys Leu Gly
85 90 95

Asn lle Glu Ser His Pro Gly Leu Thr Ser Tyr ile Val Arg Val Val
100 105 110

Asn Thr Asp Tyr Lys GlIn His Ala Met Val Phe Phe Met Lys Ala Ser
115 120 125

His Asn Arg Lys Tyr Phe Lys Val Thr Leu Tyr Gly Arg Thr Lys Glu
130 135 140

Leu Thr Ser Asp Leu Lys Glu Asn Phe Thr Ser Phe Ser Lys Ser Leu
145 150 155 160
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Gly Leu Thr Glu Asn His lle le Phe Pro Val Pro lle Asp Gin Cys

165 170 175
lle Asp Gly
<210> 50
<211>178
<212> PRT
<213> Microcebus murinus
<400> 50
Gln Asp Ser Lys Glu Lys Leu lle Pro Ala Pro Pro Leu Leu Arg Val
1 5 10 15

Pro l.eu Gin Pro Asp Phe Gin Asp Asp Gin Phe Arg Glu Thr Ser Trp
20 25 30

Pro Arg Gly Ser Lys Met Lys Glu Thr Pro Ala Gly Ser Arg Asp Ala
35 40 45

Gly Thr Gly Trp Ala Thr Thr Tyr Glu Leu Lys Asp His Ser Tyr Asn
50 55 60

Val Thr Ser Thr Leu Leu Arg Gin Asn Gly Lys Cys Asp Tyr Trp lle
65 70 75 80

Arg Thr Phe Val Leu Thr Ser GIn Pro Gly GIn Phe Ala Leu Gly Asn
85 90 95

lle Asn Arg Tyr Pro Gly lle.Gin Ser Tyr Thr Val Arg Val Val Thr
100 105 110

Thr Asn Tyr Asn Gln Phe Ala lle Val Phe Phe Lys Lys Val Ser Glu
115 120 125
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Asn Lys Glu Tyr Phe Lys Thr Thr Leu Tyr Gly Arg Thr Lys Glu Leu
130 135 140

Pro Pro Glu Leu Lys Glu Asn Phe lle Arg Phe Ala Lys Ser Leu Gly
145 160 155 160

Leu Thr Glu Asp His lle lle Tyr Pro Val Pro lle Asp GIn Cys lle
165 170 175

Asp Asp

<210> 51

211> 178

<212> PRT

<213> Pongo pygmaeus

<400> 51

Gln Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser Lys Val
1 5 10 15

Pro Leu GIn Gin Asn Phe Gin Asp Asn Gln Phe Gin Gly Lys Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Ala lle Arg Arg Glu Asp Lys Asp Ser
35 40 45

Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys Ser Tyr
50 55 60

Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr Trp lle
65 70 75 80

Arg Thr Phe Val Pro Gly Ser GIn Pro Gly Glu Phe Thr Leu Gly Asn
85 90 95
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Thr Lys Gly Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val Val Ser
100 105 110

Thr Asn Tyr Asn GIn Tyr Ala Met Val Phe Phe Lys Lys Val Ser GIn
115 120 125

Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys Glu Leu
130 135 140

Thr Ser Giu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser Leu Gly
145 150 165 160

Leu Pro Glu Asn His lle Val Phe Pro Ala Pro lle Asp Gln Cys lle
165 170 175

Asp Gly

<210> 52

<211> 181

<212> PRT

<213> Ochotona princeps

<400> 52

GlIn Glu Leu Thr Thr Asp Leu lle Pro Val Pro Ser Leu Arg Lys lle
1 5 10 15

His Val GIn Lys Asn Phe GIn Ser Asp GIn Phe Gin Gly Lys Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Asn lle His Asn Ser Asp Gin Glu His
KL 40 45

Gln GIn Met Tyr Ser Thr Thr Tyr Glu Leu Lys Glu Asp Gly Ser Tyr
50 55 60
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Asn Val Thr Ser Thr Leu Leu Arg Gln Arg Asn GIn Gin Cys Asp His
65 70 75 80

Trp lle Arg Thr Phe Val Pro Gly Ser Lys Leu Gly His Phe Asn Leu
85 90 95

Gly Asn lle Lys Ser Tyr Pro Thr Leu Lys Ser Tyr Leu lle Arg Val
100 105 110

Val Thr Thr Aép Tyr Asn GIn Phe Ala lle Val Phe Phe Arg Lys Val
115 120 125

Tyr Lys Asn Asn Lys Lys Phe Phe Lys lie Val Leu Tyr Gly Arg Thr
130 135 140

Lys Glu Leu Ser Pro Glu Leu Arg Gly Arg Phe Thr Ser Phe Ala Lys
145 150 155 160

Thr Leu Gly Leu Thr Asp Asn His ile Val Phe Pro Ala Pro lle Gly
165 170 175

Gln Cys lle Asp Asp

180

<210> 53

<211> 178

<212> PRT

<213> Loxodonta africana

<400> 53

Gln Thr His Ser Pro Thr Leu lle Pro Ala Pro Pro Leu Leu Arg Val
(. 5 10 15

Pro Leu Gln Pro Asp Phe Gin Asp Asp Lys Phe Gin Gly Lys Trp Tyr
20 25 30
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Val lle Gly Leu Ala Gly Asn Ala Val Glu Lys Lys Glu GIn Gly Gln
35 40 45

Phe Lys Met Tyr Thr Thr Thr Tyr Glu Leu Lys Glu Asp Gly Ser Tyr
50 55 60

Asn Val Thr Ser Thr Leu Leu Gin Glu Asp Gly Lys Cys Ser Tyr Trp
65 70 75 80

lle Arg Thr Phe Val Pro Ser Phe GIn Pro Gly Gin Phe Asn Leu Gly
85 90 95

Asn lie Lys Asn Phe Pro Gly Leu Gin Ser Tyr Thr Val Arg Val Thr
100 105 110

Ala Thr Asn Tyr Asn GIn Phe Ala lle Val Phe Phe Lys Lys Val Ser
115 120 125

Lys Asn Gly Glu Tyr Phe Lys Thr Thr Leu Tyr Gly Arg Thr Lys Glu
130 135 140

Leu Thr Pro Glu Leu Lys Glu Arg Phe lle Arg Phe Ala Lys Ser Leu
145 150 155 160

Gly Leu Ser Asp His lle lle Phe Pro Val Pro lle Asp Arg Cys lle
165 170 175

Asp Asp

<210> 54

<211> 178

<212> PRT

<213> Oryctolagus cuniculus
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<400> 54
Gln Asp Pro Thr Pro Lys Leu lle Pro Ala Pro Ser Leu Arg Arg Val
1 5 10 15

Pro Leu Gin Arg Asn Phe Gin Asp Glu Gln Phe GIn Gly Lys Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Ala Val Gin Lys Arg Glu Glu Gly Gin
35 40 45

Glu Pro Met Tyr Ser Thr Thr Tyr Glu Leu Asn Glu Asp Arg Ser Phe
50 55 60

Asn Val Thr Ser Thr Leu Leu Arg Asp GlIn Arg Cys Asp His Trp lle
65 70 75 80

Arg Thr Phe Val Pro Thr Ser Arg Pro Gly GIn Tyr Asn Leu Gly Asn
85 90 95

lle Lys Ser Tyr Pro Gly Val Lys Asn Tyr lle Val Arg Val Val Ala
100 105 110

Thr Asp Tyr Ser Gin Tyr Ala Met Met Phe Phe Arg Lys Gly Ser Arg
115 120 125

Asn Lys GIn Phe Phe Lys Thr Thr Leu Tyr Gly Arg Thr Lys Glu Leu
130 135 140

Ser Pro Glu Leu Arg Glu Arg Phe Thr Arg Phe Ala Lys Ser Leu Gly
145 150 155 160

Leu Pro Asp Asp Arg lle Val Phe Pro Thr Pro lie Asp Gin Cys lle
165 170 175

Asp Asp
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<210> 55

<211> 997

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 55
ctcgagacca tggagaccga cacgclctty tigtgggtte teitgttglg gatgectggg 60

tctacaggcg accaccacca teatcaccac ctegttccta gaggeageca ggatagtace 120
cagaatctta tcecageacc atcttigete acaglaccat {ycaaccega cttteggtet 180
gatcaattic ggggacgetg gtacgtggtt ggactggecg geaatgelgt acagaaaaaa 240
acagagggca glttcaccat gtactcaaca atctatgagc iccaagagaa taatagttac 300
aacgttacct ccatctiggt gagggaccag gatcagggat gtegetactg gaticggaca 360
ttcgtaccaa gtteteggge cggteagtit actctgggea acatgeacag gtatccccaa 420
gltcaatctt acaacgigea ggtggegact accgactaca accaaticgc tatggigttc 480
tfccgcaaaa caagcgagaa caagcagtat {ttaaaatca clctgtacgg tagaactaag 540
gagetgagec clgaacttaa ggageggtic accagaticg ctaagtcect gggactgaag 600
gatgataata taatclittc cgiccecace gateagtgta tegataatic agetiggtca 660
catccccagt icgagaaagg aggeggigga tecatgeatg gegacactce gacectgeac 720
gaatacatgc tggacctygca geccgaaacc actgacctgt atigttacga geaactcaac 780
gatictagcg aggaggagga cgagategat ggaccggeag gecaggecga accagaccge 840
gcacattata acattgttac ctictgtige aaatgtgatt caactcttag actttgtgtc 900
cagagtacac acglggacat ccgcaccelg gaagatelge tgatgggaac tetgggtate 960
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glgtgtecta tatgtageca gaaacccetga cggaceg 997

<210> 56

<211> 326

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 56
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp His His His His His His Leu Val Pro Arg Gly
20 25 30

Ser Gln Asp Ser Thr GiIn Asn Leu lle Pro Ala Pro Ser Leu Leu Thr
35 40 45

Val Pro Leu Gin Pro Asp Phe Arg Ser Asp Gin Phe Arg Gly Arg Trp
50 55 60 -

Tyr Val Val Gly Leu Ala Gly Asn Ala Val Gin Lys Lys Thr Glu Gly
65 70 75 80

Ser Phe Thr Met Tyr Ser Thr lle Tyr Glu Leu GIn Glu Asn Asn Ser
85 90 95

Tyr Asn Val Thr Ser lle Leu Val Arg Asp Gin Asp Gin Gly Cys Arg
100 105 110

Tyr Trp lle Arg Thr Phe Val Pro Ser Ser Arg Ala Gly GIn Phe Thr
115 120 125
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Leu Gly Asn Met His Arg Tyr Pro Gin Val Gin Ser Tyr Asn Val Gin
130 - 135 140

Val Ala Thr Thr Asp Tyr Asn GIn Phe Ala Met Val Phe Phe Arg Lys
145 150 165 160

Thr Ser Glu Asn Lys Gin Tyr Phe Lys fle Thr Leu Tyr Gly Arg Thr
165 170 175

Lys Glu Leu Ser Pro Glu Leu Lys Glu Arg Phe Thr Arg Phe Ala Lys
180 185 190

SerLeu Gly Leu Lys Asp Asp Asn lle lle Phe Ser Val Pro Thr Asp
195 200 205

~GIn Cys lle Asp Asn Ser Ala Trp Ser His Pro Gln Phe Glu Lys Gly
210 215 220

Gly Gly Gly Ser Met His Gly Asp Thr Pro Thr Leu His Glu Tyr Met
225 230 235 240

Leu Asp Leu GIn Pro Glu Thr Thr Asp Leu Tyr Cys Tyr Glu Gln Leu
245 250 255

Asn Asp Ser Ser Glu Glu Glu Asp Glu lle Asp Gly Pro Ala Gly Gin
260 265 270

Ala Glu Pro Asp Arg Ala His Tyr Asn lle Val Thr Phe Cys Cys Lys
275 280 285

Cys Asp Ser Thr Leu Arg Leu Cys Val Gln Ser Thr His Val Asp Ile
290 295 300

Arg Thr Leu Glu Asp Leu Leu Met Gly Thr Leu Gly lie Val Cys Pro
305 310 315 320
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lle Cys Ser Gin Lys Pro
325

<210> 57

<211> 1189

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 57
ctcgagacca tggagaccga cacgetettg tigtgggtic tettgttgtg ggtgectggg . 60

tctacaggeg accaccacca teatcaccac ctegttceta gaggcageca ggatagtace 120
cagaatctta tcccageace atctitgetc acagtaccat tgcaacccga ctttcggtet 180 |
gatcaatttc ggggacgctg gtacgiggtt ggactggeeg geaatgetgt acagaaaaaa 240
acagagggca gtttcaccat gtactcaaca atctatgagc tccaagagaa taatagttac 300
aacgttacct ccatcttggt gagggaccag gatcagggat gtegetactg gattcggaca 360
ttegtaccaa gttctcggge cggteagttt actctgggea acatgcacag gtatccccaa 420
gttcaatctt acaacgtgca ggtggegact accgactaca accaaticge tatggtgttc 480
ttccgcaaaa caagcgagaa caagceagtat titaaaatca ctetgtacgg tagaactaag 540
gagctgagec ctgaacttaa ggageggttc accagattcg ctaagtcect gggactgaag 600
gatgataata taatcttttc cgtccccace gatcagtgta tegataattc agetiggtca 660
catccecagt tegagaaagg aggeggtgga tecatgeace agaagagaac cgecatgtic 720
caggacceac aagageggec ccggaaacty ccccaactyt geactgaatt gcagaccace 780
atccacgaca teattttgga atgtgtetac tgtaagcage agetcetcag gcgagaggty 840

tatgacttcg ccttccggga tttgtgtatt gtctacaggg atggtaatee ctatgeegtt 900
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tgtgataagt gcetgaaatt ttatagcaag atcagegagt accgacatta ctgttacage 960
gtttatggaa caacatigga gcagcagtac aacaaacctc tttgegacct cetgaticge - 1020
tgcatcaact gccagaagec cetgtgecce gaagagaaac aaaggcattt ggataagaag 1080
cagaggttcc acaacatccg cggtegetgg acggggeget geatgagltg ctgcaggagt 1140
fccegeacte ggegegagac ceaactetga cggaccgect cteectece 1189
<210> 58
<211> 1189
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 58
ctcgagacca tggagaccga cacgctcttg tigtgggtic tetigttgtg ggtgectggg 60

tctacaggceg accaccacca tcatcaccac clegticcta gaggeageca ggatagtace 120
cagaatctta feccageacc atctttgete acagtaccat tgcaaccega citteggict 180
gatcaalttc ggggacgctg gtacgtggtt ggactggeeg geaatgclgt acagaaaaaa 240
acagagggca gtttcaccat gtactcaaca atctatgagce tccaagagaa taatagttac 300
aacgttacct ccatcttggt gagggaccag gatcagggat gtcgetactg gattcggaca 360
ticgtaccaa glictcggge cggteagtit actetgggea acatgcacag gtatcecccaa 420
gttcaalclt acaacgtgca ggtggcgact accgactaca accaaticge tatggtgttc 480
ticcgcaaaa caagcgagaa caageagtat titaaaatca ctcigtacgg tagaactaag 540
gagctgagec ctgaacttaa ggageggtic accagaticg ctaagtcect gggactgaag 600
gatgataata taatctitic cgtccccace galcagtgta tegataatic agettggtca 660

catccecagt tcgagaaagg aggeggtgga tecatggeca gattigaaga ceccacaagg 720
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cgeecctata aactgecgga tetttgeace gaactgaata ctagectgea agatatigag 780
attacctgeg tgtactgtaa aacggtgcete gaattgaccg aggtttttga gttcgeattc 840
aaggaccigt tigttgtata tcgegatice atccegeacg cagettgeca taaatgeatt 900
gacttttact cccggatacg cgagetgcga cactatagtg atagegtgta cggegataca 960
cttgagaagc ttaccaacac cggtcigtac aatctictga tteggtattt gaggtgecag 1020
aagccgctca acccagctga gaaactgegg catctgaacg aaaaaagaag attccacaac 1080
attgctggec actacagggg ccagtgecat tettgttgta atagagecaag gecaggagegg 1140
ctgcaacgge ggegegagac ccaggtatga cggaccegect cteocteee 1189
<210> 59
<211>1030
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 59
ctcgagacca tggagaccga cacgcetcttg ttgtgggtic tetigttgtg ggtgectggg 60

tctacaggeg accaccacca tcatcaccac ctegticcta gaggeageca ggatagtace 120
cagaatctta tcccagcoace atetttgete acagtaccat tgcaaccega cittcggtet 180
gatcaatttc ggggacgetg gtacgtggtt ggactggeeg geaatgeigt acagaaaaaa 240
acagagggca gtttcaccat gtactcaaca atctatgagc tccaagagaa taatagttac 300
aacgttacct ccatcttggt gagggaccag gatcagggat gicgetactg gattcggaca 360
ttcgtaccaa gttctecggge cggteagttt actetgggca acatgeacag gtatccccaa 420
gttcaatctt acaacgtgea ggtggegact accgactaca accaaticgc tatggigttc 480

ttccgcaaaa caagcgagaa caagcagtat ttaaaatca cleigtacgg tagaactaag 540
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gagetgagec ctgaacttaa ggageggtic accagattcg ctaagtcect gggactgaag 600
gatgataata taatcttitc cgtccccacce gatcagtgta tegataatte agettggtca 660
catccecagt tcgagaaagg aggeggtygga tecatgeacy gacctaaage aacactccag 720
gaoatégtoo tgcatttgga accacaaaac gaaatacceg tggaccittt gtgtcacgaa 780
cagctiicag atictgagga agagaatgat gaaatcgacg gigtcaacca ccageatcic 840
ceegetagge gggeagaace ccagegecac acaatgetgt gealgtglig caaalgegaa 900
getegaattg aaclegtggt tgagtectee geggacgact tgagggeatt ccageaacty 960
ttcctcaaca cactgagctt tgtetgtect tggtgegceta gtcageagtg acggaccgee 1020
teteectece 1030
<210> 60
<211> 1162
<212> DNA
<213> Arificial Sequence
<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 60
ctcgagacca tggagaccga cacgetetlg tigtgggtle tettgtigty gatgectggg 60

tctacaggeg accaccacca teatcaccac clegticcta gaggeageca ggatagtace 120
cagaatctta tcccagceace atctttgete acagtaccat tgcaaccega ctteggtet 180
gatcaatttc ggggacgcly gtacgtggtt ggactggeeg geaatgetgt acagaaaaaa 240
acagagggca gtttcaccat gtactcaaca atctatgage tccaagagaa taatagttac - 300
aacgttacct ccatcttggt gagggaccag gatcagggat gicgetacty gattcggaca 360
ttcgtaccaa gttcteggge cggteagttt actetgggea acatgeacag gtatccccaa 420

gticaatctt acaacgtgca ggtggegact accgactaca accaaticge tatggtgtic 480
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ttccgcaaaa caagcgagaa caagcagtat titaaaatca ctetgtacgg tagaactaag 540
gagotgagcd ctgaacttaa ggagceggtic accagattcy ctaagtcect gggactgaag 600
gatgataata taatcttttc cgtccccace gatcagtgta tegataattc agetiggtca 660
catccccagt tcgagaaagg aggeggtgga tecatgtice aagacactga ggagaageca 720
cgcacgetge acgatetgtg ccaggecctt gagactacca teccataacat cgagetccag 780
tgtgtcgaat gcaggaatce tettcagegg agegaggigt acgatitige cticgeggac 840
ctgacggtgg tctaccggga aggtaaccea ttcgggattt gcaagetgly tetcagattt 900
cttagtaaga taagtgaata ccggeactac aactattcag tttacggtca cactetggaa 960
cagaccgtga acaaacccct gaacgagatc ctcattcgat gtatcatctg tcagagacct 1020
ctetgtcege gegaaaagaa gaggcacgtc gacctgaata agegatttca taatatctet 1080
ggacggtggg cgggycgetg tgcagectgt tygagateee ggagacggga aacagetett - 1140
tgacggaccg cctetecete cc 1162
<210> 61
<211> 1007
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 61 _ : |
ctcgagacca tggagaccga cacgctettg tigtgggtte tettgtigtg gatgectggg 60

tctacaggeg accaccacca tcatcaccac ctegtteeta gaggeageca ggatagtace 120
cagaatctta tcccagceacce atctttgetc acagtaccat tgcaaccecga citteggtet 180
gatcaatttc ggggacgctg gtacgtggtt ggactggeeg geaatgetgt acagaaaaaa 240

acagagggca glttcaccat gtactcaaca atctatgage tccaagagaa taatagttac 300
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aacgttacct ccatcttggt gagggaccag gatcagggat gtcgcetactg gattcggaca 360
ttegtaccaa gttctcggge cggteagtit actctgggea acatgcacag gtatccccaa 420
gttcaatctt acaacgtgca ggtggegact accgactaca accaattcge tatggigttc 480
ttccgcaaaa caagegagaa caagcagtat titaaaatca ctetgtacgg tagaactaag 540
gagctgagcee ctgaacttaa ggageggtic accagaticg ctaagtccct gggactgaag 600
gatgataata faafcttitc cgtccccace gatcagtgfa tcgataatic agctiggtca 660
catccccagt tcgagaaagg aggeggtgga tecatgeggg gacatgaacc tactctgaag 720
gagtacgtcc tggaccttta cccggageeg acagatctit actgttacga geaatigtet 780
gactccageg acgaggatga gggectigac agaccigatg gecaggetca gocagetact 840
gecgattatt atatcgttac gtgttgtcac acctgcaaca caaccgtaag gtigtgtgtg 900
aactccaccg ccagtgactt gagaacgata caacaactce tcatgggeac tgtcaatatc 960
gtctgtecta catgtgetea getgetgacg gaccgectet cectece 1007
<210> 62
<211> 1189
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 62
ctcgagacca tggagaccga cacgctcttg tigtgggtic tettgtiglg ggtgectggg 60

lctacaggeg accaccacca tcatcaccac ctegticcta gaggcageca ggatagtace 120
cagaatctta tcccageacce atclitgete acagtaccat tgcaaccega citteggtet 180
gatcaatttc ggggacgctg gtacgtggtt ggactggeeg gcaatgetgt acagaaaaaa 240

acagagggca gtttcaccat gtactcaaca atctatgage tccaagagaa taatagitac 300
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aacgttacct ccatcttggt gagggaccag gatcagggat gtegcetactg gattcggaca 360
ttcgtaccaa gticteggge cggteagttt actetgggcea acatgeacag gtatccc:caé 420
gttcaatctt acaacgtgca ggtggcgact accgactaca accaattcge tatggigttc 480
ttccgcaaaa caagcgagaa caageagtat tttaaaatca cictgtacgg tagaactaag 540
gagetgagec ctgaacttaa ggageggtic accagattcg ctaagtcect gggactgaag 600
gatgataata taatetitic cgtccccace gatcagtgta tegataatic agettggtca 660
catccccagt tcgagaaagg aggeggtgga tecatggeca gattcgatga teccacccag 720
cgaccctata agttgeccga tetctgcaca gaacttaaca ctagettgea ggacgtaage 780
attgcatgtg tttactgtaa agctacgctg gagegaaccg aggtgtacca attegectic 840
aaagacttgt tcatcgtgta tagagactgt atcgcttatg ccgectgeca caaatgeata 900
gacttttéca gcaggatcag ggaattgagg tactattcca actcagicta tggagaaacg 960
ctggagaaga taactaacac tgagctttat aacctcctga ttegetgect ceggtgtcag 1020
aagccactga atcctgccga aaagagacgc catctgaagg acaageggeq cotticatage 1080
attgcaggac agtacagagg ccaatgtaat acttgctgtg accaagcacg ccaagaaagg 1140
ctcaggagaa ggagagagac acaggigtga cggaccgcect cteceteee 1189
<210> 63
<211> 1033
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide”

<400> 63
ctcgagacca tggagaccga cacgetettg ttgtggatte tettgtigtg gglgectggg 60

tctacaggeg accaccacca featcaccac ccgttecta gaggeageca ggatagtace 120
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cagaatctta tcccageace atctttgetc acagtaccat tgcaaccega citteggtet 180
gatcaatttc ggggacgctg gtacglggtt ggactggeeg geaatgetgt acagaaaaaa 240
acagagggca gtticaccat gtactcaaca atctatgage iccaagagaa taatagttac 300
aacgttacct ccatcttggt gagggaccag galcagggat gtcgetactg gattcggaca 360
ttcgtaccaa gtictcggge cggteagttt actctgggea acatgcacag gtatcceccaa 420
gitcaatctt acaacgtgca ggtggegact accgactaca accaattcge tatggtgttc = 480
ticcgcaaaa caagcgagaa caageagtat tttaaaalca cictgtacgg tagaactaag 540
gagctgagec ctgaacttaa ggageggtic accagaticg ctaagteect gggactgaag 600
gatgataata taatcttttc cgtccecace gatcagtgta tegataattc agettggica 660
catccccagt tcgagaaagg aggegglgga tecatgeacy geccacagge aaccetgcaa 720
gagatcgtgce tgcalctcga accacagaat gaatiggace ctgtggatct gelgigttac 780
gagcagctct ctgaaagcga agaggagaat gacgaggeey acggegtgic tcatgecacag 840
ctgcetgete gecgggecga accicagega cacaaaattce tgtgegigtg ctgcaaatge 900
gacggeegea tagagetgac ggtagaatca tcagecgacg atctgegaac teticaacaa 960
ctettectga geacgcteag cttcgtgtgt cotiggtgtg ctacaaatca gtgacggace 1020
gecteteect cee 1033
<210> 64
<211> 1162
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic

polynucleotide”
<400> 64

ctcgagacca tggagaccga cacgetetlg tigtgggtte tettgtigtg ggtgectggg 60
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* tctacaggeg accaccacca tcatcaccac ctegttecta gaggcageca ggatagtace 120
cagaatctta tcccageacce atetttgetc acagtaccat tgcaacccega cttteggtot 180'
gatcaattic ggggacgctg gtacgtggtt ggactggecg geaatgctgt acagaaaaaa 240
acagagggca gtttcaccat gtactcaaca atctatgagc tccaagagaa taatagttac 300
aacgttacct ccatottggt gagggaccag gatcagggat gtcgcetacty gatteggaca 360
ttegtaccaa gttctcggge cggteagtit actetgggcea acatgcacag gtatccccaa 420
gttcaatctt acaacgtgea ggtggegact accgactaca accaattege tatggtgttc 480
ttccgcaaaa caagcgagaa caageagtat titaaaatca ctctgtacgg tagaactaag 540
gagctgagcece ctgaacttaa ggageggttc accagaticq ctaagtcect gggactgaag 600
gatgataata taatcttttc cgtccccace gatcagtgta tegataatic agettggtca 660
catccecagt tcgagaaagg aggeggtgga tecatgttca aaaaccegge tgagagaceg 720
cggaagttgc acgagcetcte atccgegetg gaaatacctt atgatgagcet tegettgaat 780
totgtgtact gcaaaggeca gotcactgag accgaagtac tgattttge ctttaétgac 840
ctgacaatcg tctatagaga cgacactcca cacggggtct gtacaaaatg tetgeggttt 900
tatagtaaag tgagcgaatt ccggtggtat cgctattcag tgtatggaac cacatiggag 960
aaactcacta acaaaggtat ctgtgaccty ctgatcaggt geataactty tcagaggecg 1020
ctetgeceecg aggagaagcea gegecaccty gataagaaga agagatteca caacattgga 1080
ggcagatgga caggecggtg cattgettgt tggcgcagge caagaaccga gacccaagit 1140
tgacggaccyg ceteteecte cc 1162

<210> 65

<211> 1009

<212> DNA

<213> Attificial Sequence

<220>
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<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 65
ctcgagacca tggagaccga cacgctetig tigtgggtic etigtitgty ggtgectggg . 60

lctacaggeg accaccacca tcatcaccac ctegticeta gaggeageca ggatagtace 120
cagaatctta tcccageace atctttgete acagtaccat tgcaacccga cittcggtet 180
gatcaatttc ggggacgety gtacgtggtt ggactggeeg geaatgetgt acagaaaaaa 240
acagagggca gtticaccat gtactcaaca atctatgagc tccaagagaa taatagttac 300
aacgttacct ccatctiggt gagggaccag gatcagggat gtegetacty gaticggaca 360
ttcgtaccaa gtictcggge cggteagttt actetgggea acatgcace;g gtatccccaa | 420
gttcaalctt acaacgtgca ggtggcegact accgactaca accaaticgc tatggtgttc 480
ticcgeaaaa caagcgagaa caagceagtlat titaaaalca cletgtacgg tagaactaag 540
gagctgagec clgaacttaa ggageggltc accagaticg ctaagteect gggactgaag 600
gatgataata taatctlitc cgtececace gat(:agtgta tcgataatic agctiggtca 660
catceccagt tfcgagaaagg aggeggtgga tecatgeggg gtgagacace aacteitcag 720
gattalgttc tggatctgca gecagaggcec acagatcetge actgttacga geaatigect 780
gattccageg acgaggagga tgtcatcgat agecctgetg ggcaggecaa gecagacact 840
tcaaattaca acatigtaac gttttgtigt cagtgcgaat ccaccclcag gettigegtc 900
cagagcactc aggttgacat tcgaétactc caggagcetgt tgatggggag clttggaatc 960
gtgtgcecaa attgtagtac acgactglga cggaccgect cteectece 1009

<210> 66

<211> 1162

<212> DNA

<213> Artificial Sequence

<220>
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<221> source
<223> Inote="Description of Attificial Sequence: Synthetic
polynucleotide"

<400> 66
ctcgagacca tggagaccga cacgctcttg tgtgggtte tctigttgtg gotgeetggg 60

tctacaggeg accaccacca tcatcaccac ctegttccta gaggeageca ggatagtace 120
cagaatctta téccagcacc atctttgctc acagtaccat tgcaaccega ctttcggtet - 180
galcaatttc ggggacgctg gtacgtggtt ggactggecg geaatgcetgt acagaaaaaa 240
acagagggca gtttcaccat gtactcaaca atctatgage tccaagagaa taatagttac - 300
aacgttacct ccatcttggt gagggaccag gatcagggat gicgcetactg gattcggaca 360
ttcgtaccaa gtictcgggce cggteagttt actctgggea acatgcacag gtatccccaa 420
gttcaatctt acaacgtgca ggtggegact accgactaca accaattcge tatggigttc 480
ttccgcaaaa caagcgagaa caageagtat tttaaaatca ctetgtacgg tagaactaag 540
gagctgagec ctgaacttaa ggageggttc accagatteg ctaagtcect gggactgaag 600
gatgataata taatcttttc cgtccccace gatcagtgta tcgataattc agettggtca 660
catccecagt tcgagaaagg aggeggtgga tecatgttte aggacgetga ggagaageee 720
agaacictgce acgatetgtg tcaggecity gagacgtctg tgcataaaat tgageitaaa 780
totgtcgaat gtaagaagac actccagege agegaagtit atgacttcgt gttcgeggat 840
ctgagaatcg tgtatcggga cggcaaccct titgotgtit gcaaggatitg ccttaggete 900
ctgtccaaaa ttagcgagta cecgecactat aactacicte tetacggtga tactetcgag 960
caaacactga agaagtgctt gaacgagatc ctgattagat geatcatitg tcaaaggcca 1020
cittgtccac aggagaagaa gaggcacgtg gacctgaata agegcttica taacatctct 1080
ggcagatgga caggecgatg cgetgtatgt tggegeccac ggagaaggea aacccaggty - 1140

tgacggaccg celcteccte co 1162
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<210> 67
<211> 1009
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 67
ctcgagacca tggagaccga cacgctctty ttgtgggtte tetigtigty ggtgeetggg 60

{ctacaggeg accaccacca tealcaccac clegttceta gaggeageca ggatagtace 120
cagaatctta tcccagceace atctitgetc acagtaccat tgcaaccega ctticggtct 180
gatcaatttc ggggacgctg gtacgtggtt ggactggeeg geaatgetgt acagaaaaaa 240
acagagggca gtttcaccat gtactcaaca afctatgagce tccaagagaa taatagttac 300
aacgttacct ccalcttggt gagggaccag gatcagggat gtegcetactg gaticggaca 360
ttcgtaccaa gtictcggge cggteagtit actctgggea acatgcacag gtatcceccaa 420
gttcaatctt acaacgtgca ggtggegact accgactaca accaatlcge tatggtgttc 480
tlccgcaaaa caagegagaa caageagtat ttaaaalca cleiglacgg tagaactaag 540
gagclgagec ctgaacttaa ggageggtic accagaticg ctaagtcect gggactgaag 600
gatgataata taatcttttc cgtccccace gatcagtgta tegataattc agetiggtca 660
catceccagt tegagaaagg aggeggtgga tecatgeggg ggaataaccee caceetgege 720
gagtacatic ttgacctgea cccagagcect acggatetgt ttigttacga acaactgtge 780
gactcclceg acgaggatga gatcgggetg gatggeccag acgggeagge acagectget 840
acagctaact actatatigt gacatgtige tacacatgeg gaacgacggt cagactgtge 900
attaatagca clgccacaga cgtgeggace ctgeagceaac tgetcatggg gacctgeact 960

attgtgtgtc citcatgtge gcageaatga cggaccgect cteccteee 1009
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<210> 68
<211> 319
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 68
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15 '

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30 '

Gly Ser Gln Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn Gin Asn Phe Gin Asp Asn Gln Phe GIn Gly Lys
50 55 60 '

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95 :

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser GIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140
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Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp GIn
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Ala
210 215 220

Lys Lys Val Glu Phe Lys Glu Pro Ala Cys Asn Val Thr Phe Lys Ser
225 230 235 240

Glu Ala Asn Glu Cys Thr Thr Leu lle Lys Cys Thr Thr Glu His Glu
245 250 255

Lys Leu lle lle Arg His Lys Asp Lys lle Gly Lys Tyr Ala Val Tyr
260 265 270

Ala lte Trp GIn Pro Gly Asp Thr Asn Asp Tyr Asn Val Thr Val Phe
275 280 285

GlIn Gly Glu Asn Arg Lys Thr Phe Met Tyr Lys Phe Pro Phe Tyr Glu
290 295 300

Met Cys Asp lle Thr Met Tyr Met Ser Lys GIn Tyr Lys Leu Trp
305 310 315

<210> 69
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<211>704
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 69
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15 :

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser Gln Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Asn Gin Phe Gin Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lie Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lie Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140
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Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Trp
210 215 220

Val Thr Val Tyr Tyr Gly Val Pro Val Trp Lys Glu Ala Thr Thr Thr
225 230 235 240

Leu Phe Cys Ala Ser Asp Ala Lys Ala Tyr Asp Thr Glu Val His Asn
245 250 255

Val Trp Ala Thr His Ala Cys Val Pro Thr Asp Pro Asn Pro GIn Glu
260 265 270

lle Val Leu Glu Asn Val Thr Glu Asn Phe Asn Met Trp Lys Asn Asn
275 280 285

Met Val Glu GIn Met His Glu Asp lle lle Ser Leu Trp Asp Gin Ser
290 295 300

Leu Lys Pro Cys Val Lys Leu Thr Pro Leu Cys Val Thr Leu His Cys
305 310 315 320

Thr Asn Leu Lys Asn Ala Thr Asn Thr Lys Ser Ser Asn Trp Lys Glu
325 330 335
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Met Asp Arg Gly Glu lle Lys Asn Cys Ser Phe Lys Val Thr Thr Ser
340 345 350

lle Arg Asn Lys Met GIn Lys Glu Tyr Ala Leu Phe Tyr Lys Leu Asp
355 360 365

Val Val Pro lle Asp Asn Asp Asn Thr Ser Tyr Lys Leu lle Asn Cys
370 375 380

Asn Thr Ser Val lle Thr GIn Ala Cys Pro Lys Val Ser Phe Glu Pro
385 390 395 400

lle Pro lle His Tyr Cys Ala Pro Ala Gly Phe Ala lle Leu Lys Cys
405 410 415

Asn Asp Lys Lys Phe Asn Gly Ser Gly Pro Cys Thr Asn Val Ser Thr
420 425 430

Val Gin Cys Thr His Gly lle Arg Pro Val Val Ser Thr GIn Leu Leu
435 440 445

Leu Asn Gly Ser Leu Ala Glu Glu Gly Val Val lle Arg Ser Glu Asn
450 455 460

Phe Thr Asp Asn Ala Lys Thr lle lle Val Gln Leu Lys Glu Ser Val
465 470 475 480

Glu lle Asn Cys Thr Arg Pro Asn Asn Asn Thr Arg Lys Ser lle Thr
485 490 495

lle Gly Pro Gly Arg Ala Phe Tyr Ala Thr Gly Asp lle lle Gly Asp
500 505 510
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lle Arg Gin Ala His Cys Asn lle Ser Gly Glu Lys Trp Asn Asn Thr
516 520 525

Leu Lys Gln lle Val Thr Lys Leu Gln Ala GIn Phe Gly Asn Lys Thr
530 535 540

lle Val Phe Lys Gin Ser Ser Gly Gly Asp Pro Glu lle Val Met His
545 550 555 560

Ser Phe Asn Cys Gly Gly Glu Phe Phe Tyr Cys Asn Ser Thr Gin Leu
565 570 575

Phe Asn Ser Thr Trp Asn Asn Thr lle Gly Pro Asn Asn Thr Asn Gly
580 585 590

Thrlle Thr Leu Pro Cys Arg lle Lys GIn Hle fle Asn Arg Trp Gin
595 600 605

Glu Val Gly Lys Ala Met Tyr Ala Pro Pro lle Arg Gly Gin ile Arg
610 615 620

Cys Ser Ser Asn lle Thr Gly Leu Leu Leu Thr Arg Asp Gly Gly Lys
625 630 635 640

Glu lle Ser Asn Thr Thr Glu lle Phe Arg Pro Gly Gly Gly Asp Met
645 650 655

Arg Asp Asn Trp Arg Ser Glu Leu Tyr Lys Tyr Lys Val Val Lys lle
660 665 670

Glu Pro Leu Gly Val Ala Pro Thr Lys Ala Lys Arg Arg Val Val GIn
675 680 685

GIn Gly Leu Asn Asp lle Phe Glu Ala Gin Lys lle Glu Trp His Glu
690 695 700
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<210>70

211> 723

<212> PRT

<213> Artificial Sequence

- <220>

<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 70
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

- G!y Ser Gln Asp Ser Thr Ser Asp Leu lie Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gln Gin Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu
118 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
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130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 165 160

Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Glvaeu Pro Glu Asn His lle Val Phe Pro Val Pro lie Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Trp
210 215 220

Val Thr Val Tyr Tyr Gly Val Pro Val Trp Lys Glu Ala Thr Thr Thr
225 230 235 240

Leu Phe Cys Ala Ser Asp Ala Lys Ala Tyr Glu Thr Glu Lys His Asn
245 250 255

Val Trp Ala Thr His Ala Cys Val Pro Thr Asp Pro Asn Pro Gln Glu
260 265 270

Val Val Leu Gly Asn Vai Thr Glu Asn Phe Asn Met Trp Lys Asn Asn
275 280 285

Met Val Glu Gin Met His Glu Asp lle lle Ser Leu Trp Asp Glu Ser
290 295 300

Leu Lys Pro Cys Val Lys Leu Thr Pro Leu Cys Val Thr Leu Asn Cys
305 310 315 320
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Thr Asp Glu Val Lys Thr Ser Tyr Ala Asn Lys Thr Ser Asn Glu Thr
325 330 335

Tyr Lys Thr Ser Asn Glu Thr Phe Gly Glu lle Lys Asn Cys Ser Phe
340 345 350

Ser Val Pro Thr Gly Ile Lys Asp Lys Val Gin Asn Val Tyr Ala Leu
355 360 365

Phe Tyr Lys Leu Asp Val lle Pro lle Asp Asp Asn Asn Asn Ser Ser
370 375 380

Lys Asn Asn Asn Gly Ser Tyr Ser Ser Tyr Arg Leu lle Asn Cys Asn
385 390 395 400

Thr Ser Val lle Thr GIn Ala Cys Pro Lys Val Ser Phe Glu Pro lle
405 410 415

Pro lle His Tyr Cys Ala Pro Ala Gly Phe Ala ile Leu Lys Cys Asn
420 425 430

Asn Lys Thr Phe Asn Gly Thr Gly Pro Cys Thr Asn Val Ser Thr Val
435 440 445

Gln Cys Thr His Gly lle Arg Pro Val Val Ser Thr Gin Leu Leu Leu
450 455 460

Asn Gly Ser Leu Ala Glu Glu Glu Val Val lle Arg Ser Glu Asn Phe
465 470 475 480

Thr Asn Asn Ala Lys Thr lle lle Val His Leu Lys Lys Ser Val Glu
485 490 495

lle Asn Cys Thr Arg Pro Gly Asn Asn Thr Arg Lys Ser lle His lle
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500 505 510

o Gly Pro Gly Arg Ala Phe Tyr Ala Thr Gly Asp lle lie Gly Asp lle
‘ 516 520 525

Arg Gln /la His Cys Asn Leu Ser Ser Val GiIn Trp Asn Asp Thr Leu
530 535 540

‘ Lys Gln lle Val lle Lys Leu Gly Glu Gin Phe Gly Thr Asn Lys Thr
545 550 555 560

lle Ala Phe Asn Gln Ser Ser Gly Gly Asp Pro Glu lle Val Met His
565 570 575

‘Ser Phe Asn Cys Gly Gly Glu Phe Phe Tyr Cys Asn Thr Thr Gin Leu
580 585 590

Phe Asn Ser Thr Trp Glu Phe His Gly Asn Trp Thr Arg Ser Asn Phe
595 600 - 605

‘Thr Glu Ser Asn Ser Thr Thr lle Thr Leu Pro Cys Arg lle Lys Gin
610 615 620

lie Val Ash Met Trp Gin Glu Val Gly Lys Ala Met Tyr Ala Pro Pro
625 . 630 635 640

lle Arg Gly Gln lle Arg Cys Ser Ser Asn lle Thr Gly Leu Leu Leu
645 650 655

Thr'Arg Asp Gly Gly Val Asn Gly Thr Arg Glu Thr Phe Arg Pro Gly
660 665 670

Gly Gly Asp Met Arg Asp Asn Trp Arg Ser Glu Leu Tyr Lys Tyr Lys
675 680 685
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" Val Val Lys lle Glu Pro Leu Gly Val Ala Pro Thr Lys Ala Lys Arg
690 695 700

Arg Val Val GIn Gly Leu Asn Asp lle Phe Glu Ala Gin Lys lle Glu
705 710 715 720

Trp His Glu

<210> 71

<211> 259

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 71
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 - 45

Lys Val Pro Leu Gin Gl Asn Phe Gln Asp Asn Gin Phe Gln Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95
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- Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Tip lle Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Ser
210 215 220

Lys Cys Arg Val Phe Asn Thr Thr Glu Arg Asp Glu Gln Gly Ser Lys
225 230 235 240

Val Asn Asp Phe Phe Gin Gin Thr Glu Asp Leu Tyr Asn Glu Met Lys
245 250 255

Trp Gln Lys
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<210> 72
<211> 259
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthefic
polypeptide”

<400> 72
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gin Gln Ash Phe Gin Asp Asn Gin Phe Gin Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala ile Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 80 95

“Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135. - 140
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Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys'lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Pro
210 215 220

Pro His Glu Leu Thr Glu Glu Glu Lys Gln Gn lle Leu His Ser Glu
225 230 235 240

Glu Phe Leu Ser Phe Phe Asp His Ser Thr Arg lle Val Glu Arg Ala
245 250 255

Leu Ser Glu

<210>73

<211> 259

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 73
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Fro
1 5 10 15
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Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gin GIn Asn Phe GlIn Asp Asn GIn Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80 '

Asp Pro GlIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

-Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190
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l.eu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lte Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Pro
210 215 220

Pro Pro Arg Cys lle Ser Thr Asn Lys Cys Thr Ala Pro Glu Val Glu
225 230 235 240

Asn Ala lle Arg Val Pro Gly Asn Arg Ser Phe Phe Ser Leu Thr Glu
245 250 255

lle Val Arg

<210>74

<211> 259

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 74
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1. 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser Gln Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pio Leu Ser
35 40 45

Lys Val Pro Leu GIn Gin Asn Phe GIn Asp Asn GIn Phe Gin Gly Lys
50 - 55 60
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Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lie Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gln Lys Met Tyr Ala Thr lie Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lie Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 - 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Thr
210 215 220

Glu Arg Asp Glu Gin Gly Ser Lys lle Asn Asp Phe Phe Leu Arg Ser
225 230 235 240

Glu Asp Leu Phe Asn Glu Met Asn Trp Gln Lys Lys Leu Arg Ala Gin
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245 250 265

Pro Val Leu

<210>75

<211> 259

<212> PRT

<213> Artificial Sequence

<220>-

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 75
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GlIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn Gin Asn Phe Gin Asp Asn Gin Phe GIn Gly Lys
50 55 60

- Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110
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Trp lle Arg Thr Phe Val Pro Gly Ser GIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Leu
210 215 220

Thr Glu Glu Thr Lys His Arg Leu Phe Thr Thr Thr Glu GIn Asp Glu
225 230 235 240

GlIn Gly Ser Lys Val Ser Asp Phe Phe Asp GIn Ser Ser Phe Leu His
245 250 255

Asn Glu Met

<210> 76

<211> 259

<212> PRT

<213> Artificial Sequence

<220>
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<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 76
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gln Gin Asn Phe GIn Asp Asn Gln Phe GIn Gly Lys
5 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lie Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser Gin Asn Arg Glu Tyr Phe Lys ile Thr Leu Tyr Gly Arg Thr Lys
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165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gly
210 215 220

Ala Gln Pro Pro Phe Asp Ala Gin Ser Pro Leu Asp Ser Gin Pro Gln
225 230 235 240

Pro Ser Gly Gin Pro Trp Asn Phe His Ala Ser Thr Ser Trp Tyr Trp
245 250 255

Arg Gln Ser

<210> 77

<211> 488

<212> PRT

<213> Attificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 77
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30
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Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe Gln Asp Asn Gin Phe Gin Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser Gin Ash Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lie Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Met
210 215 220
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Glu Arg Pro Gin Pro Asp Ser Met Pro GIn Asp Leu Ser Glu Ala Leu
225 230 235 240

Lys Glu Ala Thr Lys Glu Val His Thr Gin Ala Glu Asn Ala Glu Phe
245 250 255

Met Arg Asn Phe Gin Lys Gly Gin Val Thr Arg Asp Gly Phe Lys Leu
260 265 270

Val Met Ala Ser Leu Tyr His lle Tyr Val Ala Leu Glu Glu Glu lle
275 280 285

Glu Arg Asn Lys Glu Ser Pro Val Phe Ala Pro Val Tyr Phe Pro Glu -
290 295 300

Glu Leu His Arg Lys Ala Ala Leu Glu Gln Asp Leu Ala Phe Trp Tyr
305 310 315 320 '

Gly Pro Arg Trp GIn Glu Val lle Pro Tyr Thr Pro Ala Met Gln Arg
325 330 335 '

Tyr Val Lys Arg Leu His Glu Val Gly Arg Thr Glu Pro Glu Leu Leu
340 345 - 350

Val Ala His Ala Tyr Thr Arg Tyr Leu Gly Asp Leu Ser Gly Gly Gin
355 360 365 :

Val Leu Lys Lys lle Ala Gln Lys Ala Leu Asp Leu Pro Ser Ser Gly
370 375 380

Glu Gly Leu Ala Phe Phe Thr Phe Pro Asn lle Ala Ser Ala Thr Lys
385 390 395 400
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Phe Lys GIn Leu Tyr Arg Ser Arg Met Asn Ser Leu Glu Met Thr Pro
405 410 415

Ala Val Arg Gln Arg Val lle Glu Glu Ala Lys Thr Ala Phe Leu Leu
420 425 430

Asn lle Gin Leu Phe Glu Glu Leu GIn Glu Leu Leu Thr His Asp Thr
435 440 445

Lys Asp GIn Ser Pro Ser Arg Ala Pro Gly Leu Arg Gin Arg Ala Ser
450 455 460 '

Asn Lys Val Gin Asp Ser Ala Pro Val Glu Thr Pro Arg Gly Lys Pro
465 470 475 480

Pro Leu Asn Thr Arg Ser GIn Ala
485

<210>78

<211> 488

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 78
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15 :

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45
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Lys Val Pro Leu GIn Gln Asn Phe GIn Asp Asn Gin Phe Gln Gly Lys
50 55 60 | '

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Met
210 215 220

Glu Arg Pro Gin Pro Asp Ser Met Pro Gin Asp Leu Ser Glu Ala Leu
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225 230 235 240

Lys Glu Ala Thr Lys Glu Val His lle GIn Ala Glu Asn Ala Glu Phe
245 250 255

Met Lys Asn Phe GIn Lys Gly Gin Val Ser Arg Glu Gly Phe Lys Leu
260 265 270

Val Met Ala Ser Leu Tyr His lle Tyr Thr Ala Leu Glu Glu Glu lle
275 280 285

Glu Arg Asn Lys GIn Asn Pro Val Tyr Ala Pro Leu Tyr Phe Pro Glu
290 295 300

Glu Leu His Arg Arg Ala Ala Leu Glu GIn Asp Met Ala Phe Trp Tyr
305 310 315 320

Gly Pro His Trp Gln Glu lle lle Pro Cys Thr Pro Ala Thr GIn His
325 330 335

Tyr Val Lys Arg Leu His Glu Val Gly Arg Thr His Pro Glu Leu Leu
340 345 350

Val Ala His Ala Tyr Thr Arg Tyr Leu Gly Asp Leu Ser Gly Gly Gin
355 360 365

Val Leu Lys Lys lle Ala GIn Lys Ala Met Ala Leu Pro Ser Ser Gly
370 375 380

Glu Gly Leu Ala Phe Phe Thr Phe Pro Asn lle Asp Ser Pro Thr Lys
385 . 390 395 400

Phe Lys GIn Leu Tyr Arg Ala Arg Met Asn Thr Leu Glu Met Thr Pro
405 410 415 ,
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Glu Val Lys His Arg Val Thr Glu Glu Ala Lys Thr Ala Phe Leu Leu
420 425 430

Asn lle Glu Leu Phe Glu Glu Leu GiIn Val Met Leu Thr Glu Glu His
435 440 445

Lys Asp Gln Ser Pro Ser GIn Met Ala Ser Leu Arg GlIn Arg Pro Ala
450 455 460

Ser Leu Val GIn Asp Thr Ala Pro Ala Glu Thr Pro Arg Gly Lys Pro
465 470 475 480

Gln lle Ser Thr Ser Ser Ser Gin
485

<210>79

<211> 489

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide" -

<400> 79
Met Pro Leu Gly Leu Leu Trp Leu Gly Leu Ala Leu Leu Gly Ala Leu
1 5 10 15

His Ala Gin Ala GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro
20 25 30

Leu Ser Lys Val Pro Leu GIn Gin Asn Phe Gln Asp Asn Gln Phe Gin
35 40 45

Gly Lys Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu
50 55 60
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Asp Lys Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu
65 70 75 80

Asp Lys Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys
85 90 95

Asp Tyr Trp ile Arg Thr Phe Val Pro Gly Ser GIn Pro Gly Glu Phe
100 105 110

Thr Leu Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val
115 120 125

Arg Val Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys
130 135 140

Lys Val Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg
145 150 155 160 ‘

Thr Lys Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser
165 170 175

Lys Ser Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle
180 185 190

Asp GIn Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly
195 200 205

Gly Gly Met Glu Arg Pro Gin Pro Asp Ser Met Pro Gin Asp Leu Ser
210 215 220

Glu Ala Leu Lys Glu Ala Thr Lys Glu Val His Thr Gin Ala Glu Asn
225 230 235 240
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Ala Glu Phe Met Arg Asn Phe Gin Lys Gly GIn Val Thr Arg Asp Gly
245 250 255

Phe Lys Leu Val Met Ala Ser Leu Tyr His lle Tyr Val Ala Leu Glu
260 265 270

Glu Glu lle Glu Arg Asn Lys Glu Ser Pro Val Phe Ala Pro Val Tyr
275 280 285

Phe Pro Glu Glu Leu His Arg Lys Ala Ala Leu Glu GIn Asp Leu Ala
290 295 300

Phe Trp Tyr Gly Pro Arg Trp Gln Glu Val lle Pro Tyr Thr Pro Ala
305 310 315 320

Met GIn Arg Tyr Val Lys Arg Leu His Glu Val Gly Arg Thr Glu Pro
325 330 335

Glu Leu Leu Val Ala His Ala Tyr Thr Arg Tyr Leu Gly Asp Leu Ser
340 345 350

Gly Gly GIn Val Leu Lys Lys lle Ala GIn Lys Ala Leu Asp Leu Pro
355 360 365

Ser Ser Gly Glu Gly Leu Ala Phe Phe Thr Phe Pro Asn lle Ala Ser
370 375 380

Ala Thr Lys Phe Lys Gin Leu Tyr Arg Ser Arg Met Asn Ser Leu Glu
385 . 390 395 400

Met Thr Pro Ala Val Arg Gin Arg Val lle Glu Glu Ala Lys Thr Ala
405 410 415

Phe Leu Leu Asn lle Gin Leu Phe Glu Glu Leu Gin Glu Leu Leu Thr
420 425 430
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His Asp Thr Lys Asp GIn Ser Pro Ser Arg Ala Pro Gly Leu Arg Gin
435 440 445

Arg Ala Ser Asn Lys Val GIn Asp Ser Ala Pro Val Glu Thr Pro Arg
450 455 460

Gly Lys Pro Pro Leu Asn Thr Arg Ser Gin Ala Gly Gly Leu Val Pro
465 470 475 480

Arg Gly Ser His His His His His His
485

<210> 80

- <211> 387

<212> PRT

<213> Artificial Sequence

<220>

<221> source _

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide” ‘

<400> 80
Met Pro Leu Gly Leu Leu Trp Leu Gly Leu Ala Leu Leu Gly Ala Leu
1 5 10 15

His Ala GIn Ala Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro
20 25 30

Leu Ser Lys Val Pro Leu GiIn Gin Asn Phe Gln Asp Asn Gin Phe Gin
35 40 45

Gly Lys Trp Tyr Val Val Gly Leu Ala Gly Asn Ala ile Leu Arg Glu
50 55 60

Asp Lys Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu
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65 70 75 80

Asp Lys Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys
85 90 95

Asp Tyr Trp lle Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe
100 105 110

Thr Leu Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val
115 120 125

Arg Val Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys
130 135 140

Lys Val Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg
145 150 155 160

Thr Lys Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser
165 170 175

Lys Ser Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle
180 185 190

Asp GIn Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly
185 200 205

Gly Gly Pro Pro Lys Met Asn Pro Val Val Glu Pro Leu Ser Trp Met
210 215 220

Leu Gly Thr Trp Leu Ser Asp Pro Pro Gly Ala Gly Thr Tyr Pro Thr
225 230 235 240

Leu Gln Pro Phe Gin Tyr Leu Giu Glu Val His lle Ser His Val Gly
245 250 255
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GIn Pro Met Leu Asn Phe Ser Phe Asn Ser Phe His Pro Asp Thr Arg
260 265 270

Lys Pro Met His Arg Glu Cys Gly Phe lle Arg Leu Lys Pro Asp Thr
275 280 285

Asn Lys Val Ala Phe Val Ser Ala GIn Asn Thr Gly Val Val Glu Val
290 295 300

Glu Glu Gly Glu Val Asn Gly Gin Glu Leu Cys lle Ala Ser His Ser
305 310 315 320

lle Ala Arg lle Ser Phe Ala Lys Giu Pro His Val Glu Gin lle Thr
325 330 335

Arg Lys Phe Arg Leu Asn Ser Glu Gly Lys Leu Glu Gin Thr Val Ser
340 345 350

Met Ala Thr Thr Thr GIn Pro Met Thr Gin His Leu His Val Thr Tyr
355 360 365

Lys Lys Val Thr Pro Gly Gly Leu Val Pro Arg Gly Ser His His His
370 375 380

His His His
385

<210> 81

<211> 295

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”
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<400> 81
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GlIn GiIn Asn Phe GIn Asp Asn GIn Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser GIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lie Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Page 116



44189-701 602_SL.TXT
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lie Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gly
210 215 220

Arg Ser Ala Gly Ala His Ala Gly Trp Glu Thr Pro Glu Gly Cys Glu
225 230 235 240

GIn Val Leu Thr Gly Lys Arg Leu Met GIn Cys Leu Pro Asn Pro Glu
245 250 255

Asp Val Lys Met Ala Leu Glu Val Tyr Lys Leu Ser Leu Glu lle Glu
260 265 270

GIn Leu Glu Leu GIn Arg Asp Ser Ala Arg Gln Ser Thr Leu Asp Lys
275 280 285

Glu Leu Val Pro Arg Gly Ser
290 295

- <210> 82

<211> 522

<212> PRT

<213> Avrtificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<220>
<221> MOD_RES
<222> (490)..(490)
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<223> Any amino acid

<400> 82
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn Gln Asn Phe Gln Asp Asn Gln Phe Gin Gly Lys
50 55 60 o

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu
115 120 125 ' '

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175
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Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gly
210 215 220

lle lle GIn Val Asn Lys Thr Val Lys Glu Val Ala Val Leu Ser Cys
225 230 235 240

Asp Tyr Asn lle Ser Thr Thr Glu Leu Met Lys Val Arg fle Tyr Trp
245 250 255

Gin Lys Asp Asp Glu Val Val Leu Ala Val Thr Ser Gly GIn Thr Lys
260 265 270

Val Trp Ser Lys Tyr Glu Asn Arg Thr Phe Ala Asp Phe Thr Asn Asn
275 280 285

Leu Ser lle Val lle Met Ala Leu Arg Leu Ser Asp Asn Gly Lys Tyr
290 295 300

Thr Cys lie Val GIn Lys Thr Glu Lys Arg Ser Tyr Lys Val Lys His
305 310 315 320

Met Thr Ser Val Met Leu Leu Val Arg Ala Asp Phe Pro Val Pro Ser
325 330 335

lle Thr Asp Leu Gly Asn Pro Ser His Asp lle Lys Arg lle Met Cys
340 345 350

Ser Thr Ser Gly Gly Phe Pro Lys Pro His Leu Ser Trp Trp Glu Asn
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355 360 365

Glu Glu Glu Leu Asn Ala Ala Asn Thr Thr Val Ser GIn Asp Pro Asp
370 375 380

Thr Glu Leu Tyr Thr lle Ser Ser Glu Leu Asp Phe Asn lle Thr Ser
385 390 395 400

Asn His Ser Phe Val Cys Leu Vai Lys Tyr Gly Asp Leu Thr Val Ser
405 410 415

GIn lle Phe Asn Trp Gin Lys Ser Val Glu Pro His Pro Pro Asn Asn
420 425 430

Ser Ala Trp Ser His Pro GIn Phe Glu Lys Gly Gly Ser Leu Val Pro
435 440 445

Arg Gly Ser Gly Ser Ala Gly Ala His Ala Gly Trp Glu Thr Pro Glu
450 455 460

Gly Cys Glu Gin Val Leu Thr Gly Lys Arg Leu Met Gin Cys Leu Pro
4685 470 475 480

Asn Pro Glu Asp Val Lys Met Ala Leu Xaa Val Tyr Lys Leu Ser Leu
485 490 495

Glu lle Glu Gin Leu Glu Leu GIn Arg Asp Ser Ala Arg GIn Ser Thr
500 505 510

Leu Asp Lys Glu Leu Val Pro Arg Gly Ser
515 520

<210> 83
<211> 279
<212> PRT
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<213> Avrtificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthelic
polypeptide"

<400> 83
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gin GIn Asn Phe Gin Asp Asn GIn Fhe Gin Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160
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Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gly
210 215 220

Arg Asn Leu Val Thr Ala Phe Ser Asn Met Asp Asp Met Leu Glin Lys
225 230 235 240

Ala His Leu Val lle Glu Gly Thr Phe lle Tyr Leu Arg Asp Ser Thr
245 250 255

Glu Phe Phe lle Arg Val Arg Asp Gly Trp Lys Lys Leu GIn Leu Gly
260 265 270

Glu Leu lle Pro lle Pro Ala
275

<210> 84

<211> 506

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 84
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
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1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser Gln Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gln GIn Asn Phe Gin Asp Aén GIn Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 10

Trp lle Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 165 160

Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190
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Leu Gly Leu Pro Glu Asn His ile Val Phe Pro Val Pro lle Asp Gln
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gly
210 215 220

lle lle GIn Val Asn Lys Thr Val Lys Glu Val Ala Val Leu Ser Cys
225 230 235 240

Asp Tyr Asn lle Ser Thr Thr Glu Leu Met Lys Val Arg lle Tyr Trp
245 250 255

Gin Lys Asp Asp Glu Val Val L.eu Ala Val Thr Ser Gly GIn Thr Lys
260 265 270

Val Trp Ser Lys Tyr Glu Asn Arg Thr Phe Ala Asp Phe Thr Asn Asn
275 280 285

Leu Ser ile Val lle Met Ala Leu Arg Leu Ser Asp Asn Gly Lys Tyr
290 295 300

Thr Cys lie Val GIn Lys Thr Glu Lys Arg Ser Tyr Lys Val Lys His
305 310 315 320

Met Thr Ser Val Met Leu Leu Val Arg Ala Asp Phe Pro Val Pro Ser
325 330 335

lle Thr Asp Leu Gly Asn Pro Ser His Asp lle Lys Arg lle Met Cys
340 345 350

Ser Thr Ser Gly Gly Phe Pro Lys Pro His Leu Ser Trp Trp Glu Asn
355 360 365

Glu Glu Glu Leu Asn Ala Ala Asn Thr Thr Val Ser Gin Asp Pro Asp
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370 375 380

Thr Glu Leu Tyr Thr lle Ser Ser Glu Leu Asp Phe Asn lle Thr Ser
385 390 395 400

Asn His Ser Phe Val Cys Leu Val Lys Tyr Gly Asp Leu Thr Val Ser
405 410 415

Gin lle Phe Asn Trp Gin Lys Ser Val Glu Pro His Pro Pro Asn Asn
420 425 430

Ser Ala Trp Ser His Pro Gin Phe Glu Lys Gly Gly Ser Leu Val Pro
435 440 445

Arg Gly Ser Gly Asn Leu Val Thr Ala Phe Ser Asn Met Asp Asp Met
450 455 460

Leu GIn Lys Ala His Leu Val lle Glu Gly Thr Phe fle Tyr Leu Arg
465 470 475 480

Asp Ser Thr Glu Phe Phe lie Arg Val Arg Asp Gly Trp Lys Lys Leu
485 490 495

Gin Leu Gly Glu Leu lle Pro lle Pro Ala
500 505

<210> 85

<211> 278

<212> PRT

<213> Attificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 85
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Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn Gin Asn Phe Gln Asp Asn Gin Phe Gin Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lie Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 - 185 190
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Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Gly
210 215 220

Arg Ser Ser Asn Ala Lys Trp Asp GIn Trp Ser Ser Asp Trp Gin Thr
225 230 235 240

Trp Asn Ala Lys Trp Asp Gin Trp Ser Asn Asp Trp Asn Ala Trp Arg
245 250 255

Ser Asp Trp Gln Ala Trp Lys Asp Asp Trp Ala Arg Trp Asn Gln Arg
260 265 270

Trp Asp Asn Trp Ala Thr
275

<210> 86

<211> 302

<212> PRT

<213> Artificial Sequence

<220>

<221> source ,

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 86
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
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35 40 45

Lys Val Pro Leu Gin GIn Asn Phe GIn Asp Asn Gin Phe Gln Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr Hle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 106 110

Trp lle Arg Thr Phe Val Pro Gly Ser GIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 ‘ 140

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GlIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Cys
210 215 220
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Tyr Asn Ser Thr Gly Val Asp Tyr Arg Gly Thr Val Ser Val Thr Lys
225 230 235 240

Ser Gly Arg Gin Cys GIn Pro Trp Asn Ser Gin Tyr Pro His Thr His
245 250 255

Thr Phe Thr Ala Leu Arg Phe Pro Glu Leu Asn Gly Gly His Ser Tyr
260 265 270

Cys Arg Asn Pro Gly Asn Gin Lys Glu Ala Pro Trp Cys Phe Thr Leu
275 280 285

Asp Glu Asn Phe Lys Ser Asp Leu Cys .Asp lie Pro Ala Cys.
290 295 300

<210> 87

<211> 343

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 87
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu ile Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn Gin Asn Phe GIn Asp Asn Gin Phe Gin Gly Lys
50 55 60
Page 129



44189-701 602_SL.TXT

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Met
210 215 220

His Val Ala Gin Pro Ala Val Val Leu Ala Ser Ser Arg Gly Val Ala
225 230 235 240
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Ser Phe Val Cys Glu Tyr Gly Ser Ser Gly Asn Ala Ala Glu Val Arg
245 250 255

Val Thr Val Leu Arg Gin Ala Gly Ser GIn Met Thr Glu Val Cys Ala
260 265 270

Ala Thr Tyr Thr Val Glu Asp Glu Leu Ala Phe Leu Asp Asp Ser Thr
275 280 285

Cys Thr Gly Thr Ser Ser Gly Asn Lys Val Asn LLeu Thr lle Gin Gly
290 295 300

Leu Arg Ala Met Asp Thr Gly Leu Tyr lle Cys Lys Val Glu Leu Met
305 310 315 320

Tyr Pro Pro Pro Tyr Tyr Val Gly Met Gly Asn Gly Thr Gin lle Tyr
325 330. 335

Val lle Asp Pro Glu Pro Cys
340

<210> 88

<211>788

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 88
ctcgagacca tggagacaga cacactcctg ctatgggtac tgctgetctg ggticcaggt 60

tccactggtg actacaagga cgagceatcac catcatcace atggtggaag cecaggactce 120
acctcagacc tgatcccage cecacctety agcaaggtee cictgeagea gaacticcag 180

gacaaccaat tccaggggaa gtggtatglyg gtaggecetgg cagggaatge aatictcaga 240
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gaagacaaag acccgcaaaa gatgtatgee accatctatg agetgaaaga agacaagage 300
tacaatgtca cctcegtect gtttaggaaa aagaagtgtg actactggat caggactttt 360
gttccaggtt gccagecegg cgagttcacg ctgggeaaca ttaagagtta ceetggatta 420
acgagttacc tegtccgagt ggtgagcace aactacaacc agcatgctat ggtgttcttc 480
aagaaagttt ctcaaaacag ggagtacttc aagatcaccc tctacgggag aaccaaggag 540
ctgacttcgg aactaaagga gaacttcatc cgctictcca aatctctggg cetecctgaa 600
aaccacatcg tcticcctgt cccaategac cagtgtatcg acggeggagg tagecgaaaac 660
clgtattttc agggaggcga ctgectgeee cacctgagga ggtgecaggge cgacaacgac 720
tgctgeggea ggaggtygcag gaggaggggce accaacgeeq agaggaggtg caggtaaget 780
aaggatcc 788
<210> 89
<211> 20
<212> PRT
<213> Mus musculus
<400> 89

Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly
20

<210> 90

<211> 60

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 90
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atggagacag acacactcct getatgggta ctgetgetet gggticcagg ticcactgat

<210> 91

<211>5

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 91
Asp Tyr Lys Asp Glu
1 5

<210> 92

<211> 15

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 92
gactacaagg acgag 15

<210> 93

<211>6

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
GxHis tag

<400> 93
His His His His His His
1 5

<210> 94
<211>18
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<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 94
catcatcatc atcalcat 18

<210> 95

<211>6

<212> PRT

<213> Tobacco etch virus

<400> 95
Glu Asn Leu Tyr Phe GIn
1 5

<210> 96

<211> 18

<212>DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide '

<400> 96
gagaatttat attttcag 18

<210> 97

211> 6

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 97
ggatce 6
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<210> 98

211> 6

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
peptide"

<400> 98
Arg Ala Arg Tyr Lys Arg
1 5

<210> 99

<211>8

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 99
Arg Ala Arg Tyr Lys Arg Gly Ser
1 5

<210> 100

<211> 24

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 100
cgggeceggt ataaacgggg atee 24

<210> 101
<211> 4
<212> PRT
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<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
peptide”

<400> 101
Cys lle Asp Gly
1

<210> 102
<211> 198
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<220>

<221> misc_feature

<222> (96)..(195)

<223> Inote="Disulfide bond between residues"

<400> 102
Met Pro Leu Gly Leu Leu Trp Leu Gly Leu Ala Leu Leu Gly Ala Leu
1 5 10 15

His Ala Gin Ala Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro
20 25 30

Leu Ser Lys Val Pro Leu GIn Gln Asn Phe GIn Asp Asn Gin Phe Gin
35 40 45

Gly Lys Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu
50 55 60

Asp Lys Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu
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65 70 75 80

Asp Lys Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys
85 90 95

Asp Tyr Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe
100 105 110

Thr Leu Gly Asn lie Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val
115 120 125

Arg Val Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys
130 135 140

Lys Val Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg
145 150 155 160

Thr Lys. Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser
165 170 175

Lys Ser Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle
180 185 190

Asp GIn Cys lle Asp Gly
195

<210> 103

<211> 21

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
oligonucleotide"

<400> 103
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aacctgtatt ttcagggagg ¢ 21

<210> 104

<211> 25

<212> DNA

<213> Attificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
oligonucleotide”

<400> 104
gctaaggate ccggaccegec fetce 25

<210> 105
<211> 287
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 105
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser’GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GlIn GIn Asn Phe GIn Asp Asn GIn Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80
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Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser Gin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Asp
210 215 220

Thr Cys Gly Ser Gly Tyr Asn Val Asp GIn Arg Arg Thr Ash Ser Gly
225 230 235 240

Cys Lys Ala Gly Asn Gly Asp Arg His Phe Cys Gly Cys Asp Arg Thr
245 250 255
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Gly Val Val Glu Cys Lys Gly Gly Lys Trp Thr Glu Val Gln Asp Cys
260 265 270

Gly Ser Ser Ser Cys Lys Gly Thr Ser Asn Gly Gly Ala Thr Cys
275 280 285

<210> 106

<211> 281

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 106
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
(I 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe Gln Asp Asn Gin Phe Gln Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala ile Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GlIn Lys Met Tyr Ala Thr ile Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110
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Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
- 145 150 155 160

Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

l.eu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lie Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Asp
210 215 220

Gin Asn Cys Asp lle Gly Asn lle Thr Ser Gin Cys Gin Met GIn His
225 230 235 240

Lys Asn Cys Glu Asp Ala Asn Gly Cys Asp Thr ile lle Glu Glu Cys
245 250 255

Lys Thr Ser Met Val Glu Arg Cys GIn Asn Gin Glu Phe Glu Ser Ala
260 265 270

Ala Gly Ser Thr Thr Leu Gly Pro GIn
275 280

<210> 107
Page 141



44189-701 602_SL.TXT
<211> 245
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 107
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gin GIn Asn Phe GIn Asp Asn Gin Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr fle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys GlIn Pro Gly Glu Phe Thr Leu
115 120 125 ’

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140
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“Val Ser Thr Asn Tyr Asn GIn His Aia Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Gly
210 215 220

His Ala Cys Tyr Arg Asn Cys Trp Arg Glu Gly Asn Asp Glu Glu Thr
225 230 235 240

Cys Lys Glu Arg Cys
245

<210> 108
<211> 258
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence; Synthelic
polypeptide"

<400> 108
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30
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Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Asn Gin Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Glu
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210 215 220

Cys Arg Tyr Leu Phe Gly Gly Cys Lys Thr Thr Ser Asp Cys Cys Lys
225 230 235 240

His Leu Gly Cys Lys Phe Arg Asp Lys Tyr Cys Ala Trp Asp Phe Thr
245 250 255

Phe Ser

<210> 109
<211> 259
<212> PRT
<213> Attificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 109
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gin Gin Asn Phe Gln Asp Asn GIn Phe Gln Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80
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Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

Giy Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190 ‘

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Glu
210 215 220

lie Ser Cys Glu Pro Gly Lys Thr Phe Lys Asp Lys Cys Asn Thr Cys
225 230 235 240

Arg Cys Gly Ala Asp Gly Lys Ser Ala Ala Cys Thr Leu Lys Ala Cys
245 250 255

Pro Asn Gin
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<210> 110
<211> 260
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inole="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 110
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro

1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
' 20 25 30

Gly Ser Gln Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val-Pro Leu Gin GIn Asn Phe Gin Asp Asn GIn Phe GIn Gly Lys
50 - 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
- 85 . 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Sér Tyr Leu Val Arg Val
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130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190 :

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205 ’

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Val
210 215 - 220

Cys Arg Asp Trp Phe Lys Glu Thr Ala Cys Arg His Ala Lys Ser Leu
225 230 235 240

Gly Asn Cys Arg Thr Ser Gln Lys Tyr Arg Ala Asn Cys Ala Lys Thr
245 250 255

Cys Glu Leu Cys
260

<210> 111

<211> 269

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 111
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Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe Gin Asp Asn GIn Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr' Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lie Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190
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Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Val
210 215 220

Ser lle Thr Lys Cys Ser Ser Asp Met Asn Gly Tyr Cys Leu His Gly
225 230 235 240

Gin Cys lle Tyr Leu Val Asp Met Ser GIn Asn Tyr Cys Arg Cys Glu
245 250 255

Val Gly Tyr Thr Gly Val Arg Cys Glu His Phe Phe Leu
260 265

<210> 112
<211> 253
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 112
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GlIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gin Gin Asn Phe Gin Asp Asn Gin Phe Gin Gly Lys
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50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle L.eu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 . 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gly
210 215 220

lle Pro Cys Gly Glu Ser Cys Val Trp lle Pro Cys lle Ser A!é Ala
225 230 235 240
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Leu Gly Cys Ser Cys Lys Asn Lys Val Cys Tyr Arg Asn
245 250

<210> 113
<211> 277
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 113
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GlIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gin GIn Asn Phe Gin Asp Asn GIn Phe Gln Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lie Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125
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Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser Gln Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His ile Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gin
210 215 220

Asp Lys Cys Lys Lys Val Tyr Glu Asn Tyr Pro Val Ser Lys Cys Gin
225 - 230 235 240

Leu Ala Asn GIn Cys Asn Tyr Asp Cys Lys Leu Asp Lys His Ala Arg
245 250 255

Ser Gly Glu Cys Phe Tyr Asp Glu Lys Arg Asn Leu GIn Cys lle Cys
260 265 270

Asp Tyr Cys Glu Tyr
275

<210> 114
<211> 259
<212> PRT
<213> Artificial Sequence
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<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 114
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lyé Asp Glu His His His His His His Gly
20 25 30

Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gin Gin Asn Phe Gin Asp Asn Gin Phe Gin Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gln Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160
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Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly Met
210 215 . 220

Cys Met Pro Cys Phe Thr Thr Asp His GIn Met Ala Arg Lys Cys Asp
225 230 235 240

Asp Cys Cys Gly Gly Lys Gly Arg Gly Lys Cys Tyr Gly Pro Gin Cys
245 250 255

Leu Cys Arg

<210> 115

<211>7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
peptide"

<400> 115
Arg Ala Arg Tyr Lys Arg Ser

1 5

<210> 116
<211> 266
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<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 116
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 . 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe Gln Asp Asn Gln Phe Gin Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
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145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gln
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Ser Asp Cys
210 215 220

Lys Tyr Lys Phe Glu Asn Trp Gly Ala Cys Asp Gly Gly Thr Gly Thr
225 230 235 240

Lys Val Arg GIn Gly Thr Leu Lys Lys Ala Arg Tyr Asn Ala Gin Cys
245 250 255

Gin Glu Thr lle Arg Val Thr Lys Pro Cys
260 265

<210> 117
<211> 250
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 117
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15
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Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gin GIn Asn Phe Gin Asp Asn Gln Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205
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Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Ser
210 215 220

Ala lle Ser Cys Gly Glu Thr Cys Phe Lys Phe Lys Cys Tyr Thr Pro
225 230 235 240

Arg Cys Ser Cys Ser Tyr Pro Val Cys Lys
245 250

<210> 118
<211> 234
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 118
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser Gin Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gin Gln Asn Phe Gln Asp Asn Gin Phe Gln Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro Gin Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
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85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GlIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

SerGin Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Val
210 215 220 :

Cys Cys Gly Tyr Lys Leu Cys His Pro Cys
225 230

<210> 119
<211> 236
<212> PRT
<213> Artificial Sequence

<220>
<221> source
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<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 119
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

- Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu GIn GIn Asn Phe GIn Asp Asn Gin Phe GIn Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lie Leu Arg Glu Asp Lys
65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175
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Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Asn
210 215 220

Gly Val Cys Cys Gly Tyr Lys Leu Cys His Pro Cys
225 230 235

<210> 120
<211> 262
<212> PRT
<213> Attificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 120
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly
20 25 30

Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser
35 40 45

Lys Val Pro Leu Gln Gin Asn Phe GIn Asp Asn GIn Phe Gin Gly Lys
50 55 60

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lle Leu Arg Glu Asp Lys
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65 70 75 80

Asp Pro GIn Lys Met Tyr Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys
85 90 95

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr
100 105 110

Trp lle Arg Thr Phe Val Pro Gly Cys GIn Pro Gly Glu Phe Thr Leu
115 120 125

Gly Asn lle Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val
130 135 140

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val
145 150 155 160

Ser GIn Asn Arg Glu Tyr Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys
165 170 175

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe lle Arg Phe Ser Lys Ser
180 185 190

Leu Gly Leu Pro Glu Asn His lle Val Phe Pro Val Pro lle Asp Gin
195 200 205

Cys lle Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe GIn Gly Gly GIn
210 215 220

Gln His Ala Asp Pro lle Cys Asn Lys Pro Cys Lys Thr His Asp Asp
225 230 235 240

Cys Ser Gly Ala Trp Phe Cys Gin Ala Cys Trp Asn Ser Ala Arg Thr
245 250 255
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Cys Gly Pro Tyr Val Gly
260

<210> 121

<211> 185

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide” ‘

<400> 121
cctgatectg ctagegggtc tcaaggtgga tecatgtgea tgeegtgett caccaccgat 60

aacgaaatgg cggcgaactg cgatcgetge tgeggtggee gtggecgtgg cegetgetat 120
ggeccgeagt geetgtgeeg ctaatgegge cgetagtgag accgettgea tggetagtac 180

ctacg 185

<210> 122

<211> 185

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 122
cctgatectg ctagegggte tcaaggtgga tecatgtgea tgeegtgett caccaccgat 60

aacgatatgg cggatgaatg cgatcgetge tgcggtggee gtggeegtgg cegetgetat 120
ggcecgeagt gectgtgeeg ctaatgegge cgetagtgag accgettgea tggetagtac 180
ctacg 185

<210> 123
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<211> 36
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide”

<220>

<221> MOD_RES
<222> (21)..(27)
<223> Any amino acid

<220>

<221> MOD_RES
<222> (29)..(32)
<223> Any amino acid

<220>
<221>MOD_RES
<222> (34)..(34)
<223> Any amino acid

<220>

<221> MOD_RES
<222> (36)..(36)
<223> Any amino acid

<400> 123
Met Cys Met Pro Cys Phe Thr Thr Asp Asn Glu Met Ala Ala Asn Cys
1 5 10 15

Asp Arg Cys Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa
20 25 30

* Cys Xaa Cys Xaa
35

<210> 124
<211> 36
<212> PRT
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<213> Artificial Sequence

<220>

<221> source :

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<220>

<221> MOD_RES
<222> (21)..(27)
<223> Any amino acid

<220>

<221> MOD_RES
<222> (29)..(32)
<223> Any amino acid

<220>

<221> MOD_RES
<222> (34)..(34)
<223> Any amino acid

<220>

<221> MOD_RES
<222> (36)..(36)
<223> Any amino acid

<400> 124
Met Cys Met Pro Cys Phe Thr Thr Asp Asn Asp Met Ala Asp Glu Cys
1 5 10 15

Asp Arg Cys Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa
20 25 30

Cys Xaa Cys Xaa
35

<210> 125

211> 12

<212> DNA

<213> Artificial Sequence
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<220>
<221> source
<223> Inote="Description of Artificial Sequence: Synthetic
polynucleotide”

<400> 125
atglgcatgc cgtgeticac caccgataac gaaatggegg cgaactgega tegetgetge 60

ggtggcegty geegtggeceg ctgetatgge cegeagtgec tgtgecgeta at 112

<210> 126

<211> 36

<212> PRT

<213> Avrtificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<220>
<221>MOD_RES
<222> (21)..(27)
<223> Any amino acid

<220>

<221> MOD_RES
<222> (29)..(32)
<223> Any amino acid

<220>

<221> MOD_RES
<222> (34)..(34)
<223> Any amino acid

<400> 126

Met Cys Met Pro Cys Phe Thr Thr Asp Asn Glu Met Ala Ala Asn Cys
1 5 10 15

Asp Arg Cys Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa
20 25 30
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Cys Xaa Cys Arg
35

<210> 127

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 127
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Gln Cys Phe Cys Gly Phe Asp Gly Arg Arg Ala Ala Cys Thr lle

20 25 30
Arg Ala Cys Pro Asn Gin
35
<210> 128
<211> 38
<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 128
Gly Ser Glu lle His Cys Gin Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Tyr Cys Gly Trp Tyr Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30
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Arg Ala Cys Pro Asn Gin
35

<210> 129

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Arfificial Sequence: Synthetic
polypeptide”

<400> 129
Gly Ser Glu lie Ser Cys Glu Pro Gly Gly Thr Phe Glu Asp Arg Cys
1 5 10 15

Asn Val Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Gly Cys Thr Leu

20 25 30
Arg Ala Cys Pro Asn Gin
35
<210> 130
<211> 38
<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeplide"

<400> 130
Gly Ser Arg lle Asp Cys Arg Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Met Cys Gly Trp Thr Gly His Ser Ala Ala Cys Thr Leu
20 25 30
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Arg Ala Cys Pro Asn Glin
35

<210> 131

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeplide”

<400> 131
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys His Cys Trp Ala Asp Gly Arg Gly Ala Ala Cys Thr Glu
20 25 30

Arg Ala Cys Pro Asn Gln
35

<210> 132

<211>38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 132
Gly Ser Glu Ser Ser Cys Glu Pro Gly Ala Thr Trp Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Arg Ala Asp Gly Arg Ser Ala Ala Cys Thr Val
20 25 30
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Arg GIn Cys Pro Asn Gin
35

<210> 133

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 133
Gly Ser Glu lle Phe Cys lle Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Arg Arg Gly lle Ser Ala Ala Cys Thr Leu

20 25 30
Arg Ala Cys Pro Asn Gln
35
<210> 134
<211> 38
<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthelic
polypeptide" .

<400> 134
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30
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Phe Asp Cys Ser Leu GIn
35

<210> 135

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 135
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Ser Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu

20 25 30
lle Asp Cys Pro Gly GIn
35
<210> 136
<211> 38
<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 136
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Asp Ala Ala Cys Thr Leu
20 25 30
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Gly His Cys Phe Phe Tyr
35

<210> 137

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 137
Gly Ser Glu lle Ser Cys Glu Pro Gly Phe Thr Glu Gin Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala lle Gly Arg Ser Ala Ala Cys Thr Leu

20 25 30
Arg Ala Cys Pro Asn Gln
35
<210> 138
<211> 38
<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223>/note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 138
Gly Ser Glu lle Ser Cys Glu Pro Tyr Ser Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Ser Cys Gly Ala Asp Gly Arg Gly Ala Ala Cys Thr Met
20 25 30
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Arg Ala Cys Pro Asn Gin
35

<210> 139

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 139
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30

Val Ala Cys Leu lle Thr
35

<210> 140

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 140
Gly Ser Glu lle Phe Cys lle Pro Gly Val Thr Phe Arg Phe Arg Cys
1 S 10 15

Asn Thr Cys Arg Cys Gly Met Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30
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Arg Ala Cys Pro Asn Gin

35

<210> 141

<211>38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 141
Gly Ser Glu Asn Asp Cys His Pro Gly Thr Thr Phe Arg Asp Arg Cys
i 5 10 15

Asn Thr Cys Arg Cys Gly Gly Glu Gly Arg Ser Ala Ala Cys Thr Leu

20 25 30
Arg Ala Cys Pro Asn Gin
35
<210> 142
<211> 38
<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 142
Gly Ser Gin Arg Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30
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Phe lle Cys Pro Phe Gin
35

<210> 143

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 143
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30

Phe Leu Cys Gly Phe lle
35

<210> 144

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 144
Gly Ser Glu lle Ser Cys Glu Pro Asp Ser Thr Thr Arg Asp Arg Cys
1 5 10 15

Asn Ser Cys Arg Cys Gly Asn Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30 '
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Arg Ala Cys Pro Asn Gin -
35

<210> 145

<211> 38

<212> PRT

<213> Ariificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 145
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Glu Ala Cys Thr Leu
20 25 30

His Asn Cys Arg Glu Gin
35

<210> 146

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 146
Gly Ser Asp lle Ser Cys Glu Pro Gly Ser Thr His Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Ser Ala Asp Gly Arg Ser Arg Ala Cys Thr Leu
20 25 30
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Arg Ala Cys Pro Asn Gin
35

<210> 147

<211> 38

<212> PRT

<213> Attificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 147
Gly Ser Glu Asp Ser Cys Glu Pro Gly Trp Thr Gin Arg Met Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Thr Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu

20 25 30
Arg Ala Cys Pro Asn Gln
35 ‘
<210> 148
<211> 38
<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 148
Gly Ser Glu lle Ser Cys Glu Pro Giy Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thi Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30
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His His Cys lle Tyr Trp
35

<210> 149

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 149
Gly Ser Glu Val Ser Cys Glu Pro Gly Arg Thr Phe Arg Ser Arg Cys
1 5 10 15

Asn Asp Cys Val Cys Gly Ala Asp Gly Arg His Ala Ala Cys Thr lle
20 25 30

Arg Ala Cys Pro Asn Gin
35

<210> 150

<211> 38

<212> PRT

<213> Adtificial Sequence

<£220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 150
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30
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Val Phe Cys His Glu Asp
35

<210> 151

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> [note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 151
Gly Ser Glu lle Ser Cys Glu Pro Trp Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Gly Ala Ala Cys Thr Leu
20 25 30

Val lle Cys Gly Met GIn
35

<210> 152

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 152
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Met Cys Gly Cys Gly Ala Asp Gly Arg Trp Ala Arg Cys Thr Arg
20 25 30
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Arg Ala Cys Pro Asn Gin
35

<210> 153

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 153
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu

20 25 30
Phe Thr Cys Thr Tyr Phe
35
<210> 154
<211> 38
<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 154
Gly Ser Glu lle Ser Cys Giu Pro Gly Arg Thr Trp Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30
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Asn Gly Cys Leu Leu Gln
35

<210> 155

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 155
Gly Ser Glu lle Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys
1 5 10 15

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu
20 25 30

Ala Asn Cys Phe Phe Ala
35

<210> 156
<211> 179
<212> PRT
<213> Sus scrofa

<400> 156
Gln Gly Thr lle Pro Asn Trp lle Pro Ala Pro Pro Leu Ser Lys Val
1 5 10 15

Pro Leu GIn Pro Asn Phe Gin Ala Asp Gin Phe Gin Gly Lys Trp Tyr
20 25 30

Val Val Gly Leu Ala Gly Asn Ala Val Lys Lys Glu Glu GIn Gly Arg
35 40 45

Phe Lys Met Tyr Thr Thr Thr Tyr Glu Leu Lys Glu Asp Gly Ser Tyr
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50 60

(&)
<

Asn Val ile Ser Thr Leu Leu Arg Gly GIn Leu Cys Asp Asn Trp lle
65 70 75 80

Arg Thr Phe Val Pro Ser Leu GIn Pro Gly Gin Phe Lys Leu Gly Asp
85 90 95

lle Lys Lys Tyr Ser Gly Leu Gin Ser Tyr Val Val Arg Val Val Ser
100 105 110

Thr Asn Tyr Ser GIn Phe Ala lle Val Phe Phe Lys Lys Val Ser Asn
115 120 125

Asn GIn Glu Tyr Phe Lys Thr Thr Leu Tyr Gly Arg Thr Lys Val Leu
130 135 140

Ser Pro Glu Leu Lys Glu Asn Phe Val Arg Phe Ala Lys Ser Leu Gly
145 150 155 160

Leu Ser Asp Asp Asn lle lle Phe Pro Val Afa lle Asp Gin Cys lle
165 170 175

Asp Gly Gin

<210> 157
<211> 179
<212> PRT
<213> Equus caballus

<400> 157
Arg Asp Pro Ala Pro Lys Leu lle Pro Ala Pro Pro Leu Asp Arg Val
1 5 10 15

Pro Leu Gin Pro Asp Phe Lys Asp Asp Gin Phe Gin Gly Lys Trp Tyr
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20 25 30

Val Val Gly Val Ala Gly Asn Ala Phe Lys Lys Glu Glu GIn Gly Gln
35 40 45

Phe Thr Met Tyr Thr Thr Thr Tyr Glu Leu Lys Glu Asp His Ser Tyr
50 55 60

Asn Val Thr Ser lle Leu Leu Arg Asp Gin Asn Cys Asp His Trp lle
65 70 75 80

Arg Thr Phe lle Pro Ser Ser Gin Pro Gly GIn Phe Asn Leu Gly Asp
85 90 95

lle Lys Arg Tyr Phe Gly Val GIn Ser Tyr lle Val Arg Val Ala Asp
100 105 110

Thr Asp Tyr Asn Gln Phe Ala lle Val Phe Phe Arg Lys Val Tyr Lys
115 120 125

Asn Gin Glu Tyr Phe Lys Thr Thr Leu Tyr Arg Arg Thr Lys Glu Leu
130 135 140

Thr Pro Glu Leu Arg Glu Lys Phe lle Ser Phe Ala Lys Ser Leu Gly
145 150 155 160

Leu Thr Asp Asp His lle lle Phe Pro Val Pro lle Asp Gln Cys lle
165 170 175

Asp Glu Glu

<210> 158
<211> 430
<212> PRT
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<213> Artificial Sequence

<220>

<221> source ‘

<223> Inote="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 158
Met Asp Phe Gin Val Gin lle Phe Ser Phe Leu Leu lle Ser Ala Ser
1 5 10 15 :

Val lle Met Ser Arg Gly Asp lle Val Met Thr GIn Ala Ala Pro Ser
20 25 30

Val Pro Val Thr Pro Gly Glu Ser Val Ser lle Ser Cys Arg Ser Thr
35 40 45

Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu
50 565 60

GlIn Arg Pro Gly Gin Ser Pro Gin Arg Leu lle Tyr Tyr Met Ser Asn
65 70 75 80

Leu Ala Ser Gly Val Pro Asp Arg Phe Ser Gly Arg Gly Ser Gly Thr
85 90 95

Asp Phe Thr Leu Arg lle Ser Arg Val Glu Ala Glu Asp Ala Gly Val
100 105 110

Tyr Tyr Cys Met Gin Ser Leu Glu Tyr Pro Tyr Thr Phe Gly Gly Gly
115 120 125

Thr Lys Leu Glu lle Lys Arg Ala Asp Ala Ala Pro Thr Val Ser lle
130 135 140

Phe Pro Pro Ser Ser Glu Gln Leu Thr Ser Gly Gly Ala Ser Val Val
145 150 155 160
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Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp lle Asn ValLys Trp Lys
165 170 175

lle Asp Gly Ser Glu Arg Gin Asn Gly Val Leu Asn Ser Trp Thr Asp
180 185 190

Gin Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser Thr Leu Thr Leu
195 200 205

Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr Cys Glu Ala Thr
210 215 220

His Lys Thr Ser Thr Ser Pro lle Val Lys Ser Phe Asn Arg Asn Glu
225 230 235 240

Cys Gly Arg Gly Gly Ser Gly Gly Ser Gly Gly Ser Gin Asp Ser Thr
245 250 255

Ser Asp Leu lle Pro Ala Pro Pro Leu Ser Lys Val Pro Leu Gln Gln
260 265 270

Asn Phe Gln Asp Asn GIn Phe Gin Gly Lys Trp Tyr Val Val Gly Leu
275 280 285

Ala Gly Asn Ala lle Leu Arg Glu Asp Lys Asp Pro Gin Lys Met Tyr
290 295 300

Ala Thr lle Tyr Glu Leu Lys Glu Asp Lys Ser Tyr Asn Val Thr Ser
305 310 315 320

Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr Trp lie Arg Thr Phe Val
325 330 335
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Pro Gly Ser GIn Pro Gly Glu Phe Thr Leu Gly Asn lle Lys Ser Tyr
340 345 350

Pro Gly Leu Thr Ser Tyr Leu Val Arg Val Val Ser Thr Asn Tyr Asn
355 360 365

GIn His Ala Met Val Phe Phe Lys Lys Val Ser GIn Asn Arg Glu Tyr
370 375 380

Phe Lys lle Thr Leu Tyr Gly Arg Thr Lys Glu Leu Thr Ser Glu Leu
385 390 395 400

Lys Glu Asn Phe lle Arg Phe Ser Lys Ser Leu Gly Leu Pro Glu Asn
405 410 415

His lie Val Phe Pro Val Pro lle Asp GIn Cys lle Asp Gly
420 425 430



