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FIGURE 1. FUP MSP-1 p42 amino acid sequence
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FIGURE 2. Alignment of the MSP-1 p42 amino acid sequences from the three
P. falciparum strains FUP, 3D7, and FVO.
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FIGURE 3. Alignment of the amino acid sequences from the three N-terminally
truncated subunits of Construct A, Construct B, and Construct C relative to the FUP

MSP-1 p42 sequence.

61 FLDVLESDLMQFKHISSNEYIIEDSFKLLNSEQKNTLLKSYKYIKESVENDIKFAQEGIS FUP_p42

121 YYEKVLAKYKDDLESIKKVIKEEKEKFPSSPPTTPPSPAKTDEQKKESKFLPFLTNIETL FUP_p42

181 YNNLVNKIDDYLINLKAKINDCNVEKDEAHVKITKLSDLKAIDDKIDLFKNHNDFDAIKK FUP_p42
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FIGURE 4. Alignment of the amino acid sequences from all MSP-1 C-terminal subunit protein
Constructs relative to the FUP MSP-1 p33 sequence.
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Figure 7. Mouse serum ELISA antibody titers for Group 1, 2 and 3 MSP-1 C-terminal

constructs.
107-
o [ ]
. . )
106+ * - ° hd
® ;' _
1051 cop Tt )
— [ ]
2 ._ Ps & .. _;— Py ¢ g ° [}
_9104- s ° ° o e ° ® e
= !-l o Lo . *® ':.. o o T ._._ o - - °
@ e ™ - ] ®e ¥ .
1034 : . °e o L R ALY I ‘. °
LI ° .. L ._:_ .O 3. ®
102" ... ** e® ¢ .: ¢ o o :Q. *
10° T J T &L T
TR O YK oD >~k~\,@eq\,®\’b@
QK
S O
AN
Constructs

9/10



WO 2011/062637 PCT/US2010/003017

Figure 8. ELISPOT analysis of primed mouse splenocytes from Group 1, 2 and 3 MSP-1
C-terminal constructs.
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