Sequence Listing 221209_ST25
SEQUENCE LISTING

<110> Xigen S.A.

<120> Novel Transporter Constructs and Transporter Cargo Conjugate
Molecules

<130> CX01P027wol

<150> PCT/EP2008/011003
<151> 2008-12-22

<160> 262

<170> PatentIn version 3.5

<210> 1

<211> 9

<212> PRT

<213> Artificial Sequence

<220> L )

<223> Description of artificial sequence: generic formula (I)
DILLLXDm(LLLYDN)a

<220>

<221> VARIANT
<222> (1)..(® .
<223> /replace="any amino acid"

<220>

<221> REPEAT

<222> (DL..(D

<223> number of repeats: 1 or 2

<220>

<221> REPEAT

<222> (D..D

<223> number of repeats: 1 or 2

<220>

<221> VARIANT

<222> (..

<223> /replace="D-amino acid"

<220>

<221> REPEAT

<222> (D..4dD)

<223> number of repeats: 0, 1 or 2

<220>

<221> REPEAT

<222> (5)..(%

<223> number of repeats: 1 or 2

<220>

<221> VARIANT

<222> (5)..(5)

<223> /replace="D-amino acid"

<220>

<221> REPEAT

<222> (6)..(®

<223> number of repeats: 0, 1, 2 or 3

<220>
<221> REPEAT
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<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Sequence Listing 221209_ST25
(8)..(8

number of repeats: 0, 1 or 2

REPEAT
(9..9
number of repeats: 1 or 2

VARIANT

(9..(9 . .
/replace="D-amino acid"

1

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

2

5

PRT

Artificial Sequence

Description of artificial sequence: generic subformula (Ia)
DILLLXDm

VARIANT
(..

/replace="any amino acid"

VARIANT
(..M

/replace="amino acid is D-amino acid"

REPEAT
(D.. (D

number of repeats is 1 or 2

REPEAT

@..4» .
number of repeats is 0, 1 or 2

VARIANT
(5)..(5

/replace="amino acid is D-amino acid"

REPEAT
(5)..(5

number of repeats is 1 or 2

2

Xaa Xaa Xaa Xaa Xaa
1 5

<210>
<211>
<212>

3
9
PRT
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Sequence Listing 221209_ST25
<213> Artificial Sequence

<220>

<223> Description of artificial sequence: generic subformula (Ib)
DILLLXDMLLLYDN

<220>

<221> VARIANT
<222> (D..(9 .
<223> /replace="any amino acid"

<220>

<221> VARIANT

<222> (..

<223> /replace="D-amino acid""

<220>

<221> REPEAT

<222> (D..(D

<223> number of repeats is 1 or 2

<220>

<221> REPEAT

<222> (4)..(4)

<223> number of repeats is 0, 1 or 2

<220>

<221> VARIANT

<222> (5)..(5

<223> /replace="D-amino acid""

<220>

<221> REPEAT

<222> (5)..(5)

<223> number of repeats is 1 or 2

<220>

<221> REPEAT

<222> (8)..(8)

<223> number of repeats is 0, 1 or 2

<220>

<221> VARIANT

<222> (9..(9

<223> /replace="D-amino acid""

<220>

<221> REPEAT

<222> (9)..(9

<223> number of repeats is 1 or 2

<400> 3

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5

<210> 4

<211> 13

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of artificial sequence: generic subformula (Ic)
DILLLXDMLLLYDNLLLYDN
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Sequence Listing 221209_ST25
<220>
<221> VARIANT
<222> (1)..(13)
<223> /replace="any amino acid"

<220>

<221> VARIANT

<222> (..(D

<223> /replace="D-amino acid"

<220>

<221> REPEAT

<222> (..

<223> number of repeats is 1 or 2

<220>

<221> REPEAT

<222> (@..4D .

<223> number of repeats is 0, 1 or 2

<220>

<221> VARIANT

<222> (5)..(5)

<223> /replace="D-amino acid"

<220>

<221> REPEAT

<222> (5)..(5

<223> number of repeats is 1 or 2

<220>

<221> REPEAT

<222> (8)..(8)

<223> number of repeats is 0, 1 or 2

<220>

<221> VARIANT

<222> (9)..09)

<223> /replace="D-amino acid"

<220>

<221> REPEAT

<222> (9)..(9

<223> number of repeats is 1 or 2

<220>

<221> REPEAT

<222> (12)..(12)

<223> number of repeats is 0, 1 or 2

<220>

<221> VARIANT

<222> (13)..(13)

<223> /replace="D-amino acid"

<220>

<221> REPEAT

<222> (13)..(13)

<223> number of repeats is 1 or 2

<400> 4

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10

<210> 5

<211> 17
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<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

PRT

Sequence Listing 221209_ST25

Artificial Sequence

Description of artificial sequence: generic subformula (Id)

DILLLXDMLLLYDNLLLYDNLLLYDN

VARIANT
W..an»n

/replace="any amino acid"

VARIANT
(1)..()

/replace="D-amino

REPEAT
..

number of repeats

REPEAT
@»..®
number of repeats

VARIANT
(5)..(5)

/replace="D-amino

REPEAT
(5)..(5)

number of repeats

REPEAT
(8)..(8)

number of repeats

VARIANT
(9)..09 .
/replace="D-amino

REPEAT
®..»
number of repeats

REPEAT
(12)..(12)
number of repeats

VARIANT
(13)..(13)
/replace="D-amino

REPEAT
(13)..(@13
number of repeats

acid”

is 1 or 2

is 0, 1 or 2

acid”

is 1 or 2

is 0, 1 or 2

acid"

is 1 or 2

is 0, 1 or 2

acid"

is 1 or 2
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Sequence Listing 221209_ST25

REPEAT
(16)..(16)
number of repeats is 0, 1 or 2

VARIANT
a7z..Qa7n .
/replace="D-amino acid"

5

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10

Xaa

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

6

9

PRT

Artificial Sequence

Description of artificial sequence: generic subformula (Ie)
DLLLD(LLLD)a

VARIANT
(1)..(09)

/replace="any amino acid"

VARIANT
(1)..()

/replace="D-amino acid"

VARIANT
(5)..(5

/replace="D-amino acid"

REPEAT
(6)..(9

number of repeats is 0, 1, 2 or 3

VARIANT
(9..(9

/replace="D-amino acid"

6

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5

<210>
<211>
<212>
<213>

<220>
<223>

7

9

PRT

Artificial Sequence

Description of artificial sequence: generic subformula (If)
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Sequence Listing 221209_ST25

DLLLDLLLD

VARIANT
(..

/replace="any amino acid"

VARIANT
..M ) .
/replace="D-amino acid"

VARIANT
(5)..05 . .
/replace="D-amino acid"

VARIANT
(9..(9 . .
/replace="D-amino acid"

7

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

8

86

PRT

Human immunodeficiency virus type 1

misc_feature

Description of sequence: HIV-1 TAT sequence

8

Met Glu Pro val Asp Pro Arg Leu Glu Pro Trp
1 5

Gln Pro Lys Thr Ala Cys Thr Asn Cys Tyr Cys

20 25

His Cys GIn val Cys Phe Ile Thr Lys Ala Leu
35

40

Arg Lys Lys Arg Arg Gln Arg Arg Arg Pro Pro
50 55

His GIn val Ser Leu Ser Lys Gln Pro Thr Ser

65

70 75

Pro Thr Gly Pro Lys Glu

<210>
<211>
<212>

9
36
PRT

Seite 7

LyS His
Lys Lys
Gly Ile

45
Gln Gly
60

Gln Ser

(aa

Pro

cys

30

Ser

ser

Arg

1-86)
Gly Ser
15

Cys Phe
Tyr Gly
Gln Thr

Gly Asp
80



Sequence Listing 221209_ST25
<213> Human immunodeficiency virus type 1

<220>

<221> misc_feature

<223> Description of sequence: HIV-1 TAT sequence (aa 37-72)
<400> 9

Cys Phe Ile Thr Lys Ala Leu Gly Ile Ser Tyr Gly Arg Lys Lys Arg

1 5 10 15

Arg GIn Arg grg Arg Pro Pro Gln g1y Ser GIn Thr His GIn val Ser
0 5

Leu Ser Lys Gln
35

<210> 10
<211> 22
<212> PRT

<213> Human immunodeficiency virus type 1

<220>

<221> misc_feature

<223> Description of sequence: HIV-1 TAT sequence (aa 37-58)
<400> 10

Eys Phe Ile Thr %ys Ala Leu Gly Ile Sgr Tyr Gly Arg Lys Lys Arg
1 15

Arg Gln Arg Arg Arg Pro
20

<210> 11
<211> 24
<212> PRT

<213> Human immunodeficiency virus type 1

<220>

<221> misc_feature

<223> Description of sequence: HIV-1 TAT sequence (aa 38-58) including
an additional N-terminal GCC

<400> 11

Phe Ile Thr Lys Ala Leu Gly Ile Ser Tyr Gly Arg Lys Lys Agg Arg
1 5 10 1

Gln Arg Arg ggg Pro Gly Gly Cys

<210> 12
<211> 15
<212> PRT

<213> Human immunodeficiency virus type 1
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Sequence Listing 221209_sT25
<220>
<221> misc_feature
<223> Description of sequence: HIV-1 TAT sequence (aa 47-58) including
an additional c-terminal GCC

<400> 12
Cys Gly Gly Tyr Gly Arg Lys Lys Arg Arg Gln Arg Arg Arg Pro
1 5 10 15

<210> 13
<211> 15
<212> PRT

<213> Human immunodeficiency virus type 1

<220>

<221> misc_feature

<223> Description of sequence: HIV-1 TAT sequence (aa 47-58) including
an additional N-terminal GCC

<400> 13

Tyr Gly Arg Lys Lys Arg Arg GIn Arg Arg Arg Pro Gly Gly Cys
1 5 10 15
<210> 14

<211> 56

<212> PRT

<213> Human immunodeficiency virus type 1

<220>

<221> misc_feature .

<223> Description of sequence: HIV-1 TAT sequence (aa 1-72) including
a mutated Cys to Ala residue at position 37

<400> 14

Met Glu Pro val Asp Pro Arg Leu Glu Pro Trp Lys His Pro Gly Ser

1 5 10 15

Gln Pro Lys ;Br Ala Phe Ile Thr Lys Ala Leu Gly Ile Ser Tyr Gly
25 30

Arg Lys Lys Arg Arg Gln Arg Agg Arg Pro Pro Gln Gly Ser Gln Thr
35 4 45

His Gln val Ser Leu Ser Lys Gln
55

<210> 15

<211> 17

<212> PRT

<213> Artificial

<220> o )

<223> Description of sequence: trafficking sequence L-generic-TAT (see
Table 1)

<220>
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Sequence Listing 221209_ST25
<221> VARIANT
<222> (D..AQ7) )
<223> Xaa is selected from any amino acid residue

<400> 15
Xaa Xaa Xaa Xaa Arg Lys Lys Arg Arg g%n Arg Arg Arg Xaa éga Xaa
1 5

Xaa

<210> 16

<211> 11

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: trafficking sequence L-generic-TAT (s)
(see Table 1)

<220>
<221> misc_feature
<223> General formula: NH2-Xnb-RKKRRQRRR-Xnb-COOH (see Table 1)

<220>

<221> VARIANT

<222> (..

<223> Xaa is Xnb as defined in the general formula, wherein Xaa
represents an amino acid residue, preferably selected from any
(native) amino acid residue;

<220>

<221> REPEAT

<222> (1)..(D

<223> Xaa is Xnb as defined in the general formula, wherein n is 0-5,
5-10, 10-15, 15-20, 20-30 or more for Xnb

<220>

<221> VARIANT

<222> (11..(Q11D

<223> Xaa is Xnb as defined in the general formula, wherein Xaa
represents an amino acid residue, preferably selected from any
(native) amino acid residue;

<220>

<221> REPEAT

<222> (11)..(11D

<223> Xaa is Xnb as defined in the general formula, wherein n is 0-5,
5-10, 10-15, 15-20, 20-30 or more for Xnb

<400> 16

iaa Arg Lys Lys Arg Arg Gln Arg Arg Arg Xaa
5 10

<210> 17

<211> 10

<212> PRT

<213> Artificial

<220>

<223> Deg%ripgion of sequence: trafficking sequence L-TAT (sla) (see
Table 1

Seite 10



Sequence Listing 221209_ST25
<400> 17
Gly Arg Lys Lys Arg Arg Gln Arg Arg Arg
1 5 10

<210> 18

<211> 9

<212> PRT

<213> Artificial Sequence

<220> o

<223> Description of sequence: trafficking sequence L-TAT (slb) (see
Table 1)

<400> 18

Arg Lys Lys Arg érg Gln Arg Arg Arg
1

<210> 19

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence L-TAT (slc) (see
Table 1)

<400> 19

Iyr Asp Arg Lys Lys Arg Arg Gln Arg égg Arg
S

<210> 20

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence r3-L-TAT (see
Table 1)

<400> 20

Arg Lys Lys Arg Arg Gln Arg Arg Arg
1 S

<210> 21

<211> 9

<212> PRT

<213> Artificial Ssequence

<220> . _

<223> Description of sequence: trafficking sequence r3-L-TATi (see
Table 1)

<400> 21

?rg Arg Arg Gln érg Arg Lys Lys Arg

<210> 22
Seite 11



Sequence Listing 221209_ST25

<211> 9

<212> PRT

<213> Artificial Sequence
<220>

<223> Description of sequence: trafficking sequence betaA-r3-L-TAT

(see Table 1)
<400> 22

Arg Lys Lys Arg Arg Gln Arg Arg Arg
1 5

<210> 23

<211> 9

<212> PRT

<213> Artificial Sequence
<220>

<223> Description of sequence: trafficking sequence betaA-r3-L-TAT

(see Table 1)
<400> 23

Arg Arg Arg GIn Arg Arg Lys Lys Arg
1 5

<210> 24
<211> 9
<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence

FITC-betaA-r3-L-TAT (see Table 1)

<400> 24
Arg Lys Lys Arg Arg Gln Arg Arg Arg
1 5

<210> 25

<211> 9

<212> PRT

<213> Artificial Sequence
<220>

<223> Description of sequence: trafficking sequence

FITC-betaA-r3-L-TAT (see Table 1)

<400> 25
Arg Arg Arg GIn Arg Arg Lys Lys Arg
1 5

<210> 26
<211> 9
<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-1)

Table 1)

Seite 12
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Sequence Listing 221209_ST25
<400> 26

Arg Ala Lys Arg érg Gln Arg Arg Arg
1

<210> 27

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-2)
Table 1)

<400> 27

Arg Lys Ala Arg ?rg Gln Arg Arg Arg
1

<210> 28
<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-3)
Table 1)

<400> 28

Arg Lys Lys Ala Arg GIn Arg Arg Arg
1 5

<210> 29

<211> 9

<212> PRT

<213> Artificial Sequence

<220> ) ]

<223> Description of sequence: trafficking sequence TAT(s2-4)
Table 1)

<400> 29

?rg Lys Lys Arg Arg Ala Arg Arg Arg
5

<210> 30

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-5)
Table 1)

<400> 30

Arg Lys Lys Arg Arg Gln Ala Arg Arg
1 5

<210> 31
<211> 9

Seite 13
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<212>
<213>

<220>
<223>

<400>

Sequence Listing 221209_ST25
PRT
Artificial Ssequence

Description of sequence: trafficking sequence TAT(s2-6) (see
Table 1)

31

Arg Lys Lys Arg Arg Gln Arg Ala Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

32

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-7) (see
Table 1)

32

Arg Asp Lys Arg Arg Gln Arg Arg Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

33

9

PRT

Artificial sequence

Description of sequence: trafficking sequence TAT(s2-8) (see
Table 1)

33

Arg Lys Asp Arg Arg Gln Arg Arg Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

34

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-9) (see
Table 1)

34

Arg Lys Lys Asp Arg Gln Arg Arg Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

35

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-10) (see
Table 1)

35
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Sequence Listing 221209_ST25

Arg Lys Lys Arg érg ASp Arg Arg Arg
1

<210> 36

<211> 9

<212> PRT

<213> Artificial Sequence

<220> _

<223> Description of sequence: trafficking sequence TAT(s2-11) (see
Table 1)

<400> 36

Arg Lys Lys Arg Arg Gln Asp Arg Arg
1 5

<210> 37

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-12) (see
Table 1)

<400> 37

érg Lys Lys Arg érg GIn Arg Asp Arg

<210> 38

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-13) (see
Table 1)

<400> 38

Arg Glu Lys Arg érg GIn Arg Arg Arg
1

<210> 39

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-14) (see
Table 1)

<400> 39

Arg Lys Glu Arg ?rg Gln Arg Arg Arg
1

<210>
<211>
<212>

40
9
PRT
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<213>

<220>
<223>

<400>

o Sequence Listing 221209_ST25
Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-15) (see
Table 1)

40

grg Lys Lys Glu érg GIln Arg Arg Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

41

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-16) (see
Table 1)

41

érg Lys Lys Arg érg Glu Arg Arg Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

42

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-17) (see
Table 1)

42

Arg Lys Lys Arg Arg GIn Glu Arg Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

43

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-18) (see
Table 1)

43

Arg Lys Lys Arg Arg GIn Arg Glu Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

44

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-19) (see
Table 1)

44
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Sequence Listing 221209_ST25
Arg Phe Lys Arg Arg Gln Arg Arg Arg
1 5

<210> 45

<211> 9

<212> PRT

<213> Artificial sequence

<220> .

<223> Dpescription of sequence: trafficking sequence TAT(s2-20) (see
Table 1)

<400> 45

Arg Lys Phe Arg Arg Gln Arg Arg Arg
1 5

<210> 46

<211> 9

<212> PRT

<213> Artificial Ssequence

<220> o

<223> Description of sequence: trafficking sequence TAT(s2-21) (see
Table 1)

<400> 46

Arg Lys Lys Phe Arg Gln Arg Arg Arg
1 5

<210> 47

<211> 9

<212> PRT

<213> Artificial Sequence

<220> ]

<223> Description of sequence: trafficking sequence TAT(s2-22) (see
Table 1)

<400> 47

?rg Lys Lys Arg grg Phe Arg Arg Arg

<210> 48

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-23) (see
Table 1)

<400> 48

Arg Lys Lys Arg Arg Gln Phe Arg Arg
1 5

<210> 49
<211> 9
<212> PRT

<213> Artificial Sequence
Seite 17



Sequence Listing 221209_ST25

<220>

<223> Description of sequence: trafficking sequence TAT(s2-24) (see
Table 1)

<400> 49

Arg Lys Lys Arg ?rg GIn Arg Phe Arg
1

<210> 50

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-25) (see
Table 1)

<400> 50

Arg Arg Lys Arg Arg Gln Arg Arg Arg
1 5

<210> 51

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-26) (see
Table 1)

<400> 51

Arg Lys Arg Arg Arg Gln Arg Arg Arg
1 5

<210> 52

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-27) (see
Table 1)

<400> 52

Arg Lys Lys Lys Arg Gln Arg Arg Arg
1 5

<210> 53

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-28) (see
Table 1)

<400> 53

Arg Lys Lys Arg Arg Arg Arg Arg Arg
Seite 18



<210>
<211>
<212>
<213>

<220>
<223>

<400>

Sequence Listing 221209_ST25

54

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-29) (see
Table 1)

54

Arg Lys Lys Arg érg Gln Lys Arg Arg
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

55

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-30) (see
Table 1)

55

%rg Lys Lys Arg érg Gln Arg Lys Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

56

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-31) (see
Table 1)

56

Qrg His Lys Arg grg Gln Arg Arg Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

57

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-32) (see
Table 1)

57

?rg Lys His Arg érg Gln Arg Arg Arg

<210>
<211>
<212>
<213>

58

9

PRT

Artificial Sequence
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<220>

<223> Description of sequence: trafficking sequence TAT(s2-33)
Table 1)

<400> 58

Arg Lys Lys His érg Gln Arg Arg Arg
1

<210> 59

<211> 9

<212> PRT

<213> Artificial Sequence

<220> .

<223> Description of sequence: trafficking sequence TAT(s2-34)
Table 1)

<400> 59

Arg Lys Lys Arg Arg His Arg Arg Arg
1 5

<210> 60

<211> 9

<212> PRT

<213> Artificial Sequence

<220> o

<223> Description of sequence: trafficking sequence TAT(s2-35)
Table 1)

<400> 60

Arg Lys Lys Arg Arg Gln His Arg Arg
1 5

<210> 61

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-36)
Table 1)

<400> 61

Arg Lys Lys Arg Arg Gln Arg His Arg
1 5

<210> 62

<211> 9

<212> PRT

<213> Artificial sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-37)
Table 1)

<400> 62

érg ITe Lys Arg érg Gln Arg Arg Arg
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<210> 63

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-38) (see
Table 1)

<400> 63

Arg Lys Ile Arg Arg GIn Arg Arg Arg
1 5

<210> 64

<211> 9

<212> PRT

<213> Artificial Sequence

<220> o

<223> Description of sequence: trafficking sequence TAT(s2-39) (see
Table 1)

<400> 64

Arg Lys Lys Ile érg Gln Arg Arg Arg
1

<210> 65

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-40) (see
Table 1)

<400> 65

Arg Lys Lys Arg Arg Ile Arg Arg Arg
1 5

<210> 66

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-41) (see
Table 1)

<400> 66

Arg Lys Lys Arg Arg GIn Ile Arg Arg
1 5

<210> 67

<211> 9

<212> PRT

<213> Artificial Sequence
<220>
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<223> Description of sequence: trafficking sequence TAT(s2-42)
Table 1)
<400> 67

Arg Lys Lys Arg érg Gln Arg Ile Arg
1

<210> 68

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-43)
Table 1)

<400> 68

Arg Leu Lys Arg érg Gln Arg Arg Arg
1

<210> 69

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-44)
Table 1)

<400> 69

ﬁrg Lys Leu Arg ?rg Gln Arg Arg Arg

<210> 70

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-45)
Table 1)

<400> 70

Arg Lys Lys Leu érg Gln Arg Arg Arg
1

<210> 71

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-46)
Table 1)

<400> 71

grg Lys Lys Arg Arg Leu Arg Arg Arg
5
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<210> 72

<211> 9

<212> PRT

<213> Artificial Sequence

<220> L

<223> Description of sequence: trafficking sequence TAT(s2-47) (see
Table 1)

<400> 72

Arg Lys Lys Arg érg GIln Leu Arg Arg
1

<210> 73

<211> 9

<212> PRT

<213> Artificial Sequence

<220> o

<223> Description of sequence: trafficking sequence TAT(s2-48) (see
Table 1)

<400> 73

Arg Lys Lys Arg Arg Gln Arg Leu Arg
1 5

<210> 74

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-49) (see
Table 1)

<400> 74

Arg Met Lys Arg Arg Gln Arg Arg Arg
1 5

<210> 75

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-50) (see
Table 1)

<400> 75

Arg Lys Met Arg Arg GIn Arg Arg Arg
1 5

<210> 76

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of sequence: trafficking sequence TAT(s2-51) (see
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Table 1)

<400> 76
Arg Lys Lys Met Arg GIn Arg Arg Arg
1 5

<210> 77

<211> 9

<212> PRT

<213> Artificial Sequence

<220> o

<223> Description of sequence: trafficking sequence TAT(s2-52) (see
Table 1)

<400> 77

érg Lys Lys Arg érg Met Arg Arg Arg

<210> 78

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-53) (see
Table 1)

<400> 78

Arg Lys Lys Arg Arg G1ln Met Arg Arg
1 5

<210> 79

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-54) (see
Table 1)

<400> 79

Arg Lys Lys Arg Arg GIn Arg Met Arg
1 5

<210> 80

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-55) (see
Table 1)

<400> 80

Arg Asn Lys Arg Arg Gln Arg Arg Arg
1 5

Seite 24



Sequence Listing 221209_ST25

<210> 81

<211> 9

<212> PRT

<213> Artificial Sequence

<220> o

<223> Description of sequence: trafficking sequence TAT(s2-56) (see
Table 1)

<400> 81

Arg Lys Asn Arg Arg Gln Arg Arg Arg
1 5

<210> 82

<211> 9

<212> PRT

<213> Artificial Sequence

<220> o

<223> Description of sequence: trafficking sequence TAT(s2-57) (see
Table 1)

<400> 82

érg Lys Lys Asn ?rg Gln Arg Arg Arg

<210> 83

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-58) (see
Table 1)

<400> 83

érg Lys Lys Arg érg Asn Arg Arg Arg

<210> 84

<211> 9

<212> PRT

<213> Artificial Sequence

<220> L

<223> Description of sequence: trafficking sequence TAT(s2-59) (see
Table 1)

<400> 84

Arg Lys Lys Arg Arg Gln Asn Arg Arg
1 5

<210> 85

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Deg%riggion of sequence: trafficking sequence TAT(s2-60) (see
Table
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85

Arg Lys Lys Arg érg Gln Arg Asn Arg
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

86

9

PRT.

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-61) (see
Table 1)

86

Arg Gln Lys Arg érg Gln Arg Arg Arg
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

87

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-62) (see
Table 1)

87

Arg Lys GIn Arg Arg Gln Arg Arg Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

88

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-63) (see
Table 1)

88

Qrg Lys Lys GIn Arg GIn Arg Arg Arg
5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

89

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-64) (see
Table 1)

89

ﬁrg Lys Lys Arg érg Lys Arg Arg Arg

<210>

90
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<211> 9

<212> PRT

<213> Artificial Sequence

<220> o

<223> Description of sequence: trafficking sequence TAT(s2-65) (see
Table 1)

<400> 90

Arg Lys Lys Arg érg Gln Gln Arg Arg
1

<210> 91

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-66) (see
Table 1)

<400> 91

Arg Lys Lys Arg Arg GIn Arg GIn Arg
1 5

<210> 92

<211> 9

<212> PRT

<213> Artificial Sequence

<220> L

<223> Description of sequence: trafficking sequence TAT(s2-67) (see
Table 1)

<400> 92

érg Ser Lys Arg érg Gln Arg Arg Arg

<210> 93

<211> 9

<212> PRT

<213> Artificial Sequence

<220> .

<223> Description of sequence: trafficking sequence TAT(s2-68) (see
Table 1)

<400> 93

Arg Lys Ser Arg Arg Gln Arg Arg Arg
1 5

<210> 94

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Deggrip§ion of sequence: trafficking sequence TAT(s2-69) (see
Table 1
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<400> 94

Arg Lys Lys Ser érg Gln Arg Arg Arg
1

<210> 95

<211> 9

<212> PRT

<213> Artificial Sequence

<220> _

<223> Description of sequence: trafficking sequence TAT(s2-70)
Table 1)

<400> 95

Arg Lys Lys Arg Arg Ser Arg Arg Arg
1 5

<210> 96

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-71)
Table 1)

<400> 96

grg Lys Lys Arg Arg Gln Ser Arg Arg
5

<210> 97

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-72)
Table 1)

<400> 97

?rg Lys Lys Arg Arg Gln Arg Ser Arg
5

<210> 98

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-73)
Table 1)

<400> 98

Arg Thr Lys Arg Arg Gln Arg Arg Arg
1 5

<210> 99
<211> 9
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<212>
<213>

<220>
<223>

<400>

Sequence Listing 221209_ST25
PRT
Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-74) (see
Table 1)

99

Arg Lys Thr Arg Arg Gln Arg Arg Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

100

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-75) (see
Table 1)

100

Arg Lys Lys Thr Arg GIn Arg Arg Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

101

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-76) (see
Table 1)

101

?rg Lys Lys Arg Arg Thr Arg Arg Arg
5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

102

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-77) (see
Table 1)

102

?rg Lys Lys Arg Arg GIln Thr Arg Arg
5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

103

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-78) (see
Table 1)

103
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Arg Lys Lys Arg ?rg Gln Arg Thr Arg
1

<210> 104

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-79) (see
Table 1)

<400> 104

Arg val Lys Arg Arg GIn Arg Arg Arg

1 5

<210> 105

<211> 9

<212> PRT

<213> Artificial Sequence

<220> o

<223> Description of sequence: trafficking sequence TAT(s2-80) (see
Table 1)

<400> 105

Arg Lys val Arg Arg Gln Arg Arg Arg

1 5

<210> 106

<211> 9

<212> PRT

<213> Artificial Sequence

<220> )

<223> Description of sequence: trafficking sequence TAT(s2-81l) (see
Table 1)

<400> 106

Arg Lys Lys val Arg Gln Arg Arg Arg

1 5

<210> 107

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-82) (see
Table 1)

<400> 107

ﬁrg Lys Lys Arg Arg val Arg Arg Arg
5 .

<210> 108
<211> 9
<212> PRT
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<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-83) (see
Table 1)

<400> 108

Arg Lys Lys Arg érg Gln val Arg Arg
7

<210> 109

<211> 9

<212> PRT

<213> Artificial Sequence

<220> o

<223> Description of sequence: trafficking sequence TAT(s2-84) (see
Table 1)

<400> 109

Arg Lys Lys Arg ?rg G1ln Arg val Arg
1

<210> 110

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-85) (see
Table 1)

<400> 110

Arg Trp Lys Arg érg Gln Arg Arg Arg
1

<210> 111

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-86) (see
Table 1)

<400> 111

Arg Lys Trp Arg ?rg Gln Arg Arg Arg
1

<210> 112

<211> 9

<212> PRT

<213> Artificial Sequence

<220> Lo

<223> Description of sequence: trafficking sequence TAT(s2-87) (see
Table 1)

<400> 112
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Arg Lys Lys Trp Arg Gln Arg Arg Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

113

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-88) (see
Table 1)

113

Arg Lys Lys Arg érg Trp Arg Arg Arg
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

114

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-89) (see
Table 1)

114

grg Lys Lys Arg érg Gln Trp Arg Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-90) (see
Table 1)

115

Arg Lys Lys Arg Arg Gln Arg Trp Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

116

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence TAT(s2-91) (see
Table 1)

116

Arg Tyr Lys Arg Arg Gln Arg Arg Arg
1 5

<210>
<211>
<212>
<213>

117

9

PRT

Artificial Sequence
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<220>

<223> Description of sequence: trafficking sequence TAT(s2-92) (see
Table 1)

<400> 117

?rg Lys Tyr Arg Arg Gln Arg Arg Arg
5

<210> 118
<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-93) (see
Table 1)

<400> 118

Arg Lys Lys Tyr érg Gln Arg Arg Arg
1

<210> 119

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-94) (see
Table 1)

<400> 119

Qrg Lys Lys Arg erg Tyr Arg Arg Arg

<210> 120

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-95) (see
Table 1)

<400> 120

Arg Lys Lys Arg grg GIn Tyr Arg Arg
1

<210> 121

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence TAT(s2-96) (see
Table 1)

<400> 121

Arg Lys Lys Arg Arg GIn Arg Tyr Arg
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<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Sequence Listing 221209_ST25

122

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence r3r6 (see Table 1)

VARIANT
(1..1

/replace="D-enatiomeric amino acid arginine"

VARIANT
®D..d

/replace="D-enatiomeric amino acid arginine"

VARIANT
(9..(9

/replace="D-enatiomeric amino acid arginine”

122

Qrg Arg Arg Arg érg Arg Arg Arg Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

123

9

PRT

Artificial Sequence

Description of sequence: trafficking sequence L-R9 (see Table 1)

123

Qrg Arg Arg Arg érg Arg Arg Arg Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

124

8

PRT

Artificial Sequence

Description of sequence: trafficking sequence L-R8 (see Table 1)

124

?rg Arg Arg Arg érg Arg Arg Arg

<210>
<211>
<212>
<213>

<220>
<223>

125

7

PRT

Artificial Sequence

Description of sequence: trafficking sequence L-R7 (see Table 1)
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125

Arg Arg Arg Arg ?rg Arg Arg
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

126

6

PRT

Artificial Sequence

Description of sequence:

126

Arg Arg Arg Arg érg Arg
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

127

5

PRT

Artificial Sequence

Description of sequence:
127

Arg Arg Arg Arg érg
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

128
11
PRT
Artificial Sequence

Description of sequence:
1

128

trafficking sequence L-R6 (see Table 1)

trafficking sequence L-R5 (see Table 1)

trafficking sequence PTD-4 (see Table

Iyr Ala Arg Ala ?1a Ala Arg GIn Ala Qgg Ala

<210>
<211>
<212>
<213>

<220>
<223>

<400>

129
11
PRT
Artificial Sequence

Description of sequence:
(see Table 1)

129

trafficking sequence PTD-4 (variant 1)

Trp Ala Arg Ala ?1a Ala Arg GIn Ala Agg Ala
1 1

<210>
<211>
<212>

130
11
PRT
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<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence PTD-4 (variant 2)

(see Table 1)
<400> 130
Trp Ala Arg Ala Gln Arg Ala Ala Ala Arg Ala
1 5 10

<210> 131

<211> 16

<212> PRT

<213> Artificial Sequence
<220>

<223> Description of sequence: trafficking sequence L-P1 (Penetratin)

(see Table 1)
<400> 131
Arg GIn val Lys val Trp Phe GIn Asn Arg Arg Met Lys Trp Lys LyS
1 5 10 15

<210> 132

<211> 16

<212> PRT

<213> Artificial Sequence
<220>

<223> Description of sequence: trafficking sequence D-P1 (Penetratin)

(see Table 1)
<400> 132
iys Lys Trp Lys ?et Arg Arg Asn Gln ;Be Trp val Lys val §1n Arg
5

<210> 133

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of sequence: trafficking sequence INK1, bestfit (see
Table 1)

<400> 133

Irp Lys Arg Ala Ala Ala Arg Lys Ala égg Ala Met Ser Leu Asn Leu
5

Phe

<210> 134

<211> 17

<212> PRT

<213> Artificial Sequence
<220>

<223> Description of sequence: trafficking sequence JINK1l, bestfit
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(variant 1) (see Table 1)

<400> 134

Trp Lys Arg Ala Ala Ala Arg Ala Ala Arg Ala Met Ser Leu Asn Leu
1 5 10 15

Artificial Sequence

Description of sequence:

sequence (see Table 1)

Phe

<210> 135
<211> 9
<212> PRT
<213>
<220>
<223>
<400> 135

trafficking sequence MDCK transcytose

ﬁrg Tyr Arg Gly §sp Leu Gly Arg Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

136
4
PRT

136

Tyr Lys Gly Leu
1

<210>
<211>
<212>
<213>

137
2953
DNA

<220>
<221>
<223> desc

<400> 137
ccgccccagce

misc

cgccgecgec
- gcccgggaat
cttccccatt
tcagcctgga
gcctgcagtg
gtagcagcgg
acgcggcaag

_feature

ription of

tcagtccgaa
gccgceegecg
ggcggagcga
cctgggactg
ggagtttgag
caaagacacc
tagcgcgggg
tgacactccg

Artificial Sequence

bescription of sequence:

Rattus norvegicus

sequence:

cceccgeggeg
ccgcctcecg
gagagcggcc
cacatcgcgt
gatgaagacc
ttgtctctcc
agccggcetgce

ggcgccgagg

trafficking sequence YKGL (see Table 1)

gcggeggect
cgccgetctce
tgagcggggg
cgcctcccaa
tttcggagat
ggceccccgeg
aggcggagat
acgacgaaga
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rat IB1 cCDNA sequence

cctccacacg
cgcccggatg
tgccgegtcec
tttcaggctc
cactgatgag
cgccgggceta
gctgcagatg

ggacgacgac

cctccacctc
gccaggctga
ccaccggeceg
acccatgata
tgtggcatca
ctgtctgegg
gacctgatcg

gagctcgctg

60
120
180
240
300
360
420
480
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agaggcgctg
ggtcctgect
cagtgccctg

gcaacatgtg

caccatcctg
tgacaaagcc
agctcatgct

acagtgagac

Sequence Listing 221209_ST25

ggcttgtttc
cagccacctg
gagcccaagc

cctgttctca

atactagagg
gaagtgtcac
acctccgaag

tctgtggggc

gcctggecag

aagccctgcec

tgtcacctgg

aaaaaaactc

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

138
714
PRT

Rattus norvegicus

cacgctgacc
tgccagggaa

ctactactat

g9ag

misc_feature

description of sequence: amino acid sequence

IB1 CDNA sequence

138

¥et Ala Arg Leu

Gly

Ile

Glu

ser

65

Leu

Glu

Ala

Gly

Ser
145

Gly

Ala

Phe

50

Leu

Leu

Met

Glu

val

130

Gln

Ala

Ser

35

Glu

Gln

ser

Leu

ASp

115

Gly

Gly

Ala

20

Pro

Asp

Cys

Ala

Gln

100

Asp

Pro

Gln

ctggcaagct
ggttccctct

taaagtgcca

Ser Pro Gly Met
5

ser Pro

Pro Asn

Glu Asp

Lys AsSp

70

Gly Ser

85

Met Asp

Glu Glu
ser

Lys

Gln
150

Gly

Pro

Phe

Leu

55

Thr

Ser

Leu

Asp

Ala

135

Gly

Ala

Arg

40

Ser

Leu

Gly

Ile

Asp

120

Glu

Pro

tgtgtgttca

cagctggccc

tttcttgtct

Ala

Ala

25

Leu

Glu

ser

Ser

Asp

Asp

Ser

Gly

Glu
10

Arg

Ser Pro

Thr His

Ile Thr

Leu Arg

75

Ala
90

Gly
Ala Ala
Glu

Leu

Gly Gln

Thr Gly Cys

155
Seite 39

Glu

Asp

Asp

Ala

Glu

ccctggettt
cttcccttgt
gactttccag
tccggcaget
aagaaggaga
cagccaactg

gaaaaaaaaa

enc

Ser Gly

Phe Leu Gly

30

Ile
45

ser

Glu Cys

60

Pro Pro Arg

Ser Arg Leu

Thr
110

ser Asp

Ala Gln

125

Pro Ala

140

Asp

ctggctcttg
ccacctcacc
taaggaaatg

ccgaccccca

gggccacagc

gtcactgtct

dddadaadaddada

oded

Leu

15

Leu

Leu

Gly

Ala

Gln

95

Pro

Arg

ser

Thr

by of rat

ser

Glu

Ile

Gly

80

Ala

Gly

Pro

Arg

TYyr
160

2580
2640
2700
2760
2820
2880
2940
2953



Arg

Ser

Gln

Thr

Gly

cys

Ala

ser

val

Pro

305

Tyr

Glu

Gly

Ser

Thr

385

Pro

Asp

Pro

Gln

Asp

Pro

210

Ser

Arg

Thr

Ala

Gln

290

Thr

ser

Gly

Gly

Leu

370

Leu

cys

Asn

Lys

Asp

Arg

195

Pro

Pro

Arg

Ala

ASp

275

Arg

Glu

val

Phe

Trp

ser

val

Phe

Cys

Arg

Thr

180

val

His

val

Thr

Pro

260

val

Pro

ser

Thr

ASD

340

Arg

ser

val

Gly

Ala
420

Pro

165

Leu

Ser

Glu

Pro

Ala

245

Gly

Arg

Pro

Arg

Ala

325

Cys

Gly

ASp

Asp

Asp

Ser

Thr

AsSn

Arg

His

Thr

230

Ala

Gly

Leu

Asp

Met

310

Gly

Leu

ser

Thr

Glu

390

Tyr

Ala

Sequence Listing 221209_ST25

Thr Leu Asn

Asn

ser

Ile

215

Gln

Thr

Arg

Glu

Pro

295

ser

Arg

Ser

Leu

ser

375

His

ser

Ser

Asn

Ser

200

cys

AsSp

Gln

Gly

Ala

280

Ala

val

Pro

Ser

Gly

Ala

Ala

Asp

ser

ser

185

Ser

Leu

Arg

Met

His

265

Thr

Glu

Ser

His

Pro

345

Glu

Leu

Gln

Glu

Pro
425

Leu Phe Pro Gln val

170

Leu

Pro

Ser

Gly

Ala

250

ser

Glu

Pro

Ser

Pro

330

Glu

Pro

Ser

Leu

Ser
410

Gly

Leu

ASp

Thr

235

Pro

His

Glu

Thr

Asp

ser

Gln

Pro

Tyr

Glu

395

ASp

Lys

Lys

Glu

220

ser

Pro

Arg

Ile

Ser

300

Pro

Ile

Ala

Pro

ser

Tyr Glu Ser

Seite 40

Lys

Thr

205

Leu

Thr

ser

Asp

Tyr

285

Thr

Asp

Ser

Glu

Pro

365

Sser

val

Ala

Ala

His

190

Gly

Pro

Asp

Gly

Arg

270

Leu

Phe

Pro

Glu

Pro

350

Pro

val

ser

Thr

Ile
430

Pro

175

Ser

Glu

Pro

Ser

Pro

255

ser

Thr

Leu

Ala

Glu

Pro

Arg

Lys

Leu

val

415

Gly

Arg

Trp

Gln

GIn

Pro

240

Pro

Pro

Pro

Ala

320

Asp

Gly

Ala

TYyr

Arg

400

Tyr

Glu



Glu

Asp

Asn

465

Gly

Arg

Glu

Tyr

Tyr

Ala

Ser

Met

Pro

val

625

Phe

Asn

Ala

Ser

Tyr

Ser

450

val

Leu

Ala

val

Glu

530

Tyr

Lys

val

GIln

ser

610

Lys

Phe

Lys

Cys

val
690

Glu

435

Thr

Phe

Phe

Ile

515

Ala

Ala

Asn

Gln

Lys

Ser

Ala

Gln

Tyr

Glu

Pro

Met

Ser

Phe

500

Asp

Tyr

Ile

Ser

val

580

Ile

Cys

AsSp

Leu

Phe

660

val

Arg

Ala

Asp

ser

Cys

Arg

Pro

Asn

Glu

Ala

val

Glu

Gly

Phe

Ala

Pro

Glu

Gly

val

Phe

Leu

Met

val

550

Trp

Tyr

Thr

Leu

Ala

630

Asn

Phe

val

Phe

Sequence Listing 221209_ST25

Gln Pro Arg Pro Pro Thr Cys Leu

Pro

455

Arg

Ile

val

Leu

Arg

535

Thr

Ile

His

Thr

Glu

615

GlIn

Ile

Ile

ser

Gln
695

440

Asp

ser

Asn

Pro

val

520

Thr

Lys

Asp

Lys

Glu

Ser

Thr

Glu

680

GIn

val

Arg

Gly

505

Glu

Gly

Glu

GlIn

Gly

Arg

Ser

Ala

Phe

Asp

Phe

His

Ser

Glu

490

His

Leu

Ala

Pro

Phe

570

Asn

Leu

val

Lys

cys

650

His

Ser

TYyr

Phe

Ser

475

Glu

Glu

Gln

Arg

Glu

Arg

Asp

Thr

Arg

Pro

Thr

Lys

ser
460
Ser
His

Asp

Ala

His

val

val

val

Gly

Asn

Tyr

Ala

Lys

Gln
700

Seite 41

445

Lys

Ala

Glu

Glu

Glu

525

val

Met

Lys

Leu

His

605

val

Lys

His

Asp

Ala

685

Phe

Lys

Glu

Gln

Leu

510

Asp

Phe

Ala

Phe

cys

590

Phe

Lys

cys

Pro

His

670

Leu

val

ser

Phe

Ser

Thr

495

Glu

Tyr

Pro

Ala

Leu

575

Ala

Asn

Ile

Ser

Arg

Ala

Glu

Glu

Leu

Phe

480

His

Leu

Trp

Leu

560

Gly

Ala

Pro

Gly

His

640

Asn

Phe

Glu

Tyr



Sequence Listing 221209_ST25

Thr Cys Pro Thr Glu Asp Ile Tyr Leu Glu

705

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<223>

<400>

Met Ala Glu

1

Pro

Phe

Leu

Thr

65

Gly

Ile

Asp

Ala

Gly

Pro

Leu

Ala

Arg

Sser

50

Leu

Gly

Asp

Asp

Glu

130

Gln

Thr

Asn

139
711
PRT

Homo sapiens

misc_feature
description of sequence:

misc_feature
description of sequence:

139

Ala Ser
20

Leu Thr
35

Glu Ile

Ser Leu

Ala Gly

Ala Thr

100
Glu Glu
115
Sser Gly
Ser Gln

Thr Leu

Asn Asn
180

Pro

His

Thr

Arg

ser

85

Gly

Arg

Gln

Gly

Asn

165

Ser

710

Arg §1u Ser

Phe

ASp

Asp

Pro

70

Arg

Asp

Ala

Glu

Pro

150

Leu

Leu

Gly

Leu

Ile

Glu

55

Pro

Leu

Thr

Ala

Pro

135

Gly

Phe

Gly

Gly

Gly

ser

40

cys

Arg

Gln

Pro

Arg

Ala

ser

Pro

Lys

human IB1l protein sequence

human IB1 protein sequence

Leu
Leu
25

Leu
Gly
Ala
Ala
Gly
Arg
ser

Gly

Gln

Gly
10

His
Glu
Ile
Gly
Glu
90

Ala
Pro
Arg

Asp

val
170

Gly

Ile

Glu

ser

Leu

75

Met

Glu

Gly

Gly

Thr

155

Pro

Gly Ala Ala

Ala

Phe

Leu

60

Leu

Leu

ASp

Ala

Gln

140

Tyr

Arg

His Ser Trp

Seite 42

ser

Glu

45

Gln

ser

Gln

ASp

Gly

Gly

Arg

Ser

GIn

Pro

30

Asp

cys

Ala

Met

Glu

110

Pro

Gln

Pro

Gln

AsSp
190

Ser

15

Pro

Glu

Lys

Gly

Asp

95

Glu

Pro

Ser

Lys

Asp |

Arg

Pro

Asn

AsSp

Asp

Gly

80

Leu

Asp

Lys

val



ser

Glu

Pro

225

Thr

Gly

val

Pro

ser

305

Thr

ASp

Arg

Ser

val

385

Gly

Ala

Glu

Pro

Arg

His

210

Thr

Ala

Gly

Arg

Pro

290

Arg

Ala

Cys

Gly

Asp

370

Asp

Asp

Ser

Ala

450

ser

195

Ile

Thr

Thr

Arg

Leu

275

Asp

Met

Gly

Leu

ser

355

Thr

Glu

Tyr

val

Pro

435

Glu

ser

Cys

Asp

Gln

Gly

Glu

Ala

ser

Arg

Ser

340

Leu

ser

His

ser

ser

420

Arg

Pro

Ser

Leu

Arg

Met

245

His

Ala

Ala

val

Pro

325

ser

Gly

Ala

Ala

Pro

Asp

Pro

ser

Ser

Thr

Glu

Sser

310

His

Pro

Glu

Leu

GlIn

390

Glu

Pro

Gln

val

Sequence Listing 221209_ST25

Leu Lys Thr Gly Glu Gln Thr Pro

200

Asp Glu
215

Thr Ser

Pro Pro

His Arg

Glu Glu
280

Pro Thr
295

Ser Asp

Pro Ser

Glu Arg

Pro Pro
360

ser Tyr
375

Leu Glu

ser Asp

Tyr Glu

Pro Pro

440

His Phe
455

Leu

Thr

Gly

Asp

265

Ile

ser

Pro

Ile

Ala

345

Pro

ASp

Leu

Ser

ser

425

Ala

Ser

Pro

Asp

Arg

Tyr

Ala

Asp

ser

330

Glu

Pro

ser

val

Ala

410

Ala

Cys

Lys

Pro

Ser

235

Pro

Ile

Leu

Phe

Pro

315

Glu

Pro

Pro

val

Ser

395

Thr

Ile

Leu

Lys

Gln

220

Pro

Pro

His

Thr

Leu

300

Ala

Glu

Pro

Arg

Leu

val

Gly

Ser

Phe
460

Seite 43

205

ser

cys

Ala

Tyr

Pro

285

Pro

Ala

Glu

Gly

Ala

365

Tyr

Arg

Tyr

Glu

Glu

445

Leu

Gly

Arg

Ala

Gln

270

val

Pro

Tyr

Glu

Gly

ser

Thr

Pro

Asp

Glu

430

Asp

Asn

Pro

Pro

Arg

Pro

255

Ala

Gln

Thr

Pro

Gly

Gly

Leu

Leu

cys

Asn

415

Tyr

ser

val

His
Ala
ser
240
Pro

Asp

Arg

ser
320
Phe
Trp
$er
val
Phe
400
Ccys
Glu

Thr

Phe



Met

465

Ser

Phe

ASp

Tyr

Ile

545

Ser

val

Ile

Cys

Phe

val

Arg

Thr
705

ser

cys

Arg

Pro

Asn

530

Glu

Asp

Pro

Ala

val

610

Asp

Lys

Gly

Phe

Ala

690

Glu

<210>
<211>

Gly

Ile

Phe

Leu

515

Met

val

Trp

TYyr

Thr

595

Leu

ser

Asn

Phe

val

675

Phe

Asp

140
2136

Arg

Ile

val

500

Leu

Arg

Thr

val

His

580

Thr

Glu

Gln

Ile

Ile

660

ser

GIn

Ile

Ser

Asn

485

Pro

val

Thr

Lys

565

Lys

Arg

Ile

Glu

ser

645

Thr

Glu

GlIn

Tyr

470

Gly

Arg

Glu

Gly

Glu

550

Gln

Gly

Arg

Ser

Ala

630

Phe

Lys

Asp

Phe

Leu
710

Sequence Listing 221209_ST25

Ser Ser Ser Ala G;

Glu

His

Leu

Ala

Pro

Phe

Asn

Leu

val

615

Lys

Cys

His

Ser

Tyr

695

Glu

Glu

Glu

Gln

520

Arg

Glu

Arg

ASp

Thr

600

Arg

Gly

Gly

Pro

Thr

680

Lys

Gln
Asp
505

Ala

Gly

val

val

585

val

Gly

Asn

Tyr

Ala

665

Lys

Gln

Glu

490

Glu

Glu

val

Met

His

val

Lys

His

650

Asp

Ala

Phe

475

Gln

Leu

Asp

Phe

Ala

555

Phe

cys

Phe

Lys

cys

Pro

His

Leu

val

Thr

Glu

TYyr

Pro

540

Ala

Leu

Ala

Asn

Ile

620

Ser

Lys

Arg

Ala

Glu
700

Seite 44

His

Leu

Trp

525

Ala

Leu

Gly

Ala

Pro

605

Gly

His

Asn

Phe

Glu

685

TYyr

u Ser Phe Gly

Arg

Glu

510

Tyr

Tyr

Ala

Ser

Met

590

Pro

val

Phe

Asn

Ala

670

ser

Thr

Leu

Ala

495

val

Glu

Tyr

Lys

val

575

Gln

ser

Lys

Phe

cys

val

Cys

Phe
480
Ile

ASp

Ala

Asn

560

Lys

Ser

Ala

GIn

640

Tyr

His

Gly

Pro
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beeedhibed
16ebbebH1d
66125311620

Jbebbobbie
OvT <00v>

uLaioud

40 uoLidLudsap
aJanlesal dsLw

suaLdes owoH

<€le>
<1ZZ>
<0Zl¢>

<€T1Z>

VNG <(TZ>



aagggcaatg
gtgcacttta
ggcgtcaagg
ttaaaaaaca
accaagcacc
aaagccctgg
tacacctgcc
<210>
<211>
<212>
<213>

<220>
<223>

<400>

141
19
PRT
Arti

141

acgtcctctg
acccgeectc
ccgatgactc
tctctttctg
ccgccgacca
cagagtccgt

ccacagaaga

ficial

Description of

Sequence Listing 221209_ST25

tgctgctatg
cagctgtgtc
ccaggaggcc
cggatatcat
ccggtttgcec
ggggagagca
tatctacctg

caaaagattg
ctggagatca
aaggggaata
ccaaagaaca
tgccacgtct
ttccagcagt

gagtag

ccaccacccg
gcgtgcgggg
aatgtagcca
acaagtactt
ttgtgtctga

tctacaagca

ccggctcacc
tgtgaagata
ctttttccag
tgggttcatc

agactccacc

gtttgtggag

sequence: Peptide L-IB1(s) (see Table 3)

Arg Pro Lys Arg Pro Thr Thr Leu Asn Leu Phe Pro Gln val Pro Arg
1 5 15

Ser Gln Asp

<210> 142

<211> 19

<212> PRT
<213> Artificial
<220>

<223>

<220>

<221> MUTAGEN
<222> (1)..(19)
<223>

<400> 142

all amino acids are D-amino acids

Description of sequence: Peptide D-IB1(s) (see Table 3)

Asp GIn Ser Arg Pro val Gln Pro Phe Leu Asn Leu Thr Thr Pro Arg
1 5 10 15

Lys Pro Arg

<210> 143
<211> 19
<212> PRT
<213> Arti
<220>

<223>

<220>

<221> misc

ficial

_feature

Description of sequence:

1800
1860
1920
1980
2040
2100
2136

Peptide L-IB (generic) (s) (see Table 3)
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<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

. Sequence Listing 221209_sST25
Description of sequence: Description of sequence: general
formula: NH2-Xnb-Xna-RPTTLXLXXXXXXXQD-Xnb-COOH (see Table 1)

VARIANT

Q..

Xaa is Xnb as defined in the general formula, wherein Xaa
represents an amino acid residue, preferably selected from any
(native) amino acid residue;

REPEAT

(1)..(1) ) . ) .

Xaa is Xnb as defined in the general formula, wherein n is 0-5,
5-10, 10-15, 15-20, 20-30 or more for Xnb

VARIANT

(2)..(2)

Xaa is Xna as defined in the general formula, wherein Xaa
represents an amino acid residue, preferably selected from any
(native) amino acid residue residue except serine and threonine

REPEAT
(2)..(@2)

Xaa is Xna as defined in the general formula, wherein n is 0 or 1

VARIANT

(8)..(8) ) . .

Xaa represents an amino acid residue, preferably selected from
any (native) amino acid residue;

VARIANT

(10)..(16)

Xaa represents an amino acid residue, preferably selected from
any (native) amino acid residue;

REPEAT

(19)..(19)

Xaa is Xnb as defined in the general formula, wherein n is 0-5,
5-10, 10-15, 15-20, 20-30 or more for Xnb

VARIANT

(19)..(19)

Xaa is Xnb as defined in the general formula, wherein Xaa
represents an amino acid residue, preferably selected from any
(native) amino acid residue;

143

Xaa Xaa Arg Pro Thr Thr Leu Xaa Leu Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5

Gln Asp Xaa

<210>
<211>
<212>
<213>

144

19

PRT
Artificial
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<220>
<223>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

Sequence Listing 221209_ST25

Description of sequence: Peptide D-IB (generic) (s) (see Table 3)

misc_feature
Descr1gt1on of sequence: general formula:
NH2-Xnb-DQXXXXXXXLXLTTPR-Xna-Xnb-COOH,

MUTAGEN
@..(19

all amino acids are D-amino acids

VARIANT

(D..1D . . .

Xaa is Xnb as defined in the general formula, wherein Xaa
represents an amino acid residue, preferably selected from any
(native) amino acid residue;

REPEAT

.. . . . .

Xaa is Xnb as defined in the general formula, wherein n is 0-5,
5-10, 10-15, 15-20, 20-30 or more for Xnb

VARIANT

4)..(10) . . .

Xaa represents an amino acid residue, preferably selected from
any (native) amino acid residue;

VARIANT

(12)..(Q2)

Xaa represents an amino acid residue, preferably selected from
any (native) amino acid residue;

REPEAT
(18)..(18)
Xaa is Xna as defined in the general formula, wherein n is 0 or 1

VARIANT

(18)..(18)

Xaa is Xna as defined in the general formula, wherein Xaa
represents an amino acid residue, preferably selected from any
(native) amino acid residue residue except serine and Threonine

VARIANT

(18)..(18)

Xaa is Xna as defined in the general formula, wherein Xaa
represents an amino acid residue, preferably selected from any
(native) amino acid residue residue except serine and threonine

REPEAT

(19..(19)

Xaa is Xnb as defined in the general formula, wherein n is 0-5,
5-10, 10-15, 15-20, 20-30 or more for Xnb

VARIANT
(19..(19)
Xaa is Xnb as defined in the general formula, wherein Xaa
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Sequence Listing 221209_sT25
represents an amino acid residue, preferably selected from any
(native) amino acid residue;
<400> 144

Xaa Asp Gln Xaa Xaa Xaa Xaa Xaa Xaa Xga Leu Xaa Leu Thr Thr Pro
1 5 1 15

Arg Xaa Xaa

<210> 145
<211> 29
<212> PRT

<213> Artificial

<220>
<223> Description of sequence: peptide IBl-Tong (see Table 3)

<400> 145
Pro Gly Thr Gly Cys Gly Asp Thr Tyr Arg Pro Lys Arg Pro Thr Thr
1 5 10 15

Leu Asn Leu Phe Pro GIn val Pro Arg Ser Gln Asp Thr
25

<210> 146

<211> 27

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: Peptide IB2-long (see Table 3)
<400> 146

Ile Pro Ser Pro Ser val Glu Glu Pro His Lys His Arg Pro Thr Thr
1 S 10

Leu Arg Leu Thr Thr Leu Gly Ala Gln Asp Ser
20 25

<210> 147
<211> 29
<212> PRT

<213> Artificial

<220>
<223> Description of sequence: Peptide derived from c-Jun (see Table 3)

<400> 147

Gly Ala Tyr Gly Tyr Ser Asn Pro Lys Ile Leu Lys GIn Ser Met Thr
1 5 10 15

Leu Asn Leu Ala Asp Pro val Gly Asn Leu Lys Pro His
20 25

<210> 148
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<211>
<212>
<213>

<220>
<223>

<400>

Sequence Listing 221209_ST25
29
PRT
Artificial

Description of sequence: Peptide derived from ATF2 (see Table 3)

148

Thr Asn Glu Asp His Leu Ala val His Lys His Lys His Glu Met Thr
1 5 10

Leu Lys Phe G%y Pro Ala Arg Asn ésp ser val Ile val
2 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

149

23

PRT
Artificial

Description of sequence: Peptide L-IB1l (see Table 3)
149

Asp Thr Tyr Arg Pro Lys Arg Pro Thr Thr Leu Asn Leu Phe Pro Gln
1 5

10 15

val Pro Arg ggr Gln Asp Thr

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

150

23

PRT
Artificial

Description of sequence: Peptide D-IB1 (see Table 3)

MUTAGEN
1)..@23)

all amino acids are D-amino acids

150

Thr Asp GIn Ser Arg Pro val Gln Pro Phe Leu Asn Leu Thr Thr Pro
1 5 10

Arg Lys Pro égg Tyr Thr Asp

<210>
<211>
<212>
<213>

<220>
<223>

151

19

PRT
Artificial

Description of sequence: Peptide L-IB (generic) (see Table 3)
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<220>
<221> VARIANT
<222> (D..D
<223> Xaa is selected from any amino acid residue,

<220>

<221> VARIANT

<222> (.. ) )
<223> Xaa is selected from any amino acid residue,

<220>

<221> VARIANT

<222> (9)..(@15

<223> Xaa is selected from any amino acid residue,

<220>

<221> VARIANT

<222> (18)..(18)

<223> Xaa is selected from serine or threonine,

<220>

<221> VARIANT

<222> (19)..(19)

<223> Xaa is selected from any amino acid residue,
<400> 151

Xaa Arg Pro Thr Thr Leu Xaa Leu Xaa Xaa Xaa Xaa Xaa Xaa Xaa GIn
1 5

Asp Xaa Xaa

<210> 152

<211> 19

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: Peptide D-IB (generic) (see Table 3)

<220>

<221> MUTAGEN

<222> (1)..(1A9

<223> all amino acids are D-amino acids

<220>

<221> VARIANT

<222> O..D

<223> Xaa is selected from any amino acid residue

<220>

<221> VARIANT

<222> (2)..(2)

<223> Xaa is selected from serine or threonine

<220>

<221> VARIANT

<222> (5)..(A1) .

<223> Xaa is selected from any amino acid residue

<220>

<221> VARIANT

<222> (13)..(13)

<223> Xaa 1is selected from any amino acid residue
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<220>
<221> VARIANT
<222> (19)..(19) . . .
<223> Xaa is selected from any amino acid residue
<400> 152

Xaa Xaa Asp GIn Xaa Xaa Xaa Xaa Xaa Xaa Xaa Leu Xaa Leu Thr Thr
5

Pro Arg Xaa

<210> 153

<211> 13

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: L-IB1(sl) (see Table 3)
<400> 153

Thr Leu Asn Leu Phe Pro Gln val Pro Arg Ser Gln Asp
1 5

<210> 154
<211> 13
<212> PRT

<213> Artificial

<220>
<223> Description of sequence: L-IB1(s2) (see Table 3)

<400> 154

Thr Thr Leu Asn Leu Phe Pro Gln val PBO Arg Ser Gln
1 5 1

<210> 155

<211> 13

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: L-IB1(s3) (see Table 3)
<400> 155

Pro Thr Thr Leu Asn Leu Phe Pro GIn val Pro Arg Ser
1

5
<210> 156
<211> 13
<212> PRT
<213> Artificial
<220>

<223> Description of sequence: L-IB1(s4) (see Table 3)
<400> 156
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Arg Pro Thr Thr Leu Asn Leu Phe Pro Gln val Pro Arg
1 5

<210> 157

<211> 13

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: L-IB1(s5) (see Table 3)
<400> 157

Lys Arg Pro Thr Thr Leu Asn Leu Phe Pro GIn val Pro
1 5

10
<210> 158
<211> 13
<212> PRT
<213> Artificial
<220>

<223> Description of sequence: L-IB1(s6) (see Table 3)
<400> 158

Pro Lys Arg Pro Thr Thr Leu Asn Leu Phe Pro GIn val
1 5

<210> 159

<211> 13

<212> PRT

<213> Artificial

<220>
<223> Description of sequence: L-IB1(s7) (see Table 3)

<400> 159

Arg Pro Lys Arg Pro Thr Thr Leu Asn Leu Phe Pro Gln
1 5

<210> 160

<211> 12

<212> PRT

<213> Artificial

<220>
<223> Description of sequence: L-IB1(s8) (see Table 3)

<400> 160

Leu Asn Leu Phe Pro Gln val Pro Arg Ser Gln Asp
1 5 10

<210> 161

<211> 12

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: L-IB1(s9) (see Table 3)
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<400> 161

Thr Leu Asn Leu Phe Pro GIn val Pro qgg ser Gln
1 5

<210> 162

<211> 12

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: L-IB1(s10) (see Table 3)
<400> 162

Thr Thr Leu Asn Leu Phe Pro GIn val Pro Arg Ser
1 5 10

<210> 163

<211> 12

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: L-IB1(s1ll) (see Table 3)
<400> 163

Pro Thr Thr Leu Asn Leu Phe Pro GIn val Pro Arg
1 5 10

<210> 164

<211> 12

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: L-IB1(s1l2) (see Table 3)
<400> 164

Arg Pro Thr Thr Leu Asn Leu Phe Pro GIn val Pro
1 5

<210> 165

<211> 12

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: L-IB1(s1l3) (see Table 3)
<400> 165
iys Arg Pro Thr Ehr Leu Asn Leu Phe ggo Gln val

<210> 166

<211> 12

<212> PRT

<213> Artificial
<220>
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<223> Description of sequence: L-IB1(s1l4) (see Table 3)

<400> 166

Pro Lys Arg Pro Thr Thr Leu Asn Leu Phe Pro Gln
1 5

<210> 167

<211> 12

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: L-IB1(s1l5) (see Table 3)
<400> 167

Arg Pro Lys Arg Pro Thr Thr Leu Asn Leu Phe Pro
1 5

<210> 168
<211> 11
<212> PRT
<213> Artificial

<220>
<223> Description of sequence: L-IB1(s16) (see Table 3)

<400> 168

Asn Leu Phe Pro Gln val Pro Arg Ser GIn Asp
1 5 10

<210> 169
<211> 11
<212> PRT
<213> Artificial

<220>
<223> Description of sequence: L-IB1(s1l7) (see Table 3)

<400> 169

Leu Asn Leu Phe Pro Gln val Pro Arg Ser Gln
1 5

10
<210> 170
<211> 11
<212> PRT
<213> Artificial
<220>

<223> Description of sequence: L-IB1(s18) (see Table 3)
<400> 170

Thr Leu Asn Leu Phe Pro Gln val Pro Arg Ser
1 5 10

<210> 171
<211> 11
<212> PRT

<213> Artificial
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<220>
<223> Description of sequence: L-IB1(s19) (see Table 3)

<400> 171

Thr Thr Leu Asn Leu Phe Pro Gln val Pro Arg
1 5

10
<210> 172
<211> 11
<212> PRT
<213> Artificial
<220>

<223> Description of sequence: L-IB1(s20) (see Table 3)
<400> 172

Pro Thr Thr Leu Asn Leu Phe Pro Gln val Pro
1 5

10
<210> 173
<211> 11
<212> PRT
<213> Artificial
<220>

<223> Description of sequence: L-IB1(s21) (see Table 3)
<400> 173

Arg Pro Thr Thr Leu Asn Leu Phe Pro Gln val
1 5

10
<210> 174
<211> 11
<212> PRT
<213> Artificial
<220>

<223> Description of sequence: L-IB1(s22) (see Table 3)
<400> 174

Lys Arg Pro Thr ghr Leu Asn Leu Phe Pro Gln
1

10
<210> 175
<211> 11
<212> PRT
<213> Artificial
<220>

<223> Description of sequence: L-IB1(s23) (see Table 3)
<400> 175

Pro Lys Arg Pro Thr Thr Leu Asn Leu Phe Pro
1 5

<210> 176
<211> 11
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<212> PRT
<213> Artificial
<220>

<223> Description of sequence: L-IB1(s24) (see Table 3)
<400> 176

Arg Pro Lys Arg Pro Thr Thr Leu Asn Leu Phe

1 5 10

<210> 177

<211> 10

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: L-IB1(s25) (see Table 3)
<400> 177

Leu Phe Pro Gln val Pro Arg Ser Gln Asp
1 5 10

<210> 178

<211> 10

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: L-IB1(s26) (see Table 3)
<400> 178

Asn Leu Phe Pro §1n val Pro Arg Ser Gln
1

10
<210> 179
<211> 10
<212> PRT
<213> Artificial
<220>

<223> Description of sequence: L-IB1(s27) (see Table 3)
<400> 179

Leu Asn Leu Phe Pro Gln val Pro Arg Ser
1 S

<210> 180

<211> 10

<212> PRT

<213> Artificial

<220>
<223> Description of sequence: L-IB1(s28) (see Table 3)

<400> 180

Thr Leu Asn Leu Phe Pro GIn val Pro Arg
1 5 10
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<210> 181
<211> 10
<212> PRT

<213> Artificial

<220>
<223> Description of sequence: L-IB1(s29) (see Table 3)

<400> 181

Thr Thr Leu Asn Leu Phe Pro Gln val Pro

1 5 10
<210> 182

<211> 10

<212> PRT

<213> Artificial

<220>
<223> Description of sequence: L-IB1(s30) (see Table 3)

<400> 182

Pro Thr Thr Leu Asn Leu Phe Pro Gln val
1 5

10
<210> 183
<211> 10
<212> PRT

<213> Artificial

<220>
<223> Description of sequence: L-IB1(s31) (see Table 3)

<400> 183

Arg Pro Thr Thr Leu Asn Leu Phe Pro Gln
1 5

10
<210> 184
<211> 10
<212> PRT

<213> Artificial

<220>
<223> Description of sequence: L-1IB1(s32) (see Table 3)

<400> 184

Lys Arg Pro Thr Thr Leu Asn Leu Phe Pro
1 5

10
<210> 185
<211> 10
<212> PRT
<213> Artificial
<220>

<223> Description of sequence: L-IB1(s33) (see Table 3)
<400> 185

1
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

Sequence Listing 221209_ST25

186

10

PRT
Artificial

Description of sequence: L-IB1(s34) (see Table 3)
186

Arg Pro Lys Arg gro Thr Thr Leu Asn Leu
1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

187

13

PRT
Artificial

Description of sequence: D-IB1(sl) (see Table 3)

MUTAGEN
n..a13)

all amino acids are D-amino acids

187

Gln Pro Phe Leu ésn Leu Thr Thr Pro Arg Lys Pro Arg
1 10

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

188

13

PRT
Artificial

Description of sequence: D-IB1(s2) (see Table 3)

MUTAGEN
(1)..(13)

all amino acids are D-amino acids

188

val Gln Pro Phe Leu Asn Leu Thr Thr Pro Arg Lys Pro
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

189

13

PRT
Artificial

Description of sequence: D-IB1(s3) (see Table 3)

MUTAGEN
(1)..(13)
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<223> all amino acids are D-amino acids

<400> 189

pro val Gln Pro Phe Leu Asn Leu Thr Tgr Pro Arg Lys
1 5 1

<210> 190

<211> 13

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: D-IB1(s4) (see Table 3)

<220>

<221> MUTAGEN

<222> (1)..(13)

<223> all amino acids are D-amino acids

<400> 190

Arg Pro val GIn Pro Phe Leu Asn Leu Thr Thr Pro Arg
1 5

<210> 191

<211> 13

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: D-IB1(s5) (see Table 3)

<220>

<221> MUTAGEN

<222> (1)..(13)

<223> all amino acids are D-amino acids

<400> 191

Ser Arg Pro val Gln Pro Phe Leu Asn Leu Thr Thr Pro
1 5

<210> 192

<211> 13

<212> PRT

<213> Artificial

<220>

<223> Description of sequence: D-IB1(s6) (see Table 3)

<220>

<221> MUTAGEN

<222> (1)..(13)

<223> all amino acids are D-amino acids
<400> 192

Gln Ser Arg Pro val GIn Pro Phe Leu Asn Leu Thr Thr
1 5
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<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

Sequence Listing 221209_ST25
193
13
PRT
Artificial

Description of sequence: D-IB1(s7) (see Table 3)

MUTAGEN
@)..@a3

all amino acids are D-amino acids

193

Asp Gln Ser Arg Pro val Gln Pro Phe Leu Asn Leu Thr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

194

12

PRT
Artificial

Description of sequence: D-IB1(s8) (see Table 3)

MUTAGEN
(1)..(Q12)

all amino acids are D-amino acids

194

Pro Phe Leu Asn Leu Thr Thr Pro Arg Lys Pro Arg
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

195

12

PRT
Artificial

Description of sequence: D-IB1(s9) (see Table 3)

MUTAGEN
(1)..(12)

all amino acids are D-amino acids

195

Gln Pro Phe Leu Asn Leu Thr Thr Pro Arg Lys Pro
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

196

12

PRT
Artificial

Description of sequence: D-IB1(s10) (see Table 3)
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<220>
<221> MUTAGEN
<222> (1)..(Q12)
<223> all amino acids are D-amino acids
<400> 196

val GIn Pro Phe Leu Asn Leu Thr Thr ;50 Arg Lys
1 5

<210> 197
<211> 12
<212> PRT

<213> Artificial

<220>
<223> Description of sequence: D-IB1(sll) (see Table 3)

<220>

<221> MUTAGEN

<222> (D..(QA12)

<223> all amino acids are D-amino acids

<400> 197

Pro val GIn Pro Phe Leu Asn Leu Thr Thr Pro Arg
1 5 10

<210> 198

<211> 12

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: D-IB1(s12) (see Table 3)

<220>

<221> MUTAGEN

<222> (1)..(Q12)

<223> all amino acids are D-amino acids

<400> 198

Arg Pro val GIn Pro Phe Leu Asn Leu Thr Thr Pro
1 5 10

<210> 199

<211> 12

<212> PRT

<213> Artificial

<220>

<223> Description of sequence: D-IB1(sl1l3) (see Table 3)

<220>

<221> MUTAGEN

<222> (D..(@12)

<223> all amino acids are D-amino acids

<400> 199
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1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

Sequence Listing 221209_ST25

ser Arg Pro val GIn Pro Phe Leu Asn Leu Thr Thr
5

200

12

PRT
Artificial

Description of sequence: D-IB1(sl4) (see

MUTAGEN
(1)..Q2)

all amino acids are D-amino acids

200

Gln Ser Arg Pro vVal Gln Pro Phe Leu Asn Leu Thr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

10
201
12
PRT
Artificial
Description of sequence: D-IB1(sl5) (see

MUTAGEN
1)..(12

all amino acids are D-amino acids

201

Asp Gln Ser Arg Pro val Gln Pro Phe Leu Asn Leu
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

202

11

PRT
Artificial

Description of sequence: D-IB1(sl6) (see

MUTAGEN
1)..(1n

all amino acids are D-amino acids

202

Phe Leu Asn Leu Thr Thr Pro Arg Lys Pro Arg
1 5 10

<210>
<211>
<212>
<213>

203
11
PRT
Artificial
Seite 63
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<220> L
<223> Description of sequence: D-IB1(sl1l7) (see Table 3)

<220>

<221> MUTAGEN

<222> (1)..11D

<223> all amino acids are D-amino acids

<400> 203

Pro Phe Leu Asn Leu Thr Thr Pro Arg Lys Pro
1 5 10

<210> 204
<211> 11
<212> PRT

<213> Artificial

<220>
<223> Description of sequence: D-IB1(s1l8) (see Table 3)

<220>

<221> MUTAGEN

<222> (1)..A1)

<223> all amino acids are D-amino acids

<400> 204

GIn Pro Phe Leu Asn Leu Thr Thr Pro ?59 Lys
1 5

<210> 205

<211> 11

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: D-IB1(s19) (see Table 3)

<220>

<221> MUTAGEN

<222> (1..ALD

<223> all amino acids are D-amino acids

<400> 205

val Gln Pro Phe Leu Asn Leu Thr Thr Pro Arg
1 5

<210> 206

<211> 11

<212> PRT

<213> Artificial
<220>

<223> Description of sequence: D-IB1(s20) (see Table 3)

<220>
<221> MUTAGEN
<222> (1D..QAQ1
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<223> all amino acids are D-amino acids

<400> 206

Pro val GIn Pro Phe Leu Asn Leu Thr Thr Pro
1 5

<210> 207

<211> 11

<212> PRT )
<213> Artificial
<220>

<223> Description of sequence: D-IB1(s21) (see Table 3)

<220>

<221> MUTAGEN

<222> (@)..AD

<223> all amino acids are D-amino acids

<400> 207

Arg Pro val Gln Pro Phe Leu Asn Leu Thr Thr
1 5 10
<210> 208

<211> 11

<212> PRT

<213> Artificial

<220>

<223> Description of sequence: D-IB1(s22) (see Table 3)

<220>

<221> MUTAGEN

<222> (1)..(1D

<223> all amino acids are D-amino acids

<400> 208

Ser Arg Pro val Gln Pro Phe Leu Asn Leu Thr
1 5 10
<210> 209

<211> 11

<212> PRT

<213> Artificial

<220>

<223> Description of sequence: D-IB1(s23) (see Table 3)

<220>

<221> MUTAGEN

<222> (@)..AD

<223> all amino acids are D-amino acids
<400> 209

Gln Ser Arg Pro val GIn Pro Phe Leu Asn Leu
1 5
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<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

<210>
<211>
<212>

Sequence Listing 221209_ST25
210
11
PRT
Artificial

Description of sequence: D-IB1(s24) (see Table 3)

MUTAGEN
L..an

all amino acids are D-amino acids

210

Asp GIn Ser Arg Pro val Gln Pro Phe Leu Asn
5

211

10

PRT
Artificial

Description of sequence: D-IB1(s25) (see Table 3)

MUTAGEN
1)..qao . ] .
all amino acids are D-amino acids
211
Asp GIn Ser Arg Pro val GIn Pro Phe Leu
1 5 10
212
10
PRT
Artificial

<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

Description of sequence: D-IB1(s26) (see Table 1)

MUTAGEN
(1)..(10)

all amino acids are D-amino acids

212

Gln Ser Arg Pro val GIn Pro Phe Leu Asn
1 5

<210>
<211>
<212>
<213>

<220>
<223>

213

10

PRT
Artificial

Description of sequence: D-IB1(s27) (see Table 3)

Seite 66



<220>
<221>
<222>
<223>

<400>

Sequence Listing 221209_ST25

MUTAGEN
(1)..Q0)

all amino acids are D-amino acids

213

Ser Arg Pro val Gln Pro Phe Leu Asn Leu
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

<210>
<211>
<212>
<213>

<220>
<223>

214

10

PRT
Artificial

Description of sequence: D-IB1(s28) (see Table 3)

MUTAGEN
n..1; . . .
all amino acids are D-amino acids
214
Arg Pro val GIn Pro Phe Leu Asn Leu Thr
1 5 10
215
10
PRT
Artificial
Description of sequence: D-IB1(s29) (see Table 3)

<220>
<221>
<222>
<223>

<400>

<210>
<211>
<212>
<213>

<220>

MUTAGEN
@..A0 o
all amino acids are D-amino acids
215
Pro val GIn Pro Phe Leu Asn Leu Thr Thr
1 5 10
216
10
PRT
Artificial
Description of sequence: D-IB1(s30) (see Table 3)

<223>

<220>
<221>
<222>
<223>

<400>

MUTAGEN
(1)..Q0)

all amino acids are D-amino acids

216
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val GIn Pro Phe Leu Asn Leu Thr Thr Pro

1 5 10
<210> 217

<211> 10

<212> PRT

<213> Artificial

<220>

<223> Description of sequence: D-IB1(s31) (see Table 3)

<220>

<221> MUTAGEN

<222> (1)..10

<223> all amino acids are D-amino acids

<400> 217

Gln Pro Phe Leu Asn Leu Thr Thr Pro Arg
1 5 10

<210> 218
<211> 10
<212> PRT
<213> Artificial

<220>
<223> Description of sequence: D-IB1(s32) (see Table 3)

<220>

<221> MUTAGEN

<222> (1)..(10)

<223> all amino acids are D-amino acids

<400> 218
Pro Phe Leu Asn Leu Thr Thr Pro Arg Lys
1 5 10
<210> 219
<211> 10
<212> PRT

<213> Artificial

<220>
<223> Description of sequence: D-IB1(s33) (see Table 3)

<220>

<221> MUTAGEN

<222> (1)..(10)

<223> all amino acids are D-amino acids

<400> 219

Phe Leu Asn Leu Thr Thr Pro Arg Lys Pro
1 5 10

<210> 220
<211> 10
<212> PRT

<213> Artificial
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<220>
<223> Description of sequence: D-IB1(s34) (see Table 3)

<220>

<221> MUTAGEN

<222> (1)..Q0)

<223> all amino acids are D-amino acids

<400> 220
Leu Asn Leu Thr Thr Pro Arg Lys Pro Arg
1 5 10

<210> 221
<211> 241
<212> PRT
<213> Homo sapiens

<220>

<221> MISC_FEATURE

<223> Description of sequence: amino acid sequence of Bid Chuman)
(transcript variant 1)

<400> 221
Tet Cys Ser Gly §1a Gly val Met Met éga Arg Trp Ala Ala igg Gly

Arg Ala Gly Trp Arg Ser Thr val Arg Ile Leu Ser Pro Leu Gly His
20 25 30

Cys Glu Pro Gly val Ser Arg Ser Cys Arg Ala Ala GIn Ala Met Asp
35 40 45

Cys Glu val Asn Asn Gly Ser Ser Leu Arg Asp Glu Cys Ile Thr Asn
50 55 60

Leu Leu val Phe Gly Phe Leu GIn Ser Cys Ser Asp Asn Ser Phe Arg
65 70 75 80

Arg Glu Leu Asp Ala Leu Gly His Glu Leu Pro val Leu Ala Pro Gln
85 90 95

Trp Glu Gly Tyr Asp Glu Leu GIn Thr Asp Gly Asn Arg Ser Ser His
100 105 110

Ser Arg Leu Gly Arg Ile Glu Ala Asp Ser Glu Ser GIn Glu Asp Ile
115 120 125

ITe Arg Asn Ile Ala Arg His Leu Ala GIn val Gly Asp Ser Met Asp
130 135 140

Arg Ser Ile Pro Pro Gly Leu val Asn Gly Leu Ala Leu Gln Leu Arg
145 150 155 160
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Asn Thr Ser Arg Ser Glu Glu Asp Arg Asn Arg Asp Leu Ala Thr Ala
165 170 175

Leu Glu GIn Leu Leu Gln Ala Tyr Pro Arg Asp Met Glu Lys Glu Lys
180 185 190

Thr Met Leu val Leu Ala Leu Leu Leu Ala Lys Lys val Ala Ser His
195 200 205

Thr Pro Ser Leu Leu Arg Asp Val Phe His Thr Thr val Asn Phe Ile
210 215 220

Asn GIn Asn Leu Arg Thr Tyr val Arg Ser Leu Ala Arg Asn Gly Met

225 230 235 240
Asp

<210> 222

<211> 168

<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE

<223> Description of sequence: amino acid sequence of Bad (human)
<400> 222

Met Phe Gln Ile Pro Glu Phe Glu Pro Ser Glu Gln Glu Asp Ser Ser
1 5 10 15

Ser Ala Glu Arg Gly Leu Gly Pro s§r Pro Ala Gly Asp ggy Pro Ser
20 2

Gly Ser Gly Lys His His Arg EAn Ala Pro Gly Leu Lgu Trp Asp Ala
35 4

ser His GIn GIn Glu Gln Pro Thr Ser Ser Ser His His Gly Gly Ala
50 55 60

Gly Ala val Glu Ile Arg Ser Arg His Ser Ser Tyr Pro Ala Gly Thr
65 70 75 80

Glu Asp Asp Glu Gly Met Gly Glu Glu Pro Ser Pro Phe Arg Gly Arg
85 90 95

ser Arg Ser Ala Pro Pro Asn Leu Trp Ala Ala Gln Arg Tyr Gly Arg
100 105 110

Glu Leu Arg Arg Met Ser Asp Glu Phe val Asp Ser Phe Lys Lys Gly
115 120 125
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Leu Pro Arg Pro Lys Ser Ala Gly Thr Ala Thr Gln Met Arg GlIn Ser
130 135 140

ser Ser Trp Thr Arg val Phe GIn Ser Trp Trp Asp Arg Asn Leu Gly
145 150 155 160

Arg Gly Ser Ser Ala Pro Ser Gln
165

<210> 223
<211> 483
<212> PRT

<213> Homo sapiens

<220>

<221> misc_feature

<223> Description of sequence: amino acid sequence of Noxal Chuman)
<400> 223

Met Ala Ser Leu Gly Asp Leu val Arg Ala Trp His Leu Gly Ala GlIn
1 5 10 15

Ala val Asp Arg Gly Asp Trp Ala Arg Ala Leu His Leu Phe Ser Gly
20 25 30

val Pro Ala Pro Pro Ala Arg Leu Cys Phe Asn Ala Gly Cys val His
35 40 45

Leu Leu Ala Gly Asp Pro Glu Ala Ala Leu Arg Ala Phe Asp Gln Ala
50 55 60

val Thr Lys Asp Thr Cys Met Ala val Gly Phe Phe GIn Arg Gly val
65 70 75 80

Ala Asn Phe GIn Leu Ala Arg Phe GIn Glu Ala Leu Ser Asp Phe Trp
85 90 95

Leu Ala Leu Glu Gln Leu Arg Gly His Ala Ala Ile Asp Tyr Thr Gln
100 105 110

Leu Gly Leu Arg Phe Lys Leu Gln Ala Trp Glu val Leu His Asn val
115 120 125

Ala Ser Ala GIn Cys GIn Leu Gly Leu Trp Thr Glu Ala Ala Ser Ser
130 135 140

Leu Arg Glu Ala Met Ser Lys Trp Pro Glu Gly Ser Leu Asn Gly Leu
145 150 155 160

Asp Ser Ala Leu Asp GIn val Gln Arg Arg Gly Ser Leu Pro Pro Arg
165 170 175
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Gln

His

Ala

Gly

Arg

Ala

Glu

Gly

Ala

305

Ala

Leu

Gln

Pro

Pro

385

Leu

Asp

Pro

val

Leu

Ile

210

Pro

Ala

Asp

Gln

Gly

Gly

Phe

Arg

Leu

Glu

370

Arg

Tyr

Leu

ASp

Pro

Glu

195

Pro

Gly

Gly

Arg

val

275

Pro

Ala

Thr

Ala

Ser

355

Glu

Gly

GlIn

Gly

val
435

Arg

Pro

ASp

Ala

Thr

Cys

260

Gly

Gly

Gly

val

Leu

340

Tyr

Glu

Leu

val

Phe

420

Pro

Gly

val

Asp

Asn

His

245

Thr

Lys

Pro

Gly

Ala

325

Leu

Leu

Ser

GlIn

val

405

Arg

Leu

Glu

Asp

Gln

His

230

Gln

ser

Gln

Gly

Ser

310

Leu

Gly

Ala

Leu

Leu

390

Ala

Gln

Ala

Sequence Listing 221209_ST25

val Phe Arg Pro His Arg Trp His
185

Phe

Gly

ASp

Gly

Thr

Ala

Pro

295

Glu

Arg

Gln

Pro

Gln

375

Gln

Gln

Gly

val

Leu

200

Trp

Ala

Pro

Ala

Pro

280

cys

Pro

Ala

Ala

Gly

360

Arg

Cys

His

Asp

AsSp

Gly

Gly

Arg

Leu

Tyr

265

Leu

Glu

Leu

Arg

Leu

345

Glu

Ala

Arg

ser

Thr

425

Gln

Lys

val

ser

250

Gln

Ser

Asp

val

Arg

Pro

Asp

Trp

Gly

Tyr

410

val

Ala

Arg

Leu

235

Ala

Glu

Pro

Pro

Thr

315

Gly

His

Gly

GlIn

Ala

395

Ser

Asp

Lys

Pro

220

Ile

Glu

GlIn

Gly

Ala

300

val

Ala

GIn

His

Asp

380

Gly

Ala

val

Ala Trp Leu
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val

205

GIn

Met

Thr

Arg

Leu

285

Gly

Thr

Asp

Ala

Trp

365

Ala

Gly

GIn

Leu

Glu
445

190

val

Gln

ASp

Glu

Pro

270

Pro

Ala

val

Leu

Gln

350

val

Ala

Arg

Gly

Ccys

430

Gly

Leu

Ala

Pro

Ser

val

255

Gln

Ala

Gly

Gln

ser

335

Leu

Pro

Ala

Pro

Pro

415

Glu

His

Lys

ser

Gln

Pro

240

Gly

val

Met

Gly

Cys

320

ser

Gly

Cys

val

400

Glu

Glu

cys
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Asp Gly Arg Ile Gly Ile Phe Pro Lys Cys Phe
450 455

465

Asp Gln Pro

<210>
<211>
<212>
<213>

<220>
<221>
<223>
<400>

Met Ala Arg Ala ?rg Gln Glu Gly
1

Leu

ser

Ala

Pro

65

Pro

Leu

Gly

Glu

Ala

145

GIn

Ala

Ala

Ala

50

Pro

Arg

ser

Ala

Glu

130

Asp

Arg

224
193
PRT

Homo sapiens

MISC_FEATURE
bescription of sequence:

224

Arg

val

35

Pro

Ala

ser

Leu

Leu

115

Glu

Asp

His

Asp

20

ser

Thr

val

Arg

Ala

100

Ala

Gln

Leu

Arg

Gly

cys

Leu

Thr

Pro

85

Glu

Gly

Trp

Asn

Pro
165

Pro

Gly

Leu

Ala

70

Arg

Gln

Gly

Ala

Ala

150

Ser

Arg

Leu

Pro

55

Ala

Gly

His

Pro

Pro

Pro

cys

40

Ala

Leu

Pro

Leu

Thr

120

Glu

Tyr

Trp

val val pro Ala Gly

460

amino acid sequence

ser

Phe

25

Glu

Ala

Gly

Arg

Glu

105

Gln

Ile

Glu

Arg

ser

10

Pro

Pro

Tyr

Gly

Pro

90

ser

Ala

Gly

Arg

val
170

Pro

Leu

Gly

Leu

Ser

75

Asp

Pro

Ala

Ala

Arg

155

Leu

Glu

Gly

Leu

Arg

Gly

val

Pro

Gln

140

Arg

Tyr
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Pro

Arg

Ala

45

Ala

Trp

Pro

Pro

Gln

Asn

Pro Arg Met Ser Gly Ala Pro Gly Arg Leu Pro Arg Ser GlIn Gln Gly
470 475

of Puma

val

Leu

30

Ala

Pro

Pro

Gln

Ser

110

val

Arg

Glu

Leu

Glu

15

val

Ala

Thr

Gly

Pro

95

Ala

Arg

Arg

Glu

Ile
175

480

(human)

Gly

Pro

Pro

Ala

Gly

80

Ser

Pro

Gly

Met

Gln

160

Met
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Gly Leu Leu Pro Leu Pro Arg Gly His Arg Ala Pro Glu Met Glu Pro
180 185

190
AsSn
<210> 225
<211> 198
<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE

<223> Description of sequence: amino acid sequence of Bim (human)
(transcript variant 1)

<400> 225

Met Ala Lys GIn Pro Ser Asp val Ser Ser Glu Cys Asp Arg Glu Gly
1 5 10 15

Arg GIn Leu GIn Pro Ala Glu Arg Pro Pro GIn Leu Arg Pro Gly Ala
20 25 30

Pro Thr Ser Leu Gln Thr Glu Pro Gln Gly Asn Pro Glu Gly Asn His
35 40 45

Gly ?Ay Glu Gly Asp Ser ggs Pro His Gly Ser ggo Gln Gly Pro Leu

Ala Pro Pro Ala Ser Pro Gly Pro Phe Ala Thr Arg Ser Pro Leu Phe
65 70 75 80

Ile Phe Met Arg Arg Ser Ser Leu Leu Ser Arg Ser Ser Ser Gly Tyr
85 90 95

pPhe ser Phe Asp Thr Asp Arg Ser Pro Ala Pro Met Ser Cys Asp Lys
100 105 110

ser Thr GIn Thr Pro Ser Pro Pro Cys GIn Ala Phe Asn His Tyr Leu
115 120 125

Ser Ala Met Ala Ser Met Arg GIn Ala Glu Pro Ala Asp Met Arg Pro
130 135 140

Glu Ile Trp Ile Ala Gln Glu Leu Arg Arg Ile Gly Asp Glu Phe Asn
145 150 155 160

Ala Tyr Tyr Ala Arg Arg val Phe Leu Asn Asn Tyr Gln Ala Ala Glu
165 170 175

Asp His Pro Arg Met val Ile Leu Arg Leu Leu Arg Tyr Ile val Arg
180 185 190
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Leu val Trp Arg Met His
195

<210> 226
<211> 160
<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE i i _

<223> Description of sequence: amino acid sequence of Bik Chuman)
<400> 226

Met Ser Glu val Arg Pro Leu Ser Arg Asp Ile Leu Met Glu Thr Leu

1 5 10 15

Leu Tyr Glu GIn Leu Leu Glu Pro Pro Thr Met Glu val Leu Gly Met
20 25 30

Thr Asp Ser Glu Glu Asp Leu Agp Pro Met Glu Asp zge Asp Ser Leu
35 4

Glu c5s Met Glu Gly Ser égp Ala Leu Ala Leu égg Leu Ala Cys Ile
5

Gly Asp Glu Met Asp val Ser Leu Arg Ala Pro Arg Leu Ala GIn Leu
65 70 75 80

Ser Glu val Ala Met His Ser Leu Gly Leu Ala Phe Ile Tyr Asp Gln
85 90 95

Thr Glu Asp Ile Arg Asp val Leu Arg Ser Phe Met Asp Gly Phe Thr
100 105 110

Thr Leu Lys Glu Asn Ile Met Arg Phe Trp Arg Ser Pro Asn Pro Gly
115 120 125

Ser Trp val Ser Cys Glu Gln val Leu Leu Ala Leu Leu Leu Leu Leu
130 135 140

Ala Leu Leu Leu Pro Leu Leu Ser Gly Gly Leu His Leu Leu Leu Lys

145 150 155 160
<210> 227

<211> 18

<212> PRT

<213> Homo sapiens

<220>

<221> misc_feature

<223> Description of sequence: native L-amino acid sequence of the
BH3-domain of Bik (Bik BH3)
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<400> 227

Ala Leu Ala Leu Arg Leu Ala Cys Ile Gly Asp Glu Met Asp val Ser
1 S 10 15

Leu Arg
<210> 228
<211> 18
<212> PRT

<213> Homo sapiens

<220>

<221> misc_feature

<223> Description of sequence: native L-amino acid sequence of the
BH3-domain of Bad (Bad BH3)

<400> 228
Arg Tyr Gly Arg g1u Leu Arg Arg Met SSr Asp Glu pPhe val ?gp Ser
1 1

Phe Lys
<210> 229
<211> 18
<212> PRT

<213> Homo sapiens

<220>

<221> misc_feature

<223> Description of sequence: native L-amino acid sequence of the
BH3-domain of Bid (Bid BH3)

<400> 229
Asn Ile Ala Arg His Leu Ala Gln val Gly Asp Ser Met Asp Arg Ser
1 5 10 15

Ile Pro
<210> 230
<211> 18
<212> PRT

<213> Homo sapiens

<220>

<221> misc_feature . .

<223> Description of sequence: native L-amino acid sequence of the
BH3-domain of Bmf (Bmf BH3)

<400> 230

Gln Ile Ala Arg Lys Leu GIn Cys Ile Ala Asp GIn Phe His Arg Leu
1 5 10 15
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His val

<210>
<211>
<212>
<213>

<220>
<221>

Sequence Listing 221209_ST25

231

18

PRT

Homo sapiens

misc_feature

<223> Description of sequence: native L-amino acid sequence of the
BH3-domain of DP5/Hrk (DP5Hrk BH3)

<400> 231

Leu Thr Ala Ala Arg Leu Lys Ala Ile Gly Asp Glu Leu His GIn Arg

1 5 10 15

Thr Met

<210> 232

<211> 18

<212> PRT

<213> Homo sapiens

<220>

<221> misc_feature

<223>

<400>

Description of sequence: native L-amino acid sequence of the
BH3-domain of Bim (Bim BH3)

232

Trp Ile Ala GIn Glu Leu Arg Arg Ile Gly Asp Glu Phe Asn Ala Tyr
1 5 10 15

Tyr Ala

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

233

18

PRT

Homo sapiens

misc_feature ) ] ]
Description of sequence: native L-amino acid sequence of the
BH3-domain of Noxa (Noxa BH3)

233

Glu Cys Ala Thr GIn Leu Arg Arg Phe Gly Asp Lys Leu Asn Phe Arg
1 5 10 15

GlIn Lys
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<210> 234
<211> 18
<212> PRT

<213> Homo sapiens

<220>

<221> misc_feature

<223> Description of sequence: native L-amino acid sequence of the
BH3-domain of PUMA (PUMA BH3)

<400> 234

Glu Ile Gly Ala GIn Leu Arg Arg Met Ala Asp Asp Leu Asn Ala GlIn
1 5 10 15

Tyr Glu

<210> 235

<211> 18

<212> PRT

<213> Homo sapiens

<220>

<221> misc_feature

<223> Description of sequence: native L-amino acid sequence of the
BH3-domain of Bax (Bax BH3)

<400> 235
Lys Leu Ser Glu Cys Leu Lys Arg Ile Gly Asp Glu Leu Asp Ser Asn
1 5 10 15

Met Glu
<210> 236
<211> 18
<212> PRT

<213> Homo sapiens

<220>

<221> misc_feature

<223> Description of sequence: native L-amino acid sequence of the
BH3-domain of Bak (Bak BH3)

<400> 236
Gln val Gly Arg GIn Leu Ala Ile ITle Gly Asp Asp Ile Asn Arg Arg
1 5 10 15

Tyr Asp
<210> 237
<211> 18
<212> PRT

<213> Homo sapiens
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<220>

<221> misc_feature )

<223> Description of sequence: native L-amino acid sequence of the
BH3-domain of Bok (Bok BH3)

<400> 237
Glu val Cys Thr val Leu Leu Arg Leu Gly Asp Glu Leu Glu GIn Ile
1 5 10 15

Arg Pro

<210> 238

<211> 4

<212> PRT

<213> Artificial Sequence
<220>

<223> Description of sequence: signal sequence or localisation sequence
<400> 238

Lys Asp Glu Leu
1

<210> 239

<211> 4

<212> PRT

<213> Artificial Sequence
<220>

<223> Description of sequence: signal sequence or Tlocalisation sequence
<400> 239

ésp Asp Glu Leu

<210> 240

<211> 4

<212> PRT

<213> Artificial Sequence
<220>

<223> Description of sequence: signal sequence or Tlocalisation sequence
<400> 240

Asp Glu Glu Leu
1

<210> 241

<211> 4

<212> PRT

<213> Artificial Sequence
<220>

<223> Description of sequence: signal sequence or Tocalisation sequence

<400> 241
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Gln Glu Asp Leu
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

242

4

PRT

Artificial Sequence
Description of sequence:

242

Arg Asp Glu Leu
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

243

7

PRT

Artificial Sequence
Description of sequence:

243

Pro Lys Lys Lys Arg Lys val
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

244

7

PRT

Artificial Sequence
Description of sequence:

244

Pro GIn Lys Lys Ile Lys Ser
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

245

5

PRT

Artificial Sequence

Description of sequence:

245

Gln Pro Lys Lys Pro
1 5

<210>
<211>
<212>
<213>

<220>
<223>

246
4

PRT
Artificial Sequence

Description of sequence:

signal sequence or localisation sequence

signal sequence or localisation sequence

signal sequence or localisation sequence

signal sequence or localisation sequence

signal sequence or localisation sequence
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246

Arg Lys Lys Arg
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

247

12

PRT

Artificial Sequence

Description of sequence: signal sequence or localisation sequence

247

Arg Lys Lys Arg Arg Gln Arg Arg Arg éga His Gln
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

248
16
PRT
Artificial Sequence

Description of sequence: signal sequence or localisation sequence

248

Arg Gln Ala Arg ?rg Asnh Arg Arg Arg Agg Trp Arg Glu Arg g;n Arg
1 1

<210> 249

<211> 19

<212> PRT

<213> Artificial Sequence

<220> )

<223> Description of sequence: signal sequence or localisation sequence
<400> 249

Met Pro Leu Thr Arg Arg Arg Pro Ala Ala Ser Gln Ala Leu Ala Pro

1 5 15

Pro Thr Pro

<210> 250

<211> 15

<212> PRT

<213> Artificial Sequence

<220> )

<223> Description of sequence: signal sequence or localisation sequence

<400>

250

Met Asp Asp GIn Arg Asp Leu Ile Ser Agn Asn Glu Gln Leu Pro
1 5 1

<210>

251
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<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

9
PRT

Sequence Listing 221209_ST25

Artificial Sequence

Description of artificial sequence: D-TAT

all amino acids are D-enantiomeric amino acids

VARIANT
1)..(9
251

Arg Arg Arg GIn Arg Arg Lys Lys Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

252

9

PRT
Artificial

Description of sequence: consensus sequence rXXXrxxxr

misc_feature

(1)..()

Arg is D-enantiomeric Arg

misc_feature

(2)..(4)

Xaa can be any naturally occurring amino acid

misc_feature

(5)..(05)

Arg is D-enantiomeric Arg

misc_feature

(6)..(8)

Xaa can be any naturally occurring amino acid

misc_feature

(9).5(9) o
Arg 1s D-enantiomeric Al"g
252

Arg Xaa Xaa Xaa Arg Xaa Xaa Xaa Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

253

5

PRT
Artificial

Description of se
Trp-Ser-X-Trp-Ser

/

uence: Conserved sequence motif .
cytokines of class I of the family of cytokines
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<221>
<222>
<223>

<400>
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misc_feature

3)..3 . . .
Xaa can be any naturally occurring amino acid
253

Trp Ser Xaa Trp Ser
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

254

4

PRT
Artificial

Description of_sequence: Positionally conserved cystein residues
cytokines of class I of the family of cytokines

254

gys Cys Cys Cys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

255

5

PRT
Artificial

Description of sequence: Peptidic linker sequence

255

Gly Gly Gly Gly Gly
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

256

4

PRT
Artificial

Description of sequence: Peptidic linker sequence

256

§1y Gly Gly Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

257

9

PRT
Artificial

Description of sequence: all D transporter construct (all amino
acid residues are D-amino acids)

257

?rg Arg Arg Arg lsxrg Arg Arg Arg Arg
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<210>
<211>
<212>
<213>

<220>
<223>

<400>
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258

9

PRT
Artificial

Description of sequence: D/L transporter construct (D and L amino
acid residues alternate, beginning wit D amino acids)

258

Arg Arg Arg Arg érg Arg Arg Arg Arg
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

259

9

PRT
Artificial

Description of sequence: DD/LL transporter construct

259

Arg Arg Arg Arg Arg Arg Arg Arg Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

260

9

PRT
Artificial

Description of sequence: DDD/LLL (r6R3) transporter construct
260

?rg Arg Arg Arg ?rg Arg Arg Arg Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

261

9

PRT
Artificial

Description of sequence: DDDD/LLLL transporter construct

261

grg Arg Arg Arg érg Arg Arg Arg Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

262

21

DNA
Artificial

Description of sequence: AP-1 doubled labeled probe

262
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