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(57) Abstract: Embodiments of a method and system for microbial pharma-
cogenomics can include: a sample handling system operable to collect contain-
ers including biological samples from a set of users, the handling system includ-
ing a sequencing system operable to determine microorganism sequences from
the biological samples; a microbiome characterization system operable to: de-
termine microbiome pharmacogenomics data based on the microorganism se-
quences, collect supplementary data associated with the antibiotics- associated
condition for the set of users, and transform the supplementary data and features
extracted from the microbiome pharmacogenomics data into a characterization
model associated with the antibiotics-associated condition; and a treatment sys-
tem operable to promote a treatment to the user for the antibiotics-associated
condition based on characterizing user biological material with the characteriza-
tion model in relation to the antibiotics-associated condition.



