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Sequence Listing

«110> KABUSHIKI XKATSHA YAKULT HONSHA

<120> Method for producing novel bacteria belonging to

the genus Bifidobacterium

<130> YK0062

<160> 30

<170> PatentIn version 3.1

<210> 1
<211> 19
<212> DNA

<213> Artificial sequence

«<220>

<223> Designed DNA based on Bifidobacterium gene

<400> 1
atggcaaaac cgggctgaa

19
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<210> 2
«<211> 16
<212> DNA

<213> Artificial sequence

<220>

<223> Designed DNA based on Bifidobacterium gene

<400> 2

gcggatgaga ggtggg
16

<210> 23
<211= 1151
«212> DNA

<213> Artificial sequence

<220>

<223> Bifidobacterium breve YIT 12272

<400> 3
agccagtite gaggtatgge cggtactace acgcgaaccc gggecggtgga

acagececteca 60

aagggtgaag gtgttcatcg cttgcectceccece gegttgatgt cgtgaccgac

ggctgcagca 120



gcgttggegt

ggtteggeca

cagaagccag

gttatcacge

gctgcggceca

ggcaccggte

ggttcgtegy

ggcgatgege

tgcatctgac

aaggcccatg

cgttccagec

gtcgageatc

atcggeagtyg

ggattggaag

acaaaaccga

ggcatccaga

ttegagecac

gagegegtge

cggecatccgy
180

cgacgttggg
240

tcaggatgcc

300

cgaataccac

360

cgecgceteat

420

agagaatcgc

480

cgatattttec

540

aagcgttgeqg

600

ggaaggtcac

660
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ctgatgecagce

atcgtgegtt

catcacctca

ggctggtttce

cteceoccegge

ggtgtcggtg

gactgccggc

gecgecagcottyg

tgtgceggeg

ctaccgtect

acgaccacta

cgtccggtag

acggcgageyg

cggttattgg

gcggtgeggt

aattcgggaa

gtgcggcecgyg

gteggcttga

gecatcattac

cggeagegec

tctgatcgag

cacgggegat

cgagggcacg

atggcatgec

gcagctggcec

catcgctcat

tgatgceggc



agcagcgtgg

accctcaccco

aatgcgaagc

aaaaccgggc

tgaacattgg

ggtaacgcca

tgaccggcect

atgtgeccteg

atcaccggag

tgcggtctga

gtctgctgaa

cgagcagaag

cetgaccate

tcatcecgeaa

ggattagaga

ggataacttc

ggaaactggc

1151

acttgcecgga

720

tcacgtggtt

780

cagcgggaac
840

gcgcacggge
900

accactgctg

960

attgetgtgt

1020

aggctgecggt
1080

ttcgecagteg

1140
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gccagacyggyg

cagggcaagt

cgcagcacct

catactggcg

ccgtgecgtec

tgctgtattc

atgaaccttt

atgcgacaat

cccatgacag

gtgtgcatgg

gttccggecceg

gtgtagtcca

tgttgttgea

atactccega

tcaaccgecc

acttttatca

caaccgtetc

ttggcatgge

gcatcacacc

tgatcaagtc

ctgcttecgg

gagtacggat

cacccaccete

atggcaatgt
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<210> 4

<211> 10

<212> DNA

<213> Artificial sequence
<220>

<223> Random primer

<400> 4

gtgaagtagg

10

<210> 5

<211> 10

<212> DNA

<213> Artificial sequence
<220>

<223> Random primer

<400> 5

caatagccgt

10
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<210> 6

<21l1> 10

<212> DNA

<213> Artificial sequence
<220>

<223> Random primer

<400> 6

cagtacccac

10

<210> 7

<211> 10

<212> DNA

<213> Artificial sequence
<220>

<223> Random primer

<400> 7

aggtaaccgt

10
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<210> 8

<211l> 10

<212> DNA

<213> Artificial sequence
<220>

<223> Random primer

<400> 8

cagtaccttc

10

<210> 9

<211> 10

<212> DNA

<213> Artificial seguence
<220>

<223> Random primer
<400> 9

ggttaaagcc

10

«<210> 10
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<211 10

<212>= DNA

<213> Artificial sequence
<220>

<223> Random primer

<400> 10

tcgacgatag

10

<210> 11

<211> 10

<212> DNA

<213> Artificial sequence
<220>

<223> Random primer

<400> 11

agccaacgaa

10

<210> 12

<211> 10
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<212> DNA

<213> Artificial sequence
<220>

<223> Random primer

<400> 12

gttgcggtece

10

«210> 13

<211> 10

<212> DNA

<213»> Artificial sequence
<220>

<223> Random primer

<400> 13

tgcgacttac

10

<210> 14

<211> 10

<212> DNA
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<213> Artificial sequence
<220>

<223> Random primer

<400> 14

gtagacaagc

10

<210> 15

<211>= 10

<212> DNA

<213> Arxtificial sequence
<220>

<223> Random primer

<400> 15

tgecgaatte

10

<210> 16

<211> 10

<212> DNA

«213> Artificial sequence
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<220>

<223> Random primer

<400> 16

cgaactagac

10

<210> 17

<211= 10

<212> DNA

<213> Artificial sequence
<220>

<223> Random primer

<400> 17

ggcttaacac

10

<210> 18

<211l 10

<212> DNA

<213> Artificial sequence
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<220>

<223> Random primer

<400> 18

aagactgtcc

10

<210= 19

<211> 10

<212> DNA

<213> Artificial sequence
<220>

<223> Random primer

<400> 19

gcggaaatag

10

<210> 20

<211> 10

<212> DNA

<213> Artificial seguence

<220



<223> Random primer

<400> 20
ccgcagccaa
10

<210> 21
<211> 10
<212> DHNA
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<213> Artificial secuence

<220>

<223> Random primer

<400> 21
ccgatectaga
10

<210> 22
<211> 10
<212> DNA

<213> Artificial sequence

<220>

<223> Random primer
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<400> 22

gaggacaaag

10

<210> 23

<211i-= 10

<212> DNA

<213> Artificial sequence
<220>

<223> Random primer

<400> 23

aacgcgecaac

10

<210> 24

<211> 10

<212> DNA

<213> Artificial sequence
<220>

<223> Random primer



<400>
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<400> 24

gacgactatc

10

<210> 25

<211l> 10

<212> DNA

«213> Artificial sequence
<220=>

<223> Random primer

<400> 25

gtcaacgaag

10

<210> 26

<211> 10

<212> DNA

<213> Artificial sequence
<220>

<223> Random primer

26
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agccagtttc

10

<210> 27

«<211>= 10

<212> DNA

<213> Artificial sequence

<220>

<223> Random primer
<400> 27

cgcataggtt

10

<210> 28

<211= 10

<212> DNA

<213> Artificial sequence
<220>

<223> Random primer

<400>

28
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ggggttgacc

10

<210> 29

<211> 10

<212> DNA

<213> Artificial sequence

<220>

<223> Random primer
<400> 28

acttgcatcc

10

<210> 30

<211> 10

<212> DNA

<213> Artificial sequence
<220>

<223> Random primer

<400>

30
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ccocgtecagea

10





