<11e>
<120>
<13e> P310

<150>
<151>

GB19
2019

<160> 11
<170>
<216> 1

<211> 3754
<212> DNA
<213>

<220>

<223> Temp

<400> 1
gtggtcacga

gtcagcttgc
tttacgtcgc
ttgctcacca
tcccaccgta
ggaaagtccc
cttggaaatc
atcaccatgg
aaggtcatgt
ggcgtacttg
tccacccatt
attgacgtca
tatgtaacgc
ttaagtgtac

gctgatatgt

51W01

05651.4
-04-23

late A

gggtgggcca
cgtaggtggc
cgtccagctc
tggtggcaag
cacgcctacc
gttgattttg
cccgtcagtc
taatagcgat
actgggcata
gcatatgata
gacgtcaatg
atgggcggses
ggaactccat
atatcagcac

acaggtcaga
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Artificial Sequence

gggcacggsc

atcgccctcg
gaccaggatg
cttctgacgg
gcccatttgc
gtgccaaaac
aaaccgctat
gactaatacg
atgccaggcg
cacttgatgt
gaaagtccct
gtcgttgggc
atatgggcta
acaatagtcc

ctctgcgatc

agcttgccgg
ccctcgecegg
ggcaccaccc
ttcactaaac
gtcaatgggg
aaactcccat
ccacgcccat
tagatgtact
ggccatttac
actgccaagt
attggcgtta
ggtcagccag
tgaactaatg
attatacgcg

gcagagtctg
1

tggtgcagat
acacgctgaa
cggtgaacag
cagctctgct
cggagttgtt
tgacgtcaat
tgatgtactg
gccaagtagg
cgtcattgac
gggcagttta
ctatgggaac
gcgggcecatt
accccgtaat
cgtataatgg

acccgctgag

Nucleic acid constructs and methods for their manufacture

gaacttcagg
cttgtggccg
ctcctcgccc
tatatagacc
acgacatttt
ggggtggaga
ccaaaaccgc
aaagtcccat
gtcaataggg
ccgtaaatac
atacgtcatt
taccgtaagt
tgattactac
gcaattgtgt

gagatctaca

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900



tgttctagag
tgctggegtt
gtcagaggtg
ccctcgtgeg
cttcgggaag
tcgttcgctc
tatccggtaa
cagccactgg
agtggtggcc
agccagttac
gtagcggtgg
aagatccttt
ggattttggt
gaagttttag
tcatgagcgg
catttccccg

aaaataccgc

gtcaagaagg
gaggaagcegsg
tatgtcctga
gccattttcc
gcegtegggce
ctcttcgtcc
gatgcgatgt
ccgcatagca

atcctgcccc

gatccgagca
tttccatagg
gcgaaacccg
ctctcctgtt
cgtggecgcett
caagctgggc
ctatcgtctt
taacaggatt
taactacggc
cttcggaaaa
tttttttgtt
gatcttttct
catgagatta
cactctagag
atacatattt
aaaagtgcca
atcaggaaat
cgatagaagg
tcagcccatt
tagcggtccg
accatgatat
atgctcgcct
agatcatcct
ttcgecttggt
tcagccatga

ggcacttcgc

aaaggccagc
ctccgccccc
acaggactat
ccgaccctgc
tctcatagct
tgtgtgcacg
gagtccaacc
agcagagcga
tacactagaa
agagttggta
tgcaagcagc
acggggtctg
tcaaaaagga
gatccgtgct
gaatgtattt
cctgtatgcg
tgtaagcgtt
cgatgcgctg
cgccgecaag
ccacacccag
tcggcaagca
tgagcctggc
gatcgacaag
ggtcgaatgg
tggatacttt

ccaatagcag

aaaaggccag
ctgacaagca
aaagatacca
cgcttaccgg
cacgctgtag
aaccccccgt
cggtaagaca
ggtatgtagg
gaacagtatt
gctcttgatc
agattacgcg
acgctcagtg
tcttcaccta
attattgaag
agaaaaataa
gtgtgaaata
aataattcta
cgaatcggga
ctcttcagca
ccggccacag
ggcatcgcca
gaacagttcg
accggcttcc
gcaggtagcc
ctcggcagga

ccagtccctt

gaaccgtaaa
tcacaaaaat
ggecgtttccc
atacctgtcc
gtatctcagt
tcagcccgac
cgacttatcg
cggtgctaca
tggtatctgc
cggcaaacaa
cagaaaaaaa
gaacgaaaac
gatcctttta
catttatcag
acaaataggg
ccgcacagat
gaggatcctc
gcggcgatac
atatcacggg
tcgatgaatc
tgggtcacga
gctggegega
atccgagtac
ggatccagcg
gcaaggtgag

cccgcttcag

aaggccgcgt
cgacgctcaa
cctggaagct
gcctttctcec
tcggtgtagg
cgctgegect
ccactggcag
gagttcttga
gctctgctga
accaccgctg
ggatctcaag
tcacgttaag
aattaaaaat
ggttattgtc
gttccgcgca
gcgtaaggag
agaagaactc
cgtaaagcac
tagccaacgc
cagaaaagcg
cgagatcctc
gcccctgatg
gtgctcgctc
tatgcagccg
atgacaggag

tgacaacgtc

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460



gagcacagct
ttgcagttca
cgctgacagc
gccgaatagc
catgcgaaat
tcagatcctt
agagggcgcc
tcattgcggt
ccattatacg
cacatttgta
acataaaatg
ataaagcaat
tggtttgtcc
gtccatgccg
cttctcgttg
cagcacgggs
gccgtcectceg
ggccatgata
gccgtcectcec
gaacttcacc
ctggacgtag
gtagcggctg
<210> 2
<211> 20
<212> DNA
<213>

<400> 2
aggaacccct

gcgcaaggaa
ttcagggcac
cggaacacgg
ctctccaccc
ctagaggatc
ggcggeaaga
ccagctggca
cagactctgc
cgcgtataat
gaggttttac
aatgcaattg
agcatcacaa
aaactcatca
agagtgatcc
gggtctttgc
ccgtcgccga
atgttgtggc
tagacgttgt
ttgaagtcga
tcggegegesg
ccttcgggca

aagcactgca

agtgatggag

cgcccgtcegt
cggacaggtc
cggcatcaga
aagcggeegs
ctcatcctgt
aagccatcca
attccggttc
gatcgcagag
gggcaattgt
ttgctttaaa
ttgttgttaa
atttcacaaa
atgtatctta
cggeggeggt
tcagggcgga

tgggggtgtt

ggatcttgaa
ggctgttgta
tgcccttcag
tcttgtagtt
tggcggactt

cgccgtaggt

adeno-associated virus 2

ggccagccac
ggtcttgaca
gcagccgatt
agaacctgcg
ctcttgatca
gtttactttg
gcttgetgtc
tctgaccact
gtgctgataa
aaacctccca
cttgtttatt
taaagcattt
tcatgtctgg
cacgaactcc
ctgggtgctc
ctgctggtag
gttcaccttg
gttgtactcc
ctcgatgcgg
gccgtcgtcc
gaagaagtcg

cagsg

gatagccgcg
aaaagaaccg
gtctgttgtg
tgcaatccat
gagcttgatc
cagggcttcc
cataaaaccg
agttatcagc
ctagtagatc
cacctccccc
gcagcttata
ttttcactgc
aattcttact
agcaggacca
aggtagtggt
tggtcggega
atgccgttct
agcttgtgcc
ttcaccaggg
ttgaagaaga

tgctgcttca

ctgcctcgtc
ggcgecccctg
cccagtcata
cttgttcaat
ccctgecgcca
caaccttacc
cccagtaatt
acacaatagt
tgctagctac
tgaacctgaa
atggttacaa
attctagttg
tgtacagctc
tgtgatcgcg
tgtcgggcag
gctgcacgcet
tctgettgtc
ccaggatgtt
tgtcgccctc
tggtgcgctc

tgtggtcggg

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3754

20



<210>
<211>
<212>
<213>

<400>

3

20

DNA

adeno-associated virus 1

3

gattacccct agtgatggag

<210>
<211>
<212>
<213>

<400>

4

20

DNA

adeno-associated virus 3

4

ccatacctct agtgatggag

<210>
<211>
<212>
<213>

<400>

5

19

DNA

adeno-associated virus 4

5

gcaaacctag atgatggag

<210>
<211>
<212>
<213>

<400>

6

19

DNA

adeno-associated virus 5

6

cttgcttgag agtgtggag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Arg Gly Arg Gly Arg Gly Arg Gly Gly Gly Ser Gly Gly Ser Gly Gly

1

7

20

PRT

Artificial Sequence

Common binding motif

7

5

Arg Gly Arg Gly

20

20

20

19

19



<210>
<211>
<212>
<213>

<220>
<223>

<400>

8

26

PRT

Artificial Sequence

RG rich domain

8

Arg Arg Gly Asp Gly Arg Arg Arg Gly Gly Gly Gly Arg Gly Gln Gly

1

5 10 15

Gly Arg Gly Arg Gly Gly Gly Phe Lys Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20 25

9

114

DNA

Artificial Sequence

Figure 2 formatting element

9

cctcagcggg tcagactctg cgatcgcaga gtctgacctg tacatatcag cacacaatag

tccattatac gcgcgtataa tggactattg tgtgctgata tgtacactta agta

<210>
<211>
<212>
<213>

<400>

10
147
DNA
adeno-associated virus 2

10

aaccggtgag ggagagacgc gcggagcgag cgagtgactc cggcccgetg gtttccageg

ggctgecggge ccgaaacggg cccgecggag tcactcgetc getcggegeg tctctecectc

accggttgag gtagtgatcc ccaagga

<210>
<211>
<212>
<213>

<220>

11

24

DNA

Artificial Sequence

60

114

60

120

147



<223> Quadruplex motif - various organisms

<400> 11
ttagggttag ggttagggtt aggg

24



