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Phenotypes

FY system

Serological technique

FY: 1,2

Sample #1 Reference genotyping technique FY:1,2(FY*1/*2)
Migration on nitrocellulose membrane technique FY: 1,2 (FY*1/*2)
Serological technique FY:1,2
Sample #2 Reference genotyping technique FY: 1,2 (FY*1/*2)
Migration on nitrocellulose membrane technique FY:1,2(FY*1/*2)
Serological technique FY:1,-2
Sample #3 Reference genotyping technique FY:1,-2 (FY*1/*1)
Migration on nitrocellulose membrane technique FY:1,-2 (FY*1/*1)
Serological technique FY:1,-2
Sample #4 Reference genotyping technique FY:1,-2(FY*1/*1)
Migration on nitrocellulose membrane technique FY:1,-2(FY*1/*1)
Serological technigque FY:-1,2
Sample #5 Reference genotyping technique FY:-1,2(FY*2/*2)
Migration on nitrocellulose membrane technique FY:-1,2(FY*2/*2)
Serological technique FY:-1,2
Sample #6 Reference genotyping technigue FY:-1,2(FY*2/*2)
Migration on nitrocellulose membrane technique FY:-1,2(FY*2/*2)
Figure 2
Phenotypes
JK system
Serological technique JK: 1,2
Sample #7 ‘ _Referencggenotypmg techpnque JK: 1, 2 (JK*1/*2)
Migration of amplified targets on nitrocellulose . oy %
. JK: 1, 2 (JK*1/*2)
membrane technique
Serological technique JK:1,2
Sample #8 - ‘Reference_g'enotyplng techplque JK: 1, 2 (JK*1/*2)
Migration of amplified targets on nitrocellulose . PN
. JK: 1, 2 (JK*1/*2)
membrane technique
Serological technique JK: 1, -2
Sample #9 ' _Reference_genotypmg techr_uque JK: 1, -2 (JK*1/*1)
Migration of amplified targets on nitrocellulose . g
. JK: 1, -2 (JK*1/*1)
membrane technique
Serological technique JK:1,-2
Sample #10 _ .Reference'g_enotyplng techljlque JK: 1, -2 (JK*1/*1)
Migration of amplified targets on nitrocellulose . .y %
. JK: 1, -2 (JK*1/*1)
membrane technique
Serological technique JK: -1, 2
Sample #11 . .Reference-genotypmg techmque JK: -1, 2 (UK*2/*2)
Migration of amplified targets on nitrocellulose . xo %
A JK: -1, 2 (JK*2/*2)
membrane technique
Serological technique JK:-1,2
Sample #12 Reference genotyping technique JK: -1, 2 (JK*2/*2)

Migration of amplified targets on nitrocellulose
membrane technique

JK: -1, 2 (JK*2/*2)

Figure 3
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Phenotypes

JK FY MNS
Serological technique JK: 1, -2 FY:-1,2 MNS: 3, -4
s i . JK: 1, -2 FY:-1,2 MNS: 3, -4
ample Reference genotyping technique (JK*11*1) (FY*2/*2)  (MNS*3/*3)
#13 Migration on nitrocellulose membrane JK: 1, -2 FY:-1,2 MNS: 3, -4
technique (JK*11*1) (FY*2/*2)  (MNS*3/*3)
Serological technique JK: 1, 2 FY:1,2 MNS: -3, 4
s , . JK: 1,2 FY: 1,2 MNS: -3, 4
ample Reference genotyping technique (JK*1/°2) (FY*1/*2)  (MNS*4/*4)
#14 Migration on nitrocellulose membrane JK: 1,2 FY: 1,2 MNS: -3, 4
technique (JK*1/*2) (FY*11*2)  (MNS*4/*4)
Serological technique JK:-1,2 FY: 1,2 MNS: 3, 4
s . . JK: -1, 2 FY: 1,2 MNS: 3, 4
ample Reference genotyping technique (JK*2/2) (FY*1/*2)  (MNS*3/*4)
#15 Migration on nitrocellulose membrane JK: -1, 2 FY: 1,2 MNS: 3, 4
technique (UK*2/*2) (FY*11*2)  (MNS*3/*4)
Serological technique JK: -1, 2 FY:1,-2 MNS: 3, 4
. . JK: -1, 2 FY: 1,-2 MNS: 3, 4
Sample Reference genotyping technique (JK*21*2) (FY*1/*1)  (MNS*3/*4)
#16 Migration of amplified targets on JK: -1, 2 FY: 1,-2 MNS: 3, 4
nitrocellulose membrane technique (JK*2/*2) (FY*1/*1)  (MNS*3/*4)
Serological technique JK:1,2 FY:-1,2 MNS: 3, -4
Sample Reference genotyping technique JK:*1 ’*2 FY; '1,,’2 MNS:P’ ;4
#17 il (JK*1/*2) (FY*2I*Fy)  (MNS*3/*3)
Migration of amplified targets on JK: 1,2 FY:-1,2 MNS: 3, -4
nitrocellulose membrane technique (JK*1/*2) (FY*2I*Fy) (MNS*3/*3)

Figure 4
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Sample
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Control zone: T
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Figure S
Phenotypes
JK FY
Serological technique JK: 1,-2 FY:1,-2

Reference genotyping technique

JK: 1, -2 (JK*1/*1)

FY:1,-2 (FY*1/*1)

Migration on nitrocellulose membrane
technique

JK: 1, -2 (JK*1/*1)

FY:1,-2 (FY*1/*1)

Sample
#20

Serological technique

JK:-1,2

FY:-1,2

Reference genotyping technique

JK: 1, 2 (JK*2I*2)

FY:-1,2 (FY*2/*2)

Migration on nitrocellulose membrane
technique

JK: -1, 2 (JK*2/*2)

FY: -1,2 (FY*2/*2)

Sample
#21

Serological technique

JK: 1,2

FY: 1,2

JK: 1, 2 (JK*1/72)

FY: 1,2 (FY*1/*2)

Reference genotyping technique
Migration on nitrocellulose membrane
technique

JK: 1, 2 (JK*1/*2)

FY: 1,2 (FY*1/*2)

Figure 6
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JK system

DNA2 DNAjJ  l00Dp

Figure 7
Phenotypes
JK FY MNS
Serological technique JK: 1,2 FY:-1,2 MNS: 3, -4
. . JK: 1,2 FY:-1,2 MNS: 3, -4
Sample Reference genotyping technique (JK*1/%2) (FY*2/*Fy) (MNS*3/*3)
#22 Migration on nitrocellulose JK: 1,2 FY.-1,2 MNS: 3, 4
membrane technique (JK*1/*2) (FY*2/*Fy) (MNS*3/*3)
Serological technique JK:1,-2 FYF;;m;ﬁ or MNS: -3, 4
Sample o ¢orence genotypin technique JK: 1, -2 FY- -1, -2 MNS: -3, 4
#23 genolyping (JK*1/*1) (FY*Fyl*Fy) (MNS*4/*4)
Migration on nitrocellulose JK: 1, -2 FY:-1,-2 MNS: -3, 4
membrane technique (JK*1/*1) (FY*Fyl*Fy) (MNS*4/*4)
Serological technique JK:1,-2 FY:1,-2 MNS: -3, 4
. . JK: 1, -2 FY:1,-2 MNS: -3, 4
Sample Reference genotyping technique (JK*11*1) (FY*1/*Fy) (MNS*4/*4)
#24 Migration on nitrocellulose JK: 1, -2 FY:1,-2 MNS: -3, 4
membrane technique (JK*1/*1) (FY*1I*Fy) (MNS*4/*4)
Serological technigue JK:-1,2 FY:-1,2 MNS: 3, 4
Sample Reference genotyping technique (J ;;(:*'21/;22) (?\{,:*é},ig) (ng*;*j)
#25 Migration on nitrocellulose JK: -1, 2 FY:-1,2 MNS: 3, 4
membrane technique (JK*2/*2) (FY*2/*2) (MNS*3/*4)

Figure 8
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B2091PC0O0 Seq Listing_ST25_GB.txt
SEQUENCE LISTING

<110> Etablissement Francais du Sang

<120> METHOD AND DEVICE FOR SNP GENOTYPING

<130> B2091PC

<160> 20

<170> PatentIn version 3.5

<210> 1

<211> 22

<212> DNA

<213> Artificial Sequence

<220>

<223> Excess primer for LATE-PCR amplification of the SNP specific
of 3K system

<220>

<221> misc_feature

<223> S5'biotinylated primer

<400> 1

cagtctttca gccccatttg ag 22

<210> 2

<211> 25

<212> DNA

<213> Artificial Sequence

<220> .

<223> Limiting primer for LATE-PCR amplification of the SNP specific
of JK system

<400> 2

ggtgagcgcc atgaacattc ctccc 25

<210> 3

<211> 21

<212> DNA

<213> Artificial Sequence

<220> o .

<223> Excess primer for LATE-PCR amplification of the SNP
specific of MNS system

<220>

<221> misc_feature

<223> 5'biotinylated primer

<400> 3

acctggtaca gtgaaacgat g 21

<210> 4

<211> 27

<212> DNA

<213> Artificial Sequence

<220> o . L

<223> Limiting primer for LATE-PCR amplification of the SNP specific

of MNS system
Page 1
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<400> 4

aggaaacccg cagaacagtt tgattcc 27
<210> 5

<211> 23

<212> DNA

<213> Artificial Sequence

<220>

<223> Excess primer for LATE-PCR amplification of the SNP specific
of FY system

<220>
<221> misc_feature
<223> 5'biotinylated primer

<400> 5

atgattcctt cccagatgga gac 23
<210> 6

<211> 29

<212> DNA

<213> Artificial Sequence

<220>

<223> Limiting primer for LATE-PCR amplification of the SNP specific
of FY system

<400> 6

tgcagagtca tccagcaggt tacaggagt 29
<210> 7

<211> 22

<212> DNA

<213> Artificial Sequence

<220>

<223> Excess primer for LATE-PCR amplification of the SNP specific
of FY (FY*Fy) system

<220>
<221> misc_feature
<223> 5'biotinylated primer

<400> 7

ccctcattag tccttggete tt 22
<210> 8

<211> 24

<212> DNA

<213> Artificial Sequence

<220>

<223> Limiting primer for LATE-PCR amplification of the SNP specific
of FY (FY*Fy) system

<400> 8
ctcaccctgt gcagacagtt cccc 24

Page 2



<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

B2091PC00 seq Listing_ST25_GB.

9

19

DNA

Artificial Sequence

specific probe of the 3K*01 allele

misc_feature
5' spacer group C6 NH2-(dT)15

9

agtagatgtc ctcaaatgg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

10
21
DNA
Artificial Sequence

specific probe of the 1Jk*02 allele

misc_feature
5' spacer group C6 NH2-(dT)15

10

aagtagatgt tctcaaatgg ¢

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

11

19

DNA

Artificial Sequence

specific probe of the FY*01 allele

misc_feature
5' spacer group C6 NH2-(dT)15

11

aggttggcac catagtctc

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

12

19

DNA

Artificial Sequence

specific probe of the FY*02 allele

misc_feature
5' spacer group C6 NH2-(dT)15

12

aggttggcat catagtctc

Page 3
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<210> 13

<211> 19

<212> DNA

<213> Artificial Sequence

<220>
<223> specific probe of the Fy*wt allele

<220>
<221> misc_feature
<223> 5' spacer group C6 NH2-(dT)15

<400> 13
gcttccaaga taagagcca 19

<210> 14

<211> 19

<212> DNA

<213> Artificial sequence

<220>
<223> specific probe of the FY*02M.02 (FY*Fy) allele

<220>
<221> misc_feature
<223> 5' spacer group C6 NH2-(dT)15

<400> 14
gcttccaagg taagagcca 19

<210> 15

<211> 20

<212> DNA

<213> Artificial Ssequence

<220>
<223> specific probe of the MNS*03 allele

<220>
<221> misc_feature
<223> 5' spacer group C6 NH2-(dT)15

<400> 15
aggagaaatg ggacaacttg 20

<210> 16
<211> 21
<212> DNA
<213> Artificial sequence

<220>
<223> specific probe of the MNS*04 allele

<220>
<221> misc_feature
<223> 5' spacer group C6 NH2-(dT)15

<400> 16
ataggagaaa cgggacaact t 21

Page 4



<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

B2091PC00 Seq Listing_ST25_GB.

17

12

DNA

Artificial Sequence

specific probe of the JK*01l allele

misc_feature
5' spacer group C6 NH2-(dT)15

17

agatgtcctc aa

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

18

14

DNA

Artificial Sequence

specific probe of the JK*02 allele

misc_feature
5'spacer group C6 NH2-(dT)15

18

tagatgttct caat

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

19
11
DNA
Artificial Sequence

specific probe of the FY*0l allele

misc_feature
5' spacer group C6 NH2-(dT)15

19

tggcaccata g

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

20

12

DNA

Artificial Sequence

specific probe of the FY*02 allele

misc_feature
5' spacer group C6 NH2-(dT)15

20

tggcatcata gt
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