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Figure 2A (continued)
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Figure 2A (continued)

Figure 2B
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Figure 4 (continued)
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Figure 4 (continued from prev. page)
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Figure 6A
yeast two hybrid system

__reporter gene

| UAS

Figure 6B
17 17 3

N



WO 2011/005221 PCT/SG2010/000258

11/17

Figure 6B (continued)
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Figure 6B (continued)
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Figure 8A
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Fig. 10
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