sL
SEQUENCE LISTING

<110> NOVARTIS AG
THE TRUSTEES OF THE UNIVERSITY OF PENNSYLVANIA

<120> TREATMENT OF CANCER USING A CD33 CHIMERIC ANTIGEN RECEPTOR
<130> N2067-7047W03

<140>
<141>

<150> PCT/CN2014/090504
<151> 2014-11-06

<150> PCT/CN2014/082589
<151> 2014-07-21

<160> 378
<170> PatentIn version 3.5

<210> 1

<211> 21

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

peptide"
<400> 1
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro
20

<210> 2

<211> 45

<212> PRT

<213> Artificial Sequence

<220>
<221> source
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<223> /note="Description of
polypeptide”

<400> 2
Thr Thr Thr Pro Ala Pro Arg

1

5

Ser Gln Pro Leu Ser Leu Arg

20

Gly Ala Val His Thr Arg Gly

35

<210> 3

<211> 230
<212> PRT
<213> Artificial Sequence

<220>

<221> source
<223> /note="Description of
polypeptide”

<400> 3
Glu Ser Lys Tyr Gly

1

Leu

Leu

Ser

Glu

65

Thr

Gly Gly Pro
20

Met Ile Ser
35

Gln Glu Asp
50

Val His Asn

Tyr Arg Val

5

Ser

Arg

Pro

Ala

Val

Pro

Val

Thr

Glu

Lys

70

Ser

Pro

Phe

Pro

Val

55

Thr

Val

SL

Artificial Sgduence: Synthetic

Pro Pro Thr Pro Ala

10

Pro Glu Ala Cys Arg

25

Leu Asp Phe Ala Cys

40

Artificial Sequence:

Cys Pro

Leu Phe
25

Glu Val

40

Gln Phe

Lys Pro

Leu Thr

Pro

10

Pro

Thr

Asn

Arg

Val

Cys Pro

Pro Lys

Cys Val

Trp Tyr
60

Glu Glu
75

Leu His

Page 2

Pro Thr Ile Ala

15

Pro Ala Ala Gly

Asp
45

30

Synthetic

Ala

Pro

Val

45

Val

Gln

Gln

Pro

Lys

30

Val

Asp

Phe

Asp

Glu

15

Asp

Asp

Gly

Asn

Trp

Phe

Thr

Val

Val

Ser

80

Leu



Asn

Ser

Gln

Val

145

Val

Pro

Thr

Val

Leu
225

Gly

Ile

Val

130

Ser

Glu

Pro

Val

Met

210

Ser

<210> 4

<211>
<212>
<213>

<220>

<221>
<223>

Lys

Glu

115

Tyr

Leu

Trp

Val

Asp

195

His

Leu

282
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Glu

100

Lys

Thr

Thr

Glu

Leu

180

Lys

Glu

Gly

85

Tyr

Thr

Leu

Cys

Ser

165

Asp

Ser

Ala

Lys

polypeptide”

Lys

Ile

Pro

Leu

150

Asn

Ser

Arg

Leu

Met
230

Cys

Ser

Pro

135

Val

Gly

Asp

Trp

His
215

Lys

Lys

120

Ser

Lys

Gln

Gly

Gln

200

Asn

Val

105

Ala

Gln

Gly

Pro

Ser

185

Glu

His

90

Ser

Lys

Glu

Phe

Glu

170

Phe

Gly

Tyr

sL

Asn

Gly

Glu

Tyr

155

Asn

Phe

Asn

Thr

Lys

Gln

Met

140

Pro

Asn

Leu

Val

Gln
220

Page 3

Gly

Pro

125

Thr

Ser

Tyr

Phe
205

Lys

Leu

110

Arg

Lys

Asp

Lys

Ser

190

Ser

Ser

95

Pro

Glu

Asn

Ile

Thr

175

Arg

Cys

Leu

Ser

Pro

Gln

Ala

160

Thr

Leu

Ser

Ser



<400> 4

Arg

1

Gln

Thr

Glu

Ser

65

Asp

Ser

Pro

Ser

Ala

145

Gln

Leu

Trp

Pro

Thr

Lys

50

His

Leu

Asp

Thr

Gln

130

Gly

Arg

Ser

Pro

Gln

Arg

35

Glu

Thr

Trp

Leu

Gly

115

Ser

Thr

Leu

Leu

Glu

Ala

20

Asn

Glu

Gln

Leu

Lys

100

Gly

Gln

Ser

Met

Asn
180

Ser

Glu

Thr

Gln

Pro

Arg

85

Asp

Val

His

Val

Ala

165

Leu

Pro

Gly

Gly

Glu

Leu

70

Asp

Ala

Glu

Ser

Thr

150

Leu

Leu

Lys

Ser

Arg

Glu

55

Gly

Lys

His

Glu

Arg

135

Cys

Arg

Ala

Ala

Leu

Gly

40

Arg

Val

Ala

Leu

Gly

120

Leu

Thr

Glu

Ser

Gln

Ala

25

Gly

Glu

Tyr

Thr

Thr

105

Leu

Thr

Leu

Pro

Ser
185

Ala

10

Lys

Glu

Thr

Leu

Phe

90

Trp

Leu

Leu

Asn

Ala
170

sL

Ser

Ala

Glu

Lys

Leu

75

Thr

Glu

Glu

Pro

His

155

Ala

Ser

Thr

Lys

Thr

60

Thr

Cys

Val

Arg

Arg

140

Pro

Gln

Asp Pro Pro

Page 4

Val

Thr

Lys

45

Pro

Pro

Phe

Ala

His

125

Ser

Ser

Ala

Glu

Pro

Ala

30

Lys

Glu

Ala

Val

Gly

110

Ser

Leu

Leu

Pro

Ala
190

Thr

15

Pro

Glu

Cys

Val

Val

95

Lys

Asn

Trp

Pro

Val

175

Ala

Ala

Ala

Lys

Pro

Gln

80

Gly

Val

Gly

Asn

Pro

160

Lys

Ser



Trp

Met

Ala

225

Val

Cys

Ser

Leu

Trp

210

Arg

Leu

Val

Leu

<210> 5

<211> 10

Leu

195

Leu

Pro

Arg

Val

Glu
275

<212> PRT
<213> Artificial Sequence

<220>

<221> source

Cys

Glu

Pro

Val

Ser

260

Val

Glu

Asp

Pro

Pro

245

His

Ser

Val

Gln

Gln

230

Ala

Glu

Tyr

Ser

Arg

215

Pro

Pro

Asp

Val

Gly

200

Glu

Gly

Pro

Ser

Thr
280

Phe

Val

Ser

Ser

Arg

265

Asp

Ser

Asn

Thr

Pro

250

Thr

His

sL

Pro

Thr

Thr

235

Gln

Leu

Pro

Ser

220

Phe

Pro

Leu

Asn

205

Trp

Ala

Asn

Ile

Phe

Ala

Thr

Ala
270

Leu

Ala

Trp

Tyr

255

Ser

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 5
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser

1

<210> 6

<211> 24
<212> PRT
<213> Artificial Sequence

<220>

<221> source

5

10

Page 5

Leu

Pro

Ser

240

Thr

Arg



_SL
<223> /note="Description of Artificial Sequence: Synthetic

peptide"
<400> 6
Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu
1 5 10 15

Ser Leu Val Ile Thr Leu Tyr Cys
20

<210> 7

<211> 42

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 7
Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe Lys Gln Pro Phe Met
1 5 10 15

Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly Cys Ser Cys Arg Phe
20 25 30

Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu
35 40

<210> 8

<211> 48

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 8
Gln Arg Arg Lys Tyr Arg Ser Asn Lys Gly Glu Ser Pro Val Glu Pro
1 5 10 15
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sL

Ala Glu Pro Cys Arg Tyr Ser Cys Pro Arg Glu Glu Glu Gly Ser Thr
20 25 30

Ile Pro Ile Gln Glu Asp Tyr Arg Lys Pro Glu Pro Ala Cys Ser Pro
35 40 45

<210> 9

<211> 112

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 9
Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly
1 5 10 15

Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr
20 25 30

Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys
35 40 45

Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys
50 55 60

Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg
65 70 75 80

Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala
85 90 95

Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
100 105 110
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sL

<210> 10
<211> 112
<212> PRT
<213> Homo sapiens

<400> 10
Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Gln Gln Gly
1 5 10 15

Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr
20 25 30

Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys
35 40 45

Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys
50 55 60

Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg
65 70 75 80

Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala
85 90 95

Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
100 105 110

<210> 11

<211> 1184

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide™

<400> 11
cgtgaggctc cggtgcccgt cagtgggcag agcgcacatc gcccacagtc cccgagaagt 60
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tggggegags
aaagtgatgt
gtgcagtagt
gtgccgtgtg
gaattacttc
ggtgggagag
cctggectgg
ctgctttcga

tctggcaaga

gggccgeges
tgcgagcgceg
tgcctggect
caccagttgc
ggaggacgcg
ttccgtcctc
tcgattagtt
cgatggagtt
tgtaattctc
agacagtggt
<210>
<211>

<212>
<213>

12
63
DNA

<220>
<221>
<223>

ggtcggcaat
cgtgtactgg
cgccgtgaac
tggttcccgce
cacctggctg
ttcgaggcct
gcgetgggsc
taagtctcta
tagtcttgta
cggcgacgss
gccaccgaga
cgcgeegeceg
gtgagcggaa
gcgctcggga
agccgtcgcet
ctcgagcttt
tccccacact
cttggaattt

tcaaagtttt

source
/note="Description of Artificial Sequence: Synthetic
oligonucleotide"

tgaaccggtg
ctccgecttt
gttctttttc
gggecetggcec
cagtacgtga
tgcgcttaag
cgccgegtgc
gccatttaaa
aatgcgggcc
gcccgtgegt
atcggacggg
tgtatcgccc
agatggccgc
gagecgeeces
tcatgtgact
tggagtacgt
gagtgggtegg
gccctttttg

tttcttccat

Artificial Sequence

_SL
cctagagaag

ttcccgaggg
gcaacgggtt
tctttacggg
ttcttgatcc
gagccccttc
gaatctggtg
atttttgatg
aagatctgca
cccagcgcac
ggtagtctca
cgccctgggc
ttcccggecc
gtgagtcacc
ccacggagta
cgtctttagg
agactgaagt
agtttggatc

ttcaggtgtc

gtggcgegesg
tgggggagaa
tgccgccaga
ttatggccct
cgagcttcgg
gcctcgtgcet
gcaccttcgc
acctgctgcg
cactggtatt
atgttcggcg
agctggecgg
ggcaaggctg
tgctgcaggg
cacacaaagg
ccgggegeceg
ttgggegegasg
taggccagct

ttggttcatt

gtga

Page 9

gtaaactggg
ccgtatataa
acacaggtaa
tgcgtgectt
gttggaagtg
tgagttgagg
gcctgtctceg
acgctttttt
tcggtttttg

aggeggescc

cctgctctgg
gcceggtegg
agctcaaaat
aaaagggcct
tccaggcacc
gggttttatg
tggcacttga

ctcaagcctc

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1184



<400> 12

sL

atggccctge ctgtgacagec cctgectgetg cctctggetc tgectgectgeca tgeccgectaga

CCc

<210> 13

<211> 135
<212> DNA
<213>

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide™

<400> 13

Artificial Sequence

accacgacgc cagcgccgeg accaccaaca ccggegecca ccatcgegtc gecageccctg

tccctgegec cagaggegtg ccggeccageg geggggggcg cagtgcacac gagggggetg

gacttcgcct

<210> 14
<211> 690
<212> DNA
<213>

<220>
<221>
<223>

gtgat

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide™

<400> 14
gagagcaagt

agcgtgttcc
gtgacctgtg
gtggacggceg
acctaccggg

tacaagtgta

acggccctcc
tgttcccccc
tggtggtgga
tggaggtgca
tggtgtccgt

aggtgtccaa

Artificial Sequence

ctgcccccct
caagcccaag
cgtgtcccag
caacgccaag
gctgaccgtg

caagggcctg

tgccctgecc
gacaccctga
gaggaccccg
accaagcccc
ctgcaccagg

cccagcagca

ccgagttcct
tgatcagccg
aggtccagtt
gggaggagea
actggctgaa

tcgagaaaac

Page 10

gggcggaccc

gacccccgag
caactggtac
gttcaatagc

cggcaaggaa

catcagcaag

60

63

60

120

135

60

120

180

240

300

360



_SL
gccaagggcc agcctcggga gccccaggtg tacaccctge cccctagceca

accaagaacc aggtgtccct gacctgecctg gtgaagggect tctaccccag
gtggagtggg agagcaacgg ccagcccgag aacaactaca agaccacccc
gacagcgacg gcagcttctt cctgtacagc cggctgaccg tggacaagag
gagggcaacg tctttagctg ctccgtgatg cacgaggccc tgcacaacca
aagagcctga gcctgtccct gggcaagatg

<210> 15

<211> 847

<212> DNA

<213> Artificial Sequence

<220>
<221> source

agaggagatg
cgacatcgcc
ccctgtgetg
ccggtggeag

ctacacccag

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide™

<400> 15
aggtggcccg aaagtcccaa ggcccaggca tctagtgttc ctactgcaca

gaaggcagcc tagccaaagc tactactgca cctgccacta cgcgcaatac
ggggaggaga agaaaaagga gaaagagaaa gaagaacagg aagagaggga
cctgaatgtc catcccatac ccagccgectg ggcgtctatc tcttgactcc
gacttgtggc ttagagataa ggccaccttt acatgtttcg tcgtgggctc
gatgcccatt tgacttggga ggttgccgga aaggtaccca cagggggggt
ttgctggagc gccattccaa tggctctcag agccagcact caagactcac
tccctgtgga acgccgggac ctctgtcaca tgtactctaa atcatcctag
cagcgtctga tggcccttag agagccagcc gcccaggcac cagttaagcet
ctgctcgcca gtagtgatcc cccagaggcc gccagectgge tcttatgcega
tttagcccgec ccaacatctt gctcatgtgg ctggaggacc agcgagaagt

ggcttcgectc cagcccggec cccaccccag ccgggttcta ccacattctg

Page 11

gccccaggea
tggcegtggce
gaccaagacc
cgcagtacag
tgacctgaag
tgaggaaggg
ccttccgaga
cctgccccca
tagcctgaat
agtgtccggc
gaacaccagc

ggcctggagt

420

480

540

600

660

690

60

120

180

240

300

360

420

480

540

600

660

720



SL

gtcttaaggg tcccagcacc acctagcccc cagccagzca catacacctg tgttgtgtcc

catgaagata gcaggaccct gctaaatgct tctaggagtc tggaggtttc ctacgtgact

gaccatt

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

16

30

DNA

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
oligonucleotide"

16

ggtggcggag gttctggagg tggaggttcc

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

17

72

DNA

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
oligonucleotide"

17

atctacatct gggcgccctt ggccgggact tgtggggtcc ttctcctgtc actggttatc

accctttact gc

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

18

126

DNA

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
polynucleotide™

18

Page 12

780

840

847

30

60

72



SL

aaacggggca gaaagaaact cctgtatata ttcaaacgéc catttatgag accagtacaa

actactcaag aggaagatgg ctgtagctgc cgatttccag aagaagaaga aggaggatgt

gaactg

<210> 19
<211> 123
<212> DNA

<213> Artificial Sequence

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide™

<400> 19

aggagtaaga ggagcaggct cctgcacagt gactacatga acatgactcc ccgeccgcccc

gggcccaccc gcaagcatta ccagccctat gccccaccac gecgacttcge agcctatcge

tcc

<210> 20
<211> 336
<212> DNA

<213> Artificial Sequence

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide™

<400> 20
agagtgaagt

tataacgagc
cgggaccctg
gaactgcaga

cggaggegsgca

tacgacgccc

tcagcaggag
tcaatctagg

agatggggeses

aagataagat

aggggcacga

ttcacatgca

cgcagacgcc
acgaagagag
aaagccgaga
ggcggaggcc
tggcctttac

ggccctgcecc

cccgecgtaca agcagggcca gaaccagctc
gagtacgatg ttttggacaa gagacgtggc
aggaagaacc ctcaggaagg cctgtacaat
tacagtgaga ttgggatgaa aggcgagcgc
cagggtctca gtacagccac caaggacacc

cctcgc

Page 13

60

120

126

60

120

123

60

120

180

240

300

336



<210> 21
<211> 336
<212> DNA
<213> Homo

<400> 21
agagtgaagt

tataacgagc
cgggaccctg
gaactgcaga

cggagggsca

tacgacgccc

<210> 22

<211> 373
<212> PRT
<213>

<220>
<221>
<223>

sapiens

tcagcaggag
tcaatctagg

agatggggss

aagataagat

aggggcacga

ttcacatgca

source
/note="Description of

polypeptide”

<400> 22

Pro Gly Trp Phe

1

Phe Ser Pro Ala

Thr Cys Ser Phe

35

Arg Met Ser Pro Ser Asn

50

Asp Arg Ser Gln

5

20

Leu Asp

Leu Leu

Ser Asn

Pro Gly

cgcagacgcc
acgaagagag
aaagccgaga
ggcggaggcc
tggcctttac

ggccctgcecc

Artificial Sequence

Arti

Ser Pro

Val Vval

Thr Ser

40

Gln
55

Thr

Gln Asp

sL

cccgegtacc agcagggcca gaaccagctc
gagtacgatg ttttggacaa gagacgtggc
aggaagaacc ctcaggaagg cctgtacaat
tacagtgaga ttgggatgaa aggcgagcgc
cagggtctca gtacagccac caaggacacc

cctcgc

ficial Sequence: Synthetic

Asp Arg Pro Trp Asn Pro Pro Thr
10 15

Thr Glu Gly Asp Asn Ala Thr Phe

25 30

Glu Ser Phe Val Leu Asn

45

Trp Tyr

Asp Lys Leu Ala Ala Phe Pro Glu

60

Cys Arg Phe Arg Val Thr Gln Leu

Page 14

60

120

180

240

300

336



65

Pro

Asp

Gln

Ala

Gln

145

Pro

Cys

Ala

Leu

Lys

225

Thr

Gly

Asn

Ser

Ile

Glu

130

Phe

Ala

Arg

Cys

Leu

210

Leu

Gln

Gly

Gly

Gly

Lys

115

Val

Gln

Pro

Pro

Asp

195

Leu

Leu

Glu

Cys

Arg

Thr

100

Glu

Pro

Thr

Thr

Ala

180

Ile

Ser

Tyr

Glu

Glu

Asp

85

Tyr

Ser

Thr

Leu

Ile

165

Ala

Tyr

Leu

Ile

Asp

245

Leu

70

Phe

Leu

Leu

Ala

Val

150

Ala

Gly

Ile

Val

Phe

230

Gly

Arg

His

Cys

Arg

His

135

Thr

Ser

Gly

Trp

Ile

215

Lys

Cys

Val

Met

Gly

Ala

120

Pro

Thr

Gln

Ala

Ala

200

Thr

Gln

Ser

Lys

Ser

Ala

105

Glu

Ser

Thr

Pro

Val

185

Pro

Leu

Pro

Cys

Phe

Val

90

Ile

Leu

Pro

Pro

Leu

170

His

Leu

Tyr

Phe

Arg
250

sL

75

Val

Ser

Arg

Ser

Ala

155

Ser

Thr

Ala

Cys

Met

235

Phe

Arg

Leu

Val

Pro

140

Pro

Leu

Arg

Gly

Lys

220

Arg

Pro

Ser Arg Ser

Page 15

Ala

Ala

Thr

125

Arg

Arg

Arg

Gly

Thr

205

Arg

Pro

Glu

Ala

Arg

Pro

110

Glu

Pro

Pro

Pro

Leu

190

Cys

Gly

Val

Glu

Asp

Arg

95

Lys

Arg

Ala

Pro

Glu
175

Asp

Gly

Arg

Gln

Glu

255

Ala

80

Asn

Ala

Arg

Gly

Thr

160

Ala

Phe

Val

Lys

Thr

240

Glu

Pro



sL
260 265 270

Ala Tyr Lys Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly
275 280 285

Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro
290 295 300

Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr
305 310 315 320

Asn Glu Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly
325 330 335

Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln
340 345 350

Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln
355 360 365

Ala Leu Pro Pro Arg
370

<210> 23

<211> 1182

<212> DNA

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide™
<400> 23
atggccctcc ctgtcactge cctgecttctec cccctcgecac tcctgectcca cgecgetaga 60
ccacccggat ggtttctgga ctctccggat cgcccgtgga atcccccaac cttctcaccg 120
gcactcttgg ttgtgactga gggcgataat gcgaccttca cgtgctcgtt ctccaacacc 180

Page 16



tccgaatcat
gccgegtttc
ctgccgaatg
acctacctgt
gccgaactga
cctcggectg
actccggccc
geegeceggag
gctcctctceg
aagcggggtc
accacccagg
gagctgegeg
cagctgtaca
cgeggeeges
tataacgagc
gagcggegea
gacacatacg
<210>
<211>

<212>
<213>

24
394
PRT

<220>
<221>
<223>

tcgtgctgaa
cggaagatcg
gcagagactt
gcggagccat
gagtgaccga
cggggcagtt
caactatcgc
gtgctgtgca
ccggaacttg
ggaaaaagct
aggaggacgg
tgaagttctc
acgaactgaa
accccgaaat
tgcagaagga
ggggaaages

atgccctgca

source
/note="Description of Artificial Sequence: Synthetic

polypeptide”

<400> 24

ctggtaccgc
gtcgcaaccg
ccacatgagc
ctcgctggceg
gcgcagagct
tcagaccctg
gagccagccc
tacccgggga
tggcgtgctc
tctgtacatt
ttgctcctge
ccggagegcec
cctgggacgg
gggcgegaag
caagatggcc
gcacgacggc

catgcaggcc

Artificial Sequence

_SL
atgagcccgt

ggacaggatt
gtggtccgeg
cctaaggccc
gaggtgccaa
gtcacgacca
ctgtcgctga
ttggacttcg
cttctgtccc
ttcaagcagc
cggttccccg
gacgcccccg
cgggaagagt
cctagaagaa
gaggcctact
ctgtaccaag

cttccccctc

caaaccagac
gtcggttccg
ctaggcgaaa
aaatcaaaga
ctgcacatcc
ctccggegcec
ggccggaage
catgcgacat
tggtcatcac
ccttcatgag
aagaggaaga
cctataagca
acgatgtgct
agaaccctca
ccgaaattgg

gactgtccac

gc

cgacaagctc

cgtgactcaa

cgactccggg
gagcttgagg
atccccatcg
gcgcccaccg
atgccgccct
ctacatttgg
cctgtactgc
gcccgtgcaa
aggaggttgc
gggccagaac
ggacaagcgsg
ggaaggcctg
gatgaaggga

cgccaccaag

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1

5

10

Page 17

15

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1182



His

Trp

Asp

Val

65

Ala

Arg

Arg

Leu

Val

145

Pro

Pro

Leu

Ala

Asn

Asn

50

Leu

Ala

Val

Ala

Ala

130

Thr

Arg

Arg

Arg

Ala

Pro

35

Ala

Asn

Phe

Thr

Arg

115

Pro

Glu

Pro

Pro

Pro
195

Arg

20

Pro

Thr

Trp

Pro

Gln

100

Arg

Lys

Arg

Ala

Pro

180

Glu

Pro

Thr

Phe

Tyr

Glu

85

Leu

Asn

Ala

Arg

Gly

165

Thr

Ala

Pro

Phe

Thr

Arg

70

Asp

Pro

Asp

Gln

Ala

150

Gln

Pro

Cys

Gly

Ser

Cys

55

Met

Arg

Asn

Ser

Ile

135

Glu

Phe

Ala

Arg

Trp

Pro

40

Ser

Ser

Ser

Gly

Gly

120

Lys

Val

Gln

Pro

Pro
200

Phe

25

Ala

Phe

Pro

Gln

Arg

105

Thr

Glu

Pro

Thr

Thr

185

Ala

Leu

Leu

Ser

Ser

Pro

90

Asp

Tyr

Ser

Thr

Leu

170

Ile

sL

Asp

Leu

Asn

Asn

75

Gly

Phe

Leu

Leu

Ala

155

Val

Ala

Ser

Val

Thr

60

Gln

Gln

His

Cys

Arg

140

His

Thr

Ser

Ala Gly Gly

Page 18

Pro

Val

45

Ser

Thr

Asp

Met

Gly

125

Ala

Pro

Thr

Gln

Ala
205

Asp

30

Thr

Glu

Asp

Cys

Ser

110

Ala

Glu

Ser

Thr

Pro

190

Val

Arg

Glu

Ser

Lys

Arg

95

Val

Ile

Leu

Pro

Pro

175

Leu

His

Pro

Gly

Phe

Leu

80

Phe

Val

Ser

Arg

Ser

160

Ala

Ser

Thr



Arg

Gly

225

Lys

Arg

Pro

Ser

Glu

305

Arg

Gln

Tyr

Asp

Ala
385

Gly

210

Thr

Arg

Pro

Glu

Ala

290

Leu

Gly

Glu

Ser

Gly

370

Leu

Leu

Cys

Gly

Val

Glu

275

Asp

Asn

Arg

Gly

Glu

355

Leu

His

Asp

Gly

Arg

Gln

260

Glu

Ala

Leu

Asp

Leu

340

Ile

Tyr

Met

Phe

Val

Lys

245

Thr

Glu

Pro

Gly

Pro

325

Tyr

Gly

Gln

Gln

Ala

Leu

230

Lys

Thr

Gly

Ala

Arg

310

Glu

Asn

Met

Gly

Ala
390

Cys

215

Leu

Leu

Gln

Gly

Tyr

295

Arg

Met

Glu

Lys

Leu

375

Leu

Asp

Leu

Leu

Glu

Cys

280

Lys

Glu

Gly

Leu

Gly

360

Ser

Pro

Ile

Ser

Tyr

Glu

265

Glu

Gln

Glu

Gly

Gln

345

Glu

Thr

Pro

Tyr

Leu

Ile

250

Asp

Leu

Gly

Tyr

Lys

330

Lys

Arg

Ala

Arg

sL

Ile

Val

235

Phe

Gly

Arg

Gln

Asp

315

Pro

Asp

Arg

Thr

Trp

220

Ile

Lys

Cys

Val

Asn

300

Val

Arg

Lys

Arg

Lys
380

Page 19

Ala

Thr

Gln

Ser

Lys

285

Gln

Leu

Arg

Met

Gly

365

Asp

Pro

Leu

Pro

Cys

270

Phe

Leu

Asp

Lys

Ala

350

Lys

Thr

Leu

Tyr

Phe

255

Arg

Ser

Tyr

Lys

Asn

335

Glu

Gly

Tyr

Ala

Cys

240

Met

Phe

Arg

Asn

Arg

320

Pro

Ala

His

Asp



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

sL

25

5

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

25

Gly Gly Gly Gly Ser

1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<223>

<400>

5

26
30
PRT
Artificial Sequence

source

/note="Description of Artificial Sequence:

polypeptide”

misc_feature

(1)..(30)

Synthetic

Synthetic

/note="This sequence may encompass 1-6 'Gly Gly Gly Gly Ser'
repeating units wherein some positions may be absent™

source

/note="See specification as filed for detailed description of

substitutions and preferred embodiments"”

26

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly

1

5 10

15

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser

20 25

Page 20

30



_SL
<210> 27
<211> 20
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

peptide"
<400> 27
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
1 5 10 15

Gly Gly Gly Ser
20

<210> 28

<211> 15

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 28
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10 15

<210> 29

<211> 4

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 29

Gly Gly Gly Ser
1

Page 21



<210> 30

<211> 5000
<212> DNA
<213>

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide™

<220>
<221>
<222>
<223>

misc_feature
(1)..(5000)
/note="This sequence may encompass 50-5,000 nucleotides

Artificial Sequence

sL

wherein some positions may be absent™

<220>
<221>
<223>

source
/note="See specification as filed for detailed description of

substitutions and preferred embodiments"”

<400> 30
daaaaaaaaa

dddaaddaadada

dddaddaadaa

dddaaddaadaa

dddaddaadaa

dddaaddaaaa

dddaaddaaaa

dddaaddaaaa

dddaaddaadada

dddaaddaadaa

dddaaddaadaa

dddaaddaadaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dadaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dddaaddaaaa

dddaddaaaa

dddaddaaaa

dddaddaaaa

dddaaddaaaa

dddaaddaaaa

dddaaddaaaa

dddaaddaaaa

dddaddaaaa

dddaddaaaa

dddaaddaaaa

dddaddaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

Page 22

daddaadaaaa

daddaadaaaad

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaad

60

120

180

240

300

360

420

480

540

600

660

720



dddaaddaadaa

dddaddaadaa

dddaddaaada

dddaaddaaaa

dddaaddaadaa

dddaddaaada

dddaaddaadaa

dddaddaadada

dddaaddaaaa

dddaaddaadada

dddaaddaadaa

dddaaddaaaa

dddaddaaada

dddaaddaadada

dddaddaadaa

dddaaddaadaa

dddaddaadaa

dddaaddaaaa

dddaaddaaaa

dddaaddaaaa

dddaaddaadada

dddaaddaadaa

dddaaddaadaa

dddaaddaadaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dadaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

sL
dddddaddadad

dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa

dddaddaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

Page 23

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaad

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160



dddaaddaadaa

dddaddaadaa

dddaddaaada

dddaaddaaaa

dddaaddaadaa

dddaddaaada

dddaaddaadaa

dddaddaadada

dddaaddaaaa

dddaaddaadada

dddaaddaadaa

dddaaddaaaa

dddaddaaada

dddaaddaadada

dddaddaadaa

dddaaddaadaa

dddaddaadaa

dddaaddaaaa

dddaaddaaaa

dddaaddaaaa

dddaaddaadada

dddaaddaadaa

dddaaddaadaa

dddaaddaadaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dadaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

sL
dddddaddadad

dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa

dddaddaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

Page 24

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaad

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600



dddaaddaadaa

dddaddaadaa

dddaddaaada

dddaaddaaaa

dddaaddaadaa

dddaddaaada

dddaaddaadaa

dddaddaadada

dddaaddaaaa

dddaaddaadada

dddaaddaadaa

dddaaddaaaa

dddaddaaada

dddaaddaadada

dddaddaadaa

dddaaddaadaa

dddaddaadaa

dddaaddaaaa

dddaaddaaaa

dddaaddaaaa

dddaaddaadada

dddaaddaadaa

dddaaddaadaa

dddaaddaadaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dadaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

sL
dddddaddadad

dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa

dddaaddaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

Page 25

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

3660

3720

3780

3840

3900

3960

4020

4080

4140

4200

4260

4320

4380

4440

4500

4560

4620

4680

4740

4800

4860

4920

4980

5000



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

sL

31

100

DNA

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
polynucleotide™

31

tttttttttt tttttttttt tttttttttt tttttttttt tttttttttt tttttttttt

tttttttttt tttttttttt tttttttttt tttttttttt

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<223>

<400>

32

5000

DNA

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
polynucleotide™

misc_feature

(1)..(5000)

/note="This sequence may encompass 50-5,000 nucleotides
wherein some positions may be absent™

source

/note="See specification as filed for detailed description of

substitutions and preferred embodiments"”

32

tttttttttt tttttttttt tttttttttt tttttttttt tttttttttt tttttttttt

tttttttttt tttttttttt tttttttttt tttttttttt tttttttttt tttttttttt

tttttttttt tttttttttt tttttttttt tttttttttt tttttttttt tttttttttt

tttttttttt tttttttttt tttttttttt tttttttttt tttttttttt tttttttttt

Page 26

60

100

60

120

180

240



tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

sL
tttttttttt

tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

Page 27

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680



tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

sL
tttttttttt

tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

Page 28

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120



tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

sL
tttttttttt

tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

Page 29

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4140

4200

4260

4320

4380

4440

4500

4560



tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

<210> 33

<211> 5000

<212> DNA

<213>

<220>

<221>
<223>

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide™

<220>
<221>
<222>
<223>

misc_

(1)..

/note="This sequence may encompass 100-5,000 nucleotides

feature
(5000)

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

Artificial Sequence

sL
tttttttttt

tttttttttt
tttttttttt
tttttttttt
tttttttttt
tttttttttt

tttttttttt

wherein some positions may be absent™

<220>
<221>
<223>

source
/note="See specification as filed for detailed description of

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

substitutions and preferred embodiments"”

<400> 33
daaaaaaaaa

dddaaddaadaa

dddaaddaadaa

dddaaddaadaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dddaddaaaa

dddaddaaaa

dddaaddaaaa

dddaddaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

Page 30

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

tttttttttt

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaad

4620

4680

4740

4800

4860

4920

4980

5000

60

120

180

240



dddaaddaadaa

dddaddaadaa

dddaddaaada

dddaaddaaaa

dddaaddaadaa

dddaddaaada

dddaaddaadaa

dddaddaadada

dddaaddaaaa

dddaaddaadada

dddaaddaadaa

dddaaddaaaa

dddaddaaada

dddaaddaadada

dddaddaadaa

dddaaddaadaa

dddaddaadaa

dddaaddaaaa

dddaaddaaaa

dddaaddaaaa

dddaaddaadada

dddaaddaadaa

dddaaddaadaa

dddaaddaadaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dadaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

sL
dddddaddadad

dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa

dddaddaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

Page 31

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaad

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680



dddaaddaadaa

dddaddaadaa

dddaddaaada

dddaaddaaaa

dddaaddaadaa

dddaddaaada

dddaaddaadaa

dddaddaadada

dddaaddaaaa

dddaaddaadada

dddaaddaadaa

dddaaddaaaa

dddaddaaada

dddaaddaadada

dddaddaadaa

dddaaddaadaa

dddaddaadaa

dddaaddaaaa

dddaaddaaaa

dddaaddaaaa

dddaaddaadada

dddaaddaadaa

dddaaddaadaa

dddaaddaadaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dadaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

sL
dddddaddadad

dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa

dddaddaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa
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daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaad

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120



dddaaddaadaa

dddaddaadaa

dddaddaaada

dddaaddaaaa

dddaaddaadaa

dddaddaaada

dddaaddaadaa

dddaddaadada

dddaaddaaaa

dddaaddaadada

dddaaddaadaa

dddaaddaaaa

dddaddaaada

dddaaddaadada

dddaddaadaa

dddaaddaadaa

dddaddaadaa

dddaaddaaaa

dddaaddaaaa

dddaaddaaaa

dddaaddaadada

dddaaddaadaa

dddaaddaadaa

dddaaddaadaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dadaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

sL
dddddaddadad

dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa

dddaddaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa
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daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaad

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4140

4200

4260

4320

4380

4440

4500

4560



dddaaddaadaa

dddaddaadaa

dddaddaaada

dddaaddaaaa

dddaaddaadaa

dddaddaaada

dddaaddaadaa

dddaddaadada

<210>

<211>

<212>
<213>

34
400
DNA

<220>
<221>
<223>

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide™

<220>
<221>
<222>
<223>

misc_
(1)..(400)
/note="This sequence may encompass 100-400 nucleotides

feature

daddaadaaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dddaadaaaa

daddaadaaaa

daddaadaaaa

Artificial Sequence

sL
dddddaddadad

dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa

dddaddaaaa

wherein some positions may be absent™

<220>
<221>
<223>

source
/note="See specification as filed for detailed description of

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

substitutions and preferred embodiments"”

<400> 34
daaaaaaaaa

dddaaddaadaa

dddaaddaadaa

dddaaddaadaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dddaddaaaa

dddaddaaaa

dddaaddaaaa

dddaddaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

Page 34

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaad

4620

4680

4740

4800

4860

4920

4980

5000

60

120

180

240



sL

ddddddadddad dddddddddd dddddddddad dddddddddd dddadddadddad ddaddddddaad

ddddddadddad dddddddddd dddddddddad dddddddddd dddadddadddad ddaddddddaad

ddddddddda daddddddddd dddadddadddad daddadddadaad

<210> 35
<211>
<212>
<213>

DNA

<220>
<221>
<223>

2000

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide™

<220>
<221>
<222>
<223>

misc_feature
(1)..(2000)
/note="This sequence may encompass 50-2,000 nucleotides

Artificial Sequence

wherein some positions may be absent™

<220>
<221>
<223>

source
/note="See specification as filed for detailed description of

substitutions and preferred embodiments"”

<400> 35
daaaaaaaaa

dddaddaadaa

dddaaddaaaa

dddaaddaaaa

dddaaddaaaa

dddaaddaadada

dddaaddaadaa

dddaaddaadaa

dddaaddaadaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dadaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dddaddaaaa

dddaaddaaaa

dddaaddaaaa

dddaaddaaaa

dddaaddaaaa

dddaddaaaa

dddaddaaaa

dddaaddaaaa

dddaddaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

Page 35

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaad

300

360

400

60

120

180

240

300

360

420

480

540



dddaaddaadaa

dddaddaadaa

dddaddaaada

dddaaddaaaa

dddaaddaadaa

dddaddaaada

dddaaddaadaa

dddaddaadada

dddaaddaaaa

dddaaddaadada

dddaaddaadaa

dddaaddaaaa

dddaddaaada

dddaaddaadada

dddaddaadaa

dddaaddaadaa

dddaddaadaa

dddaaddaaaa

dddaaddaaaa

dddaaddaaaa

dddaaddaadada

dddaaddaadaa

dddaaddaadaa

dddaaddaadaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

ddaadaadaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

dadaadaaaa

dadaadaaaa

dadaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

sL
dddddaddadad

dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaaddaaaa
dddaddaaaa
dddaddaaaa
dddaaddaaaa

dddaddaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

ddaadaaaaa

Page 36

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaa

daddaadaaaad

daddaadaaaad

daddaadaaaa

daddaadaaaad

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980



SL
daaaaaaaaa aaaaaaaaaa 2000

<210> 36

<211> 230

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 36
Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe
1 5 10 15

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
20 25 30

Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Vval Asp Val
35 40 45

Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val
50 55 60

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser
65 70 75 80

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu
85 90 95

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser
100 105 110

Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro
115 120 125

Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln
130 135 140

Page 37



Val
145

Ser Leu

Val Glu Trp

Pro Pro Val

Thr Val Asp

195

Val Met His

210

Leu Ser Leu

225

<210>
<211>
<212>
<213>

37
690
DNA

<220>
<221>
<223>

sourc
polyn

<400> 37
gagagcaagt

agcgtgttcc
gtgacctgtg
gtggacggcg
acctaccggg

tacaagtgta

Thr Cys

Leu

Val Lys

150

Glu Ser

165

Leu
180

Asp
Lys Ser
Glu

Ala

Gly Lys

Asn

Ser

Arg

Leu

Gly Gln

Asp

Gly

Gln
200

Trp

His Asn

215

Met

230

e

ucleotide"

acggccctcc
tgttcccccc
tggtggtgga
tggaggtgca
tggtgtccgt

aggtgtccaa

Artificial Sequence

ctgcccccct
caagcccaag
cgtgtcccag
caacgccaag
gctgaccgtg

caagggcctg

sL

Gly Phe Tyr

155

Glu
170

Pro Asn

Ser Phe Phe

185

Glu Gly Asn

His Tyr Thr

tgccctgecc
gacaccctga
gaggaccccg
accaagcccc
ctgcaccagg

cccagcagca

Pro Ser Asp

Asn Tyr Lys

Ser
190

Leu Tyr

Val Phe

205

Ser

Gln
220

Lys Ser

ccgagttcct
tgatcagccg
aggtccagtt
gggaggagea
actggctgaa

tcgagaaaac

Page 38

Ile Ala

160

Thr
175

Thr
Arg Leu
Ser

Cys

Leu Ser

/note="Description of Artificial Sequence: Synthetic

gggrggaccc

gacccccgag
caactggtac
gttcaatagc

cggcaaggaa

catcagcaag

60

120

180

240

300

360



_SL

gccaagggcc agcctcggga gccccaggtg tacaccctge cccctagceca
accaagaacc aggtgtccct gacctgcctg gtgaagggct tctaccccag
gtggagtggg agagcaacgg ccagcccgag aacaactaca agaccacccc
gacagcgacg gcagcttctt cctgtacagc cggctgaccg tggacaagag
gagggcaacg tctttagctg ctccgtgatg cacgaggccc tgcacaacca
aagagcctga gcctgtccct gggcaagatg

<210> 38

<211> 40

<212> PRT

<213> Artificial Sequence

<220>
<221> source

agaggagatg
cgacatcgcc
ccctgtgcetg
ccggtggceag

ctacacccag

<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”

<220>
<221> misc_feature
<222> (1)..(49)

<223> /note="This sequence may encompass 1-10 'Gly Gly Gly Ser'
repeating units wherein some positions may be absent™

<220>
<221> source

<223> /note="See specification as filed for detailed description of

substitutions and preferred embodiments"”

<400> 38

Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser

1 5 10

15

Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser

20 25 30

Gly Gly Gly Ser Gly Gly Gly Ser
35 40

Page 39

420

480

540

600

660

690



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 39

39
271
PRT
Artificial Sequence

source
/note="Description of

polypeptide”

Met Ala Leu Pro

1

His

Lys

Ser

Gly

65

Tyr

Ile

Ala

Met

Ala

Lys

Phe

50

Leu

Ser

Ser

Met

Asp
130

Ala

Pro

35

Thr

Glu

Pro

Thr

Tyr

115

Val

Arg

20

Gly

Ser

Trp

Ser

Ala

100

Tyr

Trp

Val Thr Ala

5

Pro

Glu

Tyr

Met

Phe

85

Tyr

Cys

Gly

Gln

Ser

Trp

Gly

70

Gln

Leu

Ala

Gln

Val

Leu

Ile

55

Ile

Gly

Gln

Arg

Gly
135

Artificial Sequence:

Leu

Gln

Lys

40

Gly

Ile

Gln

Trp

Leu

120

Thr

Leu

Leu

25

Ile

Trp

Tyr

Val

Ser

105

Gly

Met

Leu

10

Val

Ser

Val

Pro

Thr

90

Ser

Gly

Val

sL

Pro

Gln

Cys

Arg

Gly

75

Ile

Leu

Ser

Thr

Leu

Ser

Lys

Gln

60

Asp

Ser

Lys

Leu

Val
140

Page 40

Synthetic

Ala

Gly

Gly

45

Met

Ser

Ala

Ala

Pro

125

Ser

Leu

Ala

30

Ser

Pro

Asp

Asp

Ser

110

Asp

Ser

Leu

15

Glu

Gly

Gly

Thr

Lys

95

Asp

Tyr

Ala

Leu

Val

Tyr

Lys

Arg

80

Ser

Thr

Gly

Ser



Gly

145

Ile

Pro

Gly

Gln

Arg

225

Arg

Gln

<210>
<211>
<212>
<213>

Gly

Val

Ala

Tyr

Leu

210

Phe

Val

Thr

<220>

<221>
<223>

<400> 40

40
272
PRT
Artificial Sequence

Gly

Leu

Ser

Asn

195

Leu

Ser

Glu

Leu

source
/note="Description of Artificial Sequence: Synthetic

Gly

Thr

Ile

180

Tyr

Ile

Gly

Ala

Ile
260

Ser

Gln

165

Ser

Leu

Tyr

Ser

Glu

245

Thr

polypeptide”

Gly

150

Ser

Cys

Asp

Leu

Gly

230

Asp

Phe

Gly

Pro

Arg

Trp

Gly

215

Ser

Val

Gly

Gly

Leu

Ser

Tyr

200

Ser

Gly

Gly

Gln

Gly

Ser

Ser

185

Leu

Asn

Thr

Val

Gly
265

Ser

Leu

170

Gln

Gln

Arg

Asp

Tyr

250

Thr

sL

Gly

155

Pro

Ser

Lys

Ala

Phe

235

Tyr

Lys

Gly

Val

Leu

Pro

Ser

220

Thr

Cys

Val

Gly

Thr

Leu

Gly

205

Gly

Leu

Met

Asp

Gly

Pro

His

190

Gln

Val

Lys

Gln

Ile
270

Ser

Gly

175

Ser

Ser

Pro

Ile

Ala

255

Lys

Glu

160

Glu

Asn

Pro

Asp

Ser

240

Leu

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1

5

10

15

His Ala Ala Arg Pro Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val

Page 41



Lys

Ile

Gly

65

Tyr

Thr

Ala

Gly

Thr

145

Gly

Ser

Asp

Pro

Lys

Phe

50

Leu

Ala

Ser

Val

Leu

130

Val

Gly

Ala

Ile

Gln

Pro

35

Thr

Glu

Gln

Thr

Tyr

115

Gln

Ser

Gly

Ser

Asn

195

Leu

20

Gly

Asn

Trp

Arg

Val

100

Phe

Ser

Ser

Gly

Val

180

Asn

Leu

Ala

Tyr

Met

Leu

85

Tyr

Cys

Ser

Ala

Ser

165

Gly

His

Ile

Ser

Tyr

Gly

70

Gln

Met

Ala

Ile

Ser

150

Asp

Leu

Tyr

Val

Val

55

Ile

Gly

Glu

Arg

Phe

135

Gly

Ile

Arg

Asn

Asp

Arg

40

His

Ile

Arg

Leu

Glu
120

Asp

Gly

Arg

Val

Trp

200

Thr

25

Val

Trp

Ser

Val

Ser

105

Ser

His

Gly

Met

Thr

185

Tyr

Ser

Ser

Val

Pro

Thr

90

Ser

Arg

Trp

Gly

Thr

170

Ile

Gln

sL

Cys

Arg

Ser

75

Met

Leu

Leu

Gly

Ser

155

Gln

Pro

Gln

Lys

Gln

60

Gly

Thr

Thr

Arg

Gln

140

Gly

Ser

Cys

Lys

Asn Leu Glu

Page 42

Ala

45

Ala

Gly

Arg

Ser

Gly

125

Gly

Gly

Pro

Gln

Pro

205

Ile

30

Ser

Pro

Ser

Asp

Glu

110

Asn

Thr

Gly

Pro

Ala

190

Gly

Gly

Gly

Gly

Pro

Leu

95

Asp

Arg

Leu

Gly

Ser

175

Ser

Lys

Val

Tyr

Gln

Thr

80

Ser

Thr

Leu

Val

Ser

160

Leu

Gln

Ala

Pro



210
Ser Arg Phe Ser
225
Ser Ser Leu Gln
Glu Asn Leu Pro

260

<210> 41
211> 270
<212> PRT

Gly Ser
230

Pro Glu
245

Leu Thr

215

Gly

Asp

Phe

<213> Artificial Sequence

<220>

<221> source
<223> /note="Description of
polypeptide”

<400> 41

Met Ala
1

His Ala

Val Gln

Thr Phe
50

Gly Leu
65

Tyr Ala

Leu Pro

Ala Arg
20

Pro Gly

35

Ser Ser

Glu Trp

Asp Ser

Val Thr
5

Pro Gln

Gly Ser

Tyr Ala

Val Ser

70

Val Lys
85

Ala

Val

Leu

Met

55

Ala

Gly

sL
220

Ser Gly Thr Asp Phe

235

Ile Ala Thr Tyr Tyr
250

Gly Gly Gly Thr Lys

Artificial Sequence:

Leu

Gln

Arg

40

Ser

Ile

Arg

265

Leu

Leu

25

Leu

Trp

Ser

Phe

Leu Pro Leu

10

Val Gln Ser

Ser Cys Ala

Val Arg Gln

60

Gly Ser Gly

75

Thr Ile Ser

90

Page 43

Thr Leu Thr

Cys Gln Gln

255

Val Glu Ile

270

Synthetic

Ala

Gly

Ala

45

Ala

Gly

Arg

Leu

Gly

30

Ser

Pro

Ser

Asp

Leu

15

Gly

Gly

Gly

Thr

Asn
95

Ile
240

Tyr

Lys

Leu

Leu

Phe

Lys

Tyr

80

Ser



Lys

Ala

Tyr

Ser

145

Gly

Ser

Asp

Leu

Phe

225

Leu

Phe

<210> 42

Asn

Val

Tyr

130

Ser

Gly

Val

Thr

Leu

210

Ser

Gln

Pro

Thr

Tyr

115

Tyr

Ala

Ser

Gly

Trp

195

Met

Gly

Pro

Pro

<211> 271

Leu

100

Tyr

Gly

Ser

Glu

Asp

180

Leu

Tyr

Ser

Glu

Thr
260

Tyr

Cys

Met

Gly

Thr

165

Arg

Ala

Ala

Gly

Asp

245

Phe

Leu

Ala

Asp

Gly

150

Thr

Val

Trp

Ala

Ser

230

Phe

Gly

Gln

Lys

Val

135

Gly

Leu

Ser

Tyr

Ser

215

Gly

Ala

Gly

Met

Glu

120

Trp

Gly

Thr

Ile

Gln

200

Asn

Thr

Thr

Gly

Asn

105

Asp

Gly

Ser

Gln

Thr

185

Leu

Leu

Asp

Tyr

Thr
265

Ser

Thr

Gln

Gly

Ser

170

Cys

Lys

Gln

Phe

Tyr

250

Lys

sL

Leu

Ile

Gly

Gly

155

Pro

Arg

Pro

Gly

Ile

235

Cys

Val

Arg

Arg

Thr

140

Gly

Ser

Ala

Gly

Gly

220

Leu

Gln

Asp

Page 44

Ala

Gly

125

Thr

Gly

Ser

Ser

Lys

205

Val

Thr

Gln

Ile

Glu

110

Pro

Val

Ser

Val

Gln

190

Ala

Pro

Ile

Ala

Lys
270

Asp

Asn

Thr

Gly

Ser

175

Asp

Pro

Ser

Ser

Ser
255

Thr

Tyr

Val

Gly

160

Ala

Ile

Lys

Arg

Ser

240

Ile



<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 42

Met Ala Leu Pro

1

His

Lys

Ser

Gly

65

Tyr

Ile

Ala

Phe

Gly
145

Ala

Lys

Phe

50

Leu

Ser

Thr

Met

Asp

130

Gly

Ala

Pro

35

Thr

Glu

Pro

Thr

Tyr

115

Phe

Gly

Arg

20

Ser

Trp

Ser

Ala

100

Tyr

Trp

Gly

Val Thr
5

Pro Gln

Glu Ser

Tyr Trp

Met Gly

70

Phe Gln

85

Tyr Leu

Cys Ala

Gly Gln

Ser Gly
150

Ala

Val

Leu

Ile

55

Ile

Gly

Gln

Arg

Gly

135

Gly

Artificial Sequence:

Leu

Gln

Lys

40

Gly

Ile

Gln

Trp

Gly

120

Thr

Gly

Leu

Leu

25

Ile

Trp

Tyr

Val

Ser

105

Gly

Leu

Gly

Leu

10

Val

Ser

Val

Pro

Thr

90

Ser

Tyr

Val

Ser

sL

Pro Leu

Gln Ser

Cys Lys

Arg Gln
60

Gly Asp
75

Ile Ser

Leu Arg

Ser Asp

Thr Val

140

Gly Gly
155

Page 45

Synthetic

Ala

Gly

Gly

45

Met

Ser

Ala

Ala

Tyr

125

Ser

Gly

Leu

Ala

30

Ser

Pro

Asp

Asp

Ser

110

Asp

Ser

Gly

Leu

15

Glu

Gly

Gly

Thr

Lys

95

Asp

Tyr

Ala

Ser

Leu

Val

Tyr

Lys

Arg

80

Ser

Ser

Tyr

Ser

Glu
160



Ile

Pro

Gly

Gln

Arg

225

Arg

Gln

<210>
<211>
<212>
<213>

Val

Ala

Tyr

Leu

210

Phe

Val

Thr

<220>

<221>
<223>

<400> 43

43
261
PRT
Artificial Sequence

Met

Ser

Asn

195

Leu

Ser

Glu

Pro

source
/note="Description of Artificial Sequence: Synthetic

Thr

Ile

180

Tyr

Ile

Gly

Ala

Phe
260

Gln

165

Ser

Leu

Tyr

Ser

Glu

245

Thr

polypeptide”

Ser

Cys

Asp

Leu

Gly

230

Asp

Phe

Pro

Arg

Trp

Gly

215

Ser

Val

Gly

Leu

Ser

Tyr

200

Ser

Gly

Gly

Gly

Ser

Ser

185

Leu

Asn

Thr

Val

Gly
265

Leu

170

Gln

Gln

Arg

Asp

Tyr

250

Thr

sL

Pro

Ser

Lys

Ala

Phe

235

Tyr

Lys

Val

Leu

Pro

Ser

220

Thr

Cys

Val

Thr

Leu

Gly

205

Gly

Leu

Met

Glu

Pro

His

190

Gln

Val

Lys

Gln

Ile
270

Gly

175

Ser

Ser

Pro

Ile

Ala

255

Lys

Glu

Asn

Pro

Asp

Ser

240

Leu

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1

5

10

15

His Ala Ala Arg Pro Gln Val Gln Leu Val Gln Ser Gly Gly Asp Leu

20

25

Page 46

30



Ala

Thr

Gly

65

Tyr

Lys

Ala

Gln

Gly

145

Ser

Cys

Lys

Glu

Gln

Phe

50

Leu

Gly

Asn

Ile

Gly

130

Gly

Pro

Gln

Pro

Pro
210

Pro

35

Asp

Glu

Asp

Thr

Tyr

115

Thr

Gly

Ser

Ala

Gly

195

Gly

Gly

Asp

Trp

Ser

Leu

100

Tyr

Leu

Gly

Ser

Ser

180

Lys

Val

Arg

Tyr

Val

Val

85

Tyr

Cys

Val

Ser

Leu

165

Gln

Ala

Pro

Ser

Ala

Ala

70

Lys

Leu

Val

Thr

Gly

150

Ser

Gly

Pro

Ser

Leu

Met

55

Val

Gly

Gln

Arg

Val

135

Gly

Ala

Ile

Lys

Arg
215

Arg

40

His

Ile

Arg

Met

His

120

Ser

Gly

Tyr

Ser

Leu

200

Phe

Leu

Trp

Trp

Phe

Asn

105

Phe

Ser

Gly

Val

Gln

185

Leu

Ser

Ser

Val

Pro

Thr

90

Ser

Asn

Ala

Ser

Gly

170

Phe

Ile

Gly

_SL
Cys

Arg

Asp

75

Val

Leu

Ala

Ser

Asp

155

Gly

Leu

Ser

Ser

Ala

Gln

60

Gly

Ser

Arg

Trp

Gly

140

Ile

Arg

Asn

Asp

Gly
220

Page 47

Ala

45

Ala

Gly

Arg

Ala

Asp

125

Gly

Gln

Val

Trp

Ala

205

Ser

Ser

Pro

Gln

Asp

Glu

110

Tyr

Gly

Leu

Thr

Phe

190

Ser

Gly

Gly

Gly

Lys

Asn

95

Asp

Trp

Gly

Thr

Ile

175

Gln

Asn

Thr

Phe

Lys

Tyr

80

Pro

Thr

Gly

Ser

Gln

160

Thr

Gln

Leu

Asp



Phe Thr Phe Thr Ile Thr Asn Leu Gln Pro

225

230

Tyr Cys Gln Gln Tyr Asp Asp Leu Pro Leu

245

Lys Val Glu Ile Lys

<210>
<211>
<212>
<213>

<220>

<221>
<223>

44
269
PRT
Artificial Sequence

source
/note="Description of

260

polypeptide”

<400> 44
Met Ala Leu Pro

1

His

Val

Thr

Gly

65

Tyr

Lys

Ala

Gln

Phe

50

Leu

Ala

Asp

Ala

Pro

35

Ser

Glu

Asp

Ser

Arg

20

Gly

Ile

Trp

Ser

Leu

Val Thr Ala

5

Pro

Lys

Phe

Val

Val

85

Tyr

Gln

Ser

Ala

Ala

70

Glu

Leu

Val

Leu

Met

55

Thr

Gly

Gln

Artificial Sequence:

Leu

Gln

Arg

40

His

Ile

Arg

Met

Leu

Leu

25

Leu

Trp

Ser

Phe

Asp

250

Leu

10

Val

Ser

Val

Tyr

Thr
90

sL

Glu Asp Ile Ala Thr Tyr

235

240

Thr Phe Gly Gly Gly Thr

Pro

Gln

Cys

Arg

Asp

75

Ile

Leu

Ser

Ala

Gln

60

Gly

Ser

Ser Leu Arg

Page 48

255

Synthetic

Ala

Gly

Ala

45

Ala

Ser

Arg

Pro

Leu

Gly

30

Ser

Pro

Asn

Asp

Glu

Leu

15

Gly

Gly

Gly

Ala

Asn

95

Asp

Leu

Val

Phe

Lys

Phe

80

Ser

Thr



Ala

Asp

Gly

145

Val

Ala

Tyr

Leu

Phe

225

Val

Thr

<210> 45

Val

Ser

130

Gly

Met

Ser

Asn

Leu

210

Ser

Glu

Pro

Tyr

115

Trp

Gly

Thr

Ile

Tyr

195

Ile

Gly

Ala

Thr

<211> 266
<212> PRT
<213> Artificial Sequence

100

Tyr

Gly

Ser

Gln

Ser

180

Leu

Tyr

Ser

Glu

Phe
260

Cys

Gln

Gly

Ser

165

Cys

Asp

Leu

Gly

Asp

245

Gly

Val

Gly

Gly

150

Pro

Arg

Trp

Gly

Ser

230

Val

Pro

Lys

Thr

135

Gly

Leu

Ser

Tyr

Ser

215

Gly

Gly

Gly

Ala

120

Leu

Gly

Ser

Ser

Leu

200

Asn

Thr

Val

Thr

105

Gly

Val

Ser

Leu

Gln

185

Gln

Arg

Asp

Lys
265

Asp

Thr

Gly

Pro

170

Ser

Lys

Ala

Phe

Tyr

250

Val

sL

Gly

Val

Gly

155

Val

Leu

Pro

Ser

Thr

235

Cys

Asp

Gly

Ser

140

Gly

Thr

Leu

Gly

Gly

220

Leu

Met

Ile

Page 49

Tyr

125

Ser

Gly

Pro

His

Gln

205

Val

Lys

Gln

Lys

110

Asp

Ala

Ser

Gly

Ser

190

Ser

Pro

Ile

Ala

Val

Ser

Glu

Glu

175

Asn

Pro

Asp

Ser

Leu
255

Phe

Gly

Ile

160

Pro

Gly

Gln

Arg

Arg

240

Gln



<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 45

Met Ala Leu Pro

1

His

Val

Thr

Gly

65

Tyr

Lys

Ala

Phe

Gly

145

Ile

Ala

Gln

Phe

50

Leu

Ala

Asn

Val

Asp

130

Gly

Gln

Ala

Pro

35

Ser

Glu

Asp

Thr

Tyr

115

Tyr

Gly

Met

Arg

20

Gly

Ser

Trp

Ser

Leu

100

Tyr

Trp

Gly

Thr

Val

5

Pro

Gly

Tyr

Val

Val

85

Tyr

Cys

Gly

Ser

Gln
165

Thr

Glu

Ser

Ala

Ser

70

Lys

Leu

Ala

Gln

Gly

150

Ser

Ala

Val

Leu

Met

55

Ala

Gly

Gln

Lys

Gly

135

Gly

Pro

Artificial Sequence:

Leu

Gln

Arg

40

Ser

Ile

Arg

Met

Glu

120

Thr

Gly

Ser

Leu

Leu

25

Leu

Trp

Ser

Phe

Asn

105

Thr

Leu

Gly

Ser

Leu

10

Val

Ser

Val

Gly

Thr

90

Ser

Asp

Val

Ser

Leu
170

sL

Pro Leu

Glu Ser

Cys Ala

Arg Gln
60

Ser Gly
75

Ile Ser

Leu Arg

Tyr Tyr

Thr Val
140

Gly Gly
155

Ser Ala

Page 50

Synthetic

Ala

Gly

Ala

45

Ala

Gly

Arg

Ala

Gly

125

Ser

Gly

Ser

Leu

Gly

30

Ser

Pro

Ser

Asp

Glu

110

Ser

Ser

Gly

Val

Leu

15

Gly

Gly

Gly

Thr

Asn

95

Asp

Gly

Ala

Ser

Gly
175

Leu

Leu

Phe

Lys

Tyr

80

Ser

Thr

Thr

Ser

Asp

160

Asp



Arg

Ala

Gly

Gly

225

Asp

Phe

<210>
<211>
<212>
<213>

Val

Trp

Ala

210

Ser

Phe

Gly

<220>

<221>
<223>

<400> 46

46
266
PRT
Artificial Sequence

Thr

Tyr

195

Ser

Gly

Ala

Gln

source
/note="Description of

Ile

180

Gln

Thr

Thr

Ser

Gly
260

Ser

Gln

Leu

Asp

Tyr

245

Thr

polypeptide”

Cys

Arg

Gln

Phe

230

Trp

Lys

Arg

Ser

Ser

215

Thr

Cys

Val

Met Ala Leu Pro Val Thr Ala

1

5

His Ala Ala Arg Pro Gln Val

20

Lys Lys Pro Gly Ala Ser Val

35

Ala

Gly

200

Gly

Leu

Gln

Glu

Artificial Sequence:

Ser

185

Lys

Val

Thr

Gln

Ile
265

Gln

Pro

Pro

Ile

Ser

250

Lys

sL

Gly

Pro

Ser

Ser

235

Asn

Ile

Gln

Arg

220

Ser

Asn

Leu Leu Leu Pro Leu

10

Gln Leu Val Gln Ser

25

Arg Val Ser Cys Lys

40

Page 51

Gly Ile
190

Leu Leu

205

Phe Ser

Leu Gln

Phe Pro

Tyr

Ile

Gly

Pro

Pro
255

Synthetic

Leu

His

Ser

Glu

240

Thr

Ala Leu Leu Leu

15

Gly Ala Glu Val

30

Ala Ser Gly Tyr

45



Met

Gly

65

Tyr

Ile

Ala

Ala

Gly

145

Ile

Arg

His

Asp

Gly
225

Phe

50

Leu

Ala

Ser

Val

Asn

130

Gly

Gln

Val

Trp

Ala

210

Ser

Thr

Glu

Gln

Thr

Tyr

115

Ile

Gly

Leu

Thr

Tyr

195

Ser

Gly

Asp

Trp

Lys

Ala

100

Tyr

Trp

Gly

Thr

Ile

180

Gln

Asn

Thr

Phe

Met

Phe

85

Tyr

Cys

Gly

Ser

Gln

165

Thr

Gln

Leu

Asp

Phe

Gly

70

Gln

Met

Ala

Gln

Gly

150

Ser

Cys

Lys

Glu

Phe
230

Ile

55

Trp

Gly

Glu

Thr

Gly

135

Gly

Pro

Gln

Pro

Thr

215

Thr

His

Ile

Arg

Leu

Trp

120

Thr

Gly

Ser

Ala

Gly

200

Gly

Leu

Trp

Asn

Val

Ser

105

Tyr

Met

Gly

Ser

Ser

185

Lys

Val

Thr

Val

Pro

Thr

90

Ser

Ser

Val

Ser

Leu

170

His

Ala

Pro

Ile

sL

Arg

Asn

75

Met

Leu

Ser

Thr

Gly

155

Ser

Asp

Pro

Ser

Arg
235

Gln

60

Ser

Thr

Arg

Gly

Val

140

Gly

Ala

Ile

Lys

Arg

220

Ser

Page 52

Ala

Gly

Arg

Ser

Trp

125

Ser

Gly

Ser

Ser

Leu

205

Phe

Leu

Pro

Val

Asn

Glu

110

Tyr

Ser

Gly

Val

Asn

190

Leu

Thr

Gln

Gly

Thr

Thr

95

Asp

Gly

Ala

Ser

Gly

175

Tyr

Ile

Gly

Pro

Gln

Lys

80

Ser

Thr

Ile

Ser

Asp

160

Asp

Leu

Tyr

Ser

Glu
240



sL

Asp Val Ala Ala Tyr Tyr Cys Gln Gln Ser Asp Asp Leu Pro His Thr

245

250

Phe Gly Gln Gly Thr Lys Val Asp Ile Lys

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 47

47
265
PRT
Artificial Sequence

source
/note="Description of

260

polypeptide”

Met Ala Leu Pro

1

His

Lys

Ser

Gly

65

Tyr

Ile

Ala

Lys

Phe

50

Leu

Ser

Ser

Ala

Pro

35

Thr

Glu

Pro

Thr

Arg

20

Gly

Asn

Trp

Ser

Ala
100

Val Thr
5

Pro Gln

Glu Ser

Tyr Trp

Met Gly
70

Phe Gln
85

Tyr Leu

Ala

Val

Leu

Ile

55

Ile

Gly

Gln

Artificial Sequence:

Leu

Gln

Lys

40

Gly

Ile

Gln

Trp

265

Leu

Leu

25

Ile

Trp

Tyr

Val

Ser
105

Leu

10

Val

Ser

Val

Pro

Thr

90

Ser

Pro

Gln

Cys

Arg

Gly

75

Ile

Leu

Leu

Ser

Lys

Gln

60

Asp

Ser

Lys

Page 53

255

Synthetic

Ala

Gly

Gly

45

Met

Ser

Ala

Ala

Leu

Ala

30

Ser

Pro

Asp

Asp

Ser
110

Leu

15

Glu

Gly

Gly

Thr

Lys

95

Asp

Leu

Val

Tyr

Lys

Arg

80

Ser

Thr



Ala

Asp

Gly

145

Arg

Val

Trp

Ala

Ser

225

Phe

Gly

<210>
<211>
<212>
<213>

Met

Tyr

130

Gly

Leu

Thr

Tyr

Ser

210

Gly

Ala

Gly

<220>

<221>
<223>

48

494
PRT
Artificial Sequence

Tyr

115

Trp

Gly

Thr

Ile

Gln

195

Ser

Thr

Thr

Gly

source
/note="Description of Artificial Sequence: Synthetic

Tyr

Gly

Ser

Gln

Thr

180

Gln

Leu

Asp

Tyr

Thr
260

Cys

Gln

Gly

Ser

165

Cys

Lys

Gln

Phe

Tyr

245

Lys

Ala

Gly

Gly

150

Pro

Arg

Pro

Ser

Thr

230

Cys

Val

Arg

Thr

135

Gly

Ser

Ala

Gly

Gly

215

Leu

Gln

Asp

His

120

Leu

Gly

Ser

Ser

Lys

200

Val

Thr

Gln

Ile

Val

Ser

Leu

Gln

185

Ala

Pro

Ile

Ser

Lys
265

Pro

Thr

Gly

Ser

170

Ser

Pro

Ser

Ser

Tyr
250

_SL
Ser

Val

Gly

155

Ala

Ile

Lys

Arg

Ser

235

Ser

Ser

Ser

140

Gly

Ser

Ser

Leu

Phe

220

Leu

Thr

Page 54

Trp

125

Ser

Gly

Val

Ser

Leu

205

Ser

Gln

Pro

Gly

Ala

Ser

Gly

Tyr

190

Ile

Gly

Pro

Leu

Glu

Ser

Asp

Asp

175

Leu

Tyr

Ser

Glu

Thr
255

Phe

Gly

Ile

160

Arg

Asn

Ala

Gly

Asp

240

Phe



<400> 48

polypeptide”

Met Ala Leu Pro

1

His

Lys

Ser

Gly

65

Tyr

Ile

Ala

Met

Gly

145

Ile

Pro

Ala

Lys

Phe

50

Leu

Ser

Ser

Met

Asp

130

Gly

Val

Ala

Ala

Pro

35

Thr

Glu

Pro

Thr

Tyr

115

Val

Gly

Leu

Ser

Arg

20

Gly

Ser

Trp

Ser

Ala

100

Tyr

Trp

Gly

Thr

Ile

Val

5

Pro

Glu

Tyr

Met

Phe
85

Tyr

Cys

Gly

Ser

Gln

165

Ser

Thr

Gln

Ser

Trp

Gly

70

Gln

Leu

Ala

Gln

Gly

150

Ser

Cys

Ala

Val

Leu

Ile

55

Ile

Gly

Gln

Arg

Gly

135

Gly

Pro

Arg

Leu

Gln

Lys

40

Gly

Ile

Gln

Trp

Leu

120

Thr

Gly

Leu

Ser

Leu

Leu

25

Ile

Trp

Tyr

Val

Ser

105

Gly

Met

Gly

Ser

Ser

Leu

10

Val

Ser

Val

Pro

Thr

90

Ser

Gly

Val

Ser

Leu
170

sL

Pro

Gln

Cys

Arg

Gly

75

Ile

Leu

Ser

Thr

Gly

155

Pro

Leu

Ser

Lys

Gln

60

Asp

Ser

Lys

Leu

Val

140

Gly

Val

Gln Ser Leu

Page 55

Ala

Gly

Gly

45

Met

Ser

Ala

Ala

Pro

125

Ser

Gly

Thr

Leu

Leu

Ala

30

Ser

Pro

Asp

Asp

Ser

110

Asp

Ser

Gly

Pro

His

Leu

15

Glu

Gly

Gly

Thr

Lys

95

Asp

Tyr

Ala

Ser

Gly

175

Ser

Leu

Val

Tyr

Lys

Arg

80

Ser

Thr

Gly

Ser

Glu

160

Glu

Asn



Gly

Gln

Arg

225

Arg

Gln

Thr

Gln

Ala

305

Ala

Thr

Gln

Ser

Tyr

Leu

210

Phe

Val

Thr

Thr

Pro

290

Val

Pro

Leu

Pro

Cys

Asn

195

Leu

Ser

Glu

Leu

Pro

275

Leu

His

Leu

Tyr

Phe

355

Arg

180

Tyr

Ile

Gly

Ala

Ile

260

Ala

Ser

Thr

Ala

Cys

340

Met

Phe

Leu

Tyr

Ser

Glu

245

Thr

Pro

Leu

Arg

Gly

325

Lys

Arg

Pro

Asp

Leu

Gly

230

Asp

Phe

Arg

Arg

Gly

310

Thr

Arg

Pro

Glu

Trp

Gly

215

Ser

Val

Gly

Pro

Pro

295

Leu

Cys

Gly

Val

Glu

Tyr

200

Ser

Gly

Gly

Gln

Pro

280

Glu

Asp

Gly

Arg

Gln

360

Glu

185

Leu

Asn

Thr

Val

Gly

265

Thr

Ala

Phe

Val

Lys

345

Thr

Glu

Gln

Arg

Asp

Tyr

250

Thr

Pro

Cys

Ala

Leu

330

Lys

Thr

sL

Lys

Ala

Phe

235

Tyr

Lys

Ala

Arg

Cys

315

Leu

Leu

Gln

Pro

Ser

220

Thr

Cys

Val

Pro

Pro

300

Asp

Leu

Leu

Glu

Gly Gly Cys

Page 56

Gly

205

Gly

Leu

Met

Asp

Thr

285

Ala

Ile

Ser

Tyr

Glu

365

Glu

190

Gln

Val

Lys

Gln

Ile

270

Ile

Ala

Tyr

Leu

Ile

350

Asp

Leu

Ser

Pro

Ile

Ala

255

Lys

Ala

Gly

Ile

Val

335

Phe

Gly

Arg

Pro

Asp

Ser

240

Leu

Thr

Ser

Gly

Trp

320

Ile

Lys

Cys

Val



sL
370 375 380

Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly Gln Asn
385 390 395 400

Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val
405 410 415

Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg
420 425 430

Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp Lys
435 440 445

Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg
450 455 460

Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys
465 470 475 480

Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
485 490

<210> 49

<211> 495

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 49
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val
20 25 30

Page 57



Lys

Ile

Gly

65

Tyr

Thr

Ala

Gly

Thr

145

Gly

Ser

Asp

Pro

Lys

Phe

50

Leu

Ala

Ser

Val

Leu

130

Val

Gly

Ala

Ile

Gln
210

Pro

35

Thr

Glu

Gln

Thr

Tyr

115

Gln

Ser

Gly

Ser

Asn

195

Leu

Gly

Asn

Trp

Arg

Val

100

Phe

Ser

Ser

Gly

Val

180

Asn

Leu

Ala

Tyr

Met

Leu

85

Tyr

Cys

Ser

Ala

Ser

165

Gly

His

Ile

Ser

Tyr

Gly

70

Gln

Met

Ala

Ile

Ser

150

Asp

Asp

Leu

Tyr

Val

Val

55

Ile

Gly

Glu

Arg

Phe

135

Ile

Arg

Asn

Asp
215

Arg

40

His

Ile

Arg

Leu

Glu
120

Asp

Gly

Arg

Val

Trp

200

Thr

Val

Trp

Ser

Val

Ser

105

Ser

His

Gly

Met

Thr

185

Tyr

Ser

Ser

Val

Pro

Thr

90

Ser

Arg

Trp

Gly

Thr

170

Ile

Gln

sL

Cys

Arg

Ser

75

Met

Leu

Leu

Gly

Ser

155

Gln

Pro

Gln

Lys

Gln

60

Gly

Thr

Thr

Arg

Gln

140

Gly

Ser

Cys

Lys

Asn Leu Glu

220

Page 58

Ala

45

Ala

Gly

Arg

Ser

Gly

125

Gly

Gly

Pro

Gln

Pro

205

Ile

Ser

Pro

Ser

Asp

Glu

110

Asn

Thr

Gly

Pro

Ala

190

Gly

Gly

Gly

Gly

Pro

Leu

95

Asp

Arg

Leu

Gly

Ser

175

Ser

Lys

Val

Tyr

Gln

Thr

80

Ser

Thr

Leu

Val

Ser

160

Leu

Gln

Ala

Pro



Ser

225

Ser

Glu

Thr

Ser

Gly

305

Trp

Ile

Lys

Cys

Val
385

Asn

Arg

Ser

Asn

Thr

Gln

290

Ala

Ala

Thr

Gln

Ser

370

Lys

Gln

Phe

Leu

Leu

Thr

275

Pro

Val

Pro

Leu

Pro

355

Cys

Phe

Leu

Ser

Gln

Pro

260

Pro

Leu

His

Leu

Tyr

340

Phe

Arg

Ser

Tyr

Gly

Pro

245

Leu

Ala

Ser

Thr

Ala

325

Cys

Met

Phe

Arg

Asn
405

Ser

230

Glu

Thr

Pro

Leu

Arg

310

Gly

Lys

Arg

Pro

Ser

390

Glu

Gly

Asp

Phe

Arg

Arg

295

Gly

Thr

Arg

Pro

Glu

375

Ala

Leu

Ser

Ile

Gly

Pro

280

Pro

Leu

Cys

Gly

Val

360

Glu

Asp

Asn

Gly

Ala

Gly

265

Pro

Glu

Asp

Gly

Arg

345

Gln

Glu

Ala

Leu

Thr

Thr

250

Gly

Thr

Ala

Phe

Val

330

Lys

Thr

Glu

Pro

sL

Asp

235

Tyr

Thr

Pro

Cys

Ala

315

Leu

Lys

Thr

Gly

Ala
395

Phe

Tyr

Lys

Ala

Arg

300

Cys

Leu

Leu

Gln

Gly

380

Tyr

Gly Arg Arg

410

Page 59

Thr

Cys

Val

Pro

285

Pro

Asp

Leu

Leu

Glu

365

Cys

Lys

Glu

Leu

Gln

Glu

270

Thr

Ala

Ile

Ser

Tyr

350

Glu

Glu

Gln

Glu

Thr

Gln

255

Ile

Ile

Ala

Tyr

Leu

335

Ile

Asp

Leu

Gly

Tyr
415

Ile

240

Tyr

Lys

Ala

Gly

Ile

320

Val

Phe

Gly

Arg

Gln

400

Asp



Val Leu Asp Lys Arg Arg Gly
420

Arg Arg Lys Asn Pro Gln Glu
435

Lys Met Ala Glu Ala Tyr Ser
450 455

Arg Gly Lys Gly His Asp Gly
465 470

Lys Asp Thr Tyr Asp Ala Leu
485

<210> 50
<211> 493
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 50
Met Ala Leu Pro Val Thr Ala
1 5

His Ala Ala Arg Pro Gln Val
20

Val Gln Pro Gly Gly Ser Leu
35

Thr Phe Ser Ser Tyr Ala Met
50 55

sL

Arg Asp Pro Glu Met
425

Gly Leu Tyr Asn Glu
440

Glu Ile Gly Met Lys
460

Leu Tyr Gln Gly Leu
475

His Met Gln Ala Leu
490

Artificial Sequence:

Leu Leu Leu Pro Leu
10

Gln Leu Val Gln Ser
25

Arg Leu Ser Cys Ala
40

Ser Trp Val Arg Gln
60

Page 60

Gly Gly Lys
430

Leu Gln Lys
445

Gly Glu Arg

Ser Thr Ala

Pro Pro Arg
495

Synthetic

Ala Leu Leu
15

Gly Gly Gly
30

Ala Ser Gly
45

Ala Pro Gly

Pro

Asp

Arg

Thr
480

Leu

Leu

Phe

Lys



Gly

65

Tyr

Lys

Ala

Tyr

Ser

145

Gly

Ser

Asp

Leu

Phe

225

Leu

Leu

Ala

Asn

Val

Tyr

130

Ser

Gly

Val

Thr

Leu

210

Ser

Gln

Glu

Asp

Thr

Tyr

115

Tyr

Ala

Ser

Gly

Trp

195

Met

Gly

Pro

Trp

Ser

Leu

100

Tyr

Gly

Ser

Glu

Asp

180

Leu

Tyr

Ser

Glu

Val

Val

85

Tyr

Cys

Met

Gly

Thr

165

Arg

Ala

Ala

Gly

Asp
245

Ser

70

Lys

Leu

Ala

Asp

Gly

150

Thr

Val

Trp

Ala

Ser

230

Phe

Ala

Gly

Gln

Lys

Val

135

Gly

Leu

Ser

Tyr

Ser

215

Gly

Ala

Ile

Arg

Met

Glu

120

Trp

Gly

Thr

Ile

Gln

200

Asn

Thr

Thr

Ser

Phe

Asn

105

Asp

Gly

Ser

Gln

Thr

185

Leu

Leu

Asp

Tyr

Gly

Thr

90

Ser

Thr

Gln

Gly

Ser

170

Cys

Lys

Gln

Phe

Tyr
250

sL

Ser

75

Ile

Leu

Ile

Gly

Gly

155

Pro

Arg

Pro

Gly

Ile

235

Cys

Gly

Ser

Arg

Arg

Thr

140

Gly

Ser

Ala

Gly

Gly

220

Leu

Gln

Page 61

Gly

Arg

Ala

Gly

125

Thr

Gly

Ser

Ser

Lys

205

Val

Thr

Gln

Ser

Asp

Glu

110

Pro

Val

Ser

Val

Gln

190

Ala

Pro

Ile

Ala

Thr

Asn

95

Asp

Asn

Thr

Gly

Ser

175

Asp

Pro

Ser

Ser

Ser
255

Tyr

80

Ser

Thr

Tyr

Val

Gly

160

Ala

Ile

Lys

Arg

Ser

240

Ile



Phe

Thr

Pro

Val

305

Pro

Leu

Pro

Cys

Phe

385

Leu

Asp

Lys

Pro

Pro

Leu

290

His

Leu

Tyr

Phe

Arg

370

Ser

Tyr

Lys

Asn

Pro

Ala

275

Ser

Thr

Ala

Cys

Met

355

Phe

Arg

Asn

Arg

Pro
435

Thr

260

Pro

Leu

Arg

Gly

Lys

340

Arg

Pro

Ser

Glu

Arg

420

Gln

Phe

Arg

Arg

Gly

Thr

325

Arg

Pro

Glu

Ala

Leu

405

Gly

Glu

Gly

Pro

Pro

Leu

310

Cys

Gly

Val

Glu

Asp

390

Asn

Arg

Gly

Gly

Pro

Glu

295

Asp

Gly

Arg

Gln

Glu

375

Ala

Leu

Asp

Leu

Gly

Thr

280

Ala

Phe

Val

Lys

Thr

360

Glu

Pro

Gly

Pro

Tyr
440

Thr

265

Pro

Cys

Ala

Leu

Lys

345

Thr

Gly

Ala

Arg

Glu

425

Asn

Lys

Ala

Arg

Cys

Leu

330

Leu

Gln

Gly

Tyr

Arg

410

Met

Glu

sL

Val

Pro

Pro

Asp

315

Leu

Leu

Glu

Cys

Lys

395

Glu

Gly

Leu

Asp

Thr

Ala

300

Ile

Ser

Tyr

Glu

Glu

380

Gln

Glu

Gly

Gln

Page 62

Ile

Ile

285

Ala

Tyr

Leu

Ile

Asp

365

Leu

Gly

Tyr

Lys

Lys
445

Lys

270

Ala

Gly

Ile

Val

Phe

350

Gly

Arg

Gln

Asp

Pro

430

Asp

Thr

Ser

Gly

Trp

Ile

335

Lys

Cys

Val

Asn

Val

415

Arg

Lys

Thr

Gln

Ala

Ala

320

Thr

Gln

Ser

Lys

Gln

400

Leu

Arg

Met



sL

Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu

450

455

Lys Gly His Asp Gly Leu Tyr

465

470

Thr Tyr Asp Ala Leu His Met

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 51

51

494
PRT
Artificial Sequence

source
/note="Description of

485

polypeptide”

Met Ala Leu Pro Val Thr

1

His

Lys

Ser

Gly

65

Tyr

Ala

Lys

Phe

50

Leu

Ser

Ala

Pro

35

Thr

Glu

Pro

Arg

20

Gly

Ser

Trp

Ser

5

Pro

Glu

Tyr

Met

Phe
85

Gln

Ser

Trp

Gly

70

Gln

Ala

Val

Leu

Ile

55

Ile

Gly

460

Gln Gly Leu Ser Thr

475

Gln Ala Leu Pro Pro

Artificial Sequence:

Leu Leu

Gln Leu
25

Lys Ile

40

Gly Trp

Ile Tyr

Gln Vval

490

Leu

10

Val

Ser

Val

Pro

Thr
90

Pro

Gln

Cys

Arg

Gly

75

Ile

Leu

Ser

Lys

Gln

60

Asp

Ser

Page 63

Arg Arg Arg Gly

Ala Thr Lys Asp

Arg

Synthetic

Ala

Gly

Gly

45

Met

Ser

Ala

Leu

Ala

30

Ser

Pro

Asp

Asp

Leu

15

Glu

Gly

Gly

Thr

Lys
95

480

Leu

Val

Tyr

Lys

Arg

80

Ser



Ile

Ala

Phe

Gly

145

Ile

Pro

Gly

Gln

Arg

225

Arg

Gln

Thr

Thr

Met

Asp

130

Gly

Val

Ala

Tyr

Leu

210

Phe

Val

Thr

Thr

Thr

Tyr

115

Phe

Gly

Met

Ser

Asn

195

Leu

Ser

Glu

Pro

Pro
275

Ala

100

Tyr

Trp

Gly

Thr

Ile

180

Tyr

Ile

Gly

Ala

Phe

260

Ala

Tyr

Cys

Gly

Ser

Gln

165

Ser

Leu

Tyr

Ser

Glu

245

Thr

Pro

Leu

Ala

Gln

Gly

150

Ser

Cys

Asp

Leu

Gly

230

Asp

Phe

Arg

Gln

Arg

Gly

135

Gly

Pro

Arg

Trp

Gly

215

Ser

Val

Gly

Pro

Trp

Gly

120

Thr

Gly

Leu

Ser

Tyr

200

Ser

Gly

Gly

Gly

Pro
280

Ser

105

Gly

Leu

Gly

Ser

Ser

185

Leu

Asn

Thr

Val

Gly

265

Thr

Ser

Tyr

Val

Ser

Leu

170

Gln

Gln

Arg

Asp

Tyr

250

Thr

Pro

_SL
Leu

Ser

Thr

Gly

155

Pro

Ser

Lys

Ala

Phe

235

Tyr

Lys

Ala

Arg

Asp

Val

140

Val

Leu

Pro

Ser

220

Thr

Cys

Val

Pro

Page 64

Ala

Tyr

125

Ser

Gly

Thr

Leu

Gly

205

Gly

Leu

Met

Glu

Thr
285

Ser

110

Asp

Ser

Gly

Pro

His

190

Gln

Val

Lys

Gln

Ile

270

Ile

Asp

Tyr

Ala

Ser

Gly

175

Ser

Ser

Pro

Ile

Ala

255

Lys

Ala

Ser

Tyr

Ser

Glu

160

Glu

Asn

Pro

Asp

Ser

240

Leu

Thr

Ser



Gln

Ala

305

Ala

Thr

Gln

Ser

Lys

385

Gln

Leu

Arg

Met

Gly
465

Pro

290

Val

Pro

Leu

Pro

Cys

370

Phe

Leu

Asp

Lys

Ala

450

Lys

Leu

His

Leu

Tyr

Phe

355

Arg

Ser

Tyr

Lys

Asn

435

Glu

Gly

Ser

Thr

Ala

Cys

340

Met

Phe

Arg

Asn

Arg

420

Pro

Ala

His

Leu

Arg

Gly

325

Lys

Arg

Pro

Ser

Glu

405

Arg

Gln

Tyr

Asp

Arg

Gly

310

Thr

Arg

Pro

Glu

Ala

390

Leu

Gly

Glu

Ser

Gly
470

Pro

295

Leu

Cys

Gly

Val

Glu

375

Asp

Asn

Arg

Gly

Glu

455

Leu

Glu

Asp

Gly

Arg

Gln

360

Glu

Ala

Leu

Asp

Leu

440

Ile

Tyr

Ala

Phe

Val

Lys

345

Thr

Glu

Pro

Gly

Pro

425

Tyr

Gly

Gln

Cys

Ala

Leu

330

Lys

Thr

Gly

Ala

Arg

410

Glu

Asn

Met

Gly

_SL
Arg

Cys

315

Leu

Leu

Gln

Gly

Tyr

395

Arg

Met

Glu

Lys

Leu
475

Pro

300

Asp

Leu

Leu

Glu

Cys

380

Lys

Glu

Gly

Leu

Gly

460

Ser

Page 65

Ala

Ile

Ser

Tyr

Glu

365

Glu

Gln

Glu

Gly

Gln

445

Glu

Thr

Ala

Tyr

Leu

Ile

350

Asp

Leu

Gly

Tyr

Lys

430

Lys

Arg

Ala

Gly

Ile

Val

335

Phe

Gly

Arg

Gln

Asp

415

Pro

Asp

Arg

Thr

Gly

Trp

320

Ile

Lys

Cys

Val

Asn

400

Val

Arg

Lys

Arg

Lys
480



SL

Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 52

52

484
PRT
Artificial Sequence

source
/note="Description of

485

polypeptide”

Met Ala Leu Pro

1

His

Ala

Thr

Gly

65

Tyr

Lys

Ala

Gln

Ala

Gln

Phe

50

Leu

Gly

Asn

Ile

Gly

Ala

Pro

35

Asp

Glu

Asp

Thr

Tyr

115

Thr

Arg

20

Asp

Trp

Ser

Leu

100

Tyr

Leu

Val

5

Pro

Arg

Tyr

Val

Val

85

Tyr

Cys

Val

Thr

Gln

Ser

Ala

Ala

70

Lys

Leu

Val

Thr

Ala

Val

Leu

Met

55

Val

Gly

Gln

Arg

Val

490

Artificial Sequence: Synthetic

Leu

Gln

Arg

40

His

Ile

Arg

Met

His

120

Ser

Leu

Leu

25

Leu

Trp

Trp

Phe

Asn

105

Phe

Ser

Leu

10

Val

Ser

Val

Pro

Thr

90

Ser

Asn

Pro

Gln

Cys

Arg

Asp

75

Val

Leu

Ala

Leu

Ser

Ala

Gln

60

Gly

Ser

Arg

Trp

Ala Ser Gly

Page 66

Ala

Gly

Ala

45

Ala

Gly

Arg

Ala

Asp
125

Leu

Gly
30

Ser

Pro

Gln

Asp

Glu

110

Tyr

Gly

Leu

15

Asp

Gly

Gly

Lys

Asn

95

Asp

Trp

Gly

Leu

Leu

Phe

Lys

Tyr

80

Pro

Thr

Gly

Ser



Gly

145

Ser

Cys

Lys

Glu

Phe

225

Tyr

Lys

Ala

Arg

Cys

305

Leu

130

Gly

Pro

Gln

Pro

Pro

210

Thr

Cys

Val

Pro

Pro

290

Asp

Leu

Gly

Ser

Ala

Gly

195

Gly

Phe

Gln

Glu

Thr

275

Ala

Ile

Ser

Gly

Ser

Ser

180

Lys

Val

Thr

Gln

Ile

260

Ile

Ala

Tyr

Leu

Ser

Leu

165

Gln

Ala

Pro

Ile

Tyr

245

Lys

Ala

Gly

Ile

Val

Gly
150

Ser

Gly

Pro

Ser

Thr

230

Asp

Thr

Ser

Gly

Trp

310

Ile

135

Gly

Ala

Ile

Lys

Arg

215

Asn

Asp

Thr

Gln

Ala

295

Ala

Thr

Gly

Tyr

Ser

Leu

200

Phe

Leu

Leu

Thr

Pro

280

Val

Pro

Leu

Gly

Val

Gln

185

Leu

Ser

Gln

Pro

Pro

265

Leu

His

Leu

Tyr

Ser

Gly

170

Phe

Ile

Gly

Pro

Leu

250

Ala

Ser

Thr

Ala

sL

Asp

155

Gly

Leu

Ser

Ser

Glu

235

Thr

Pro

Leu

Arg

Gly
315

140

Ile

Arg

Asn

Asp

Gly

220

Asp

Phe

Arg

Arg

Gly

300

Thr

Cys Lys Arg

Page 67

Gln

Val

Trp

Ala

205

Ser

Ile

Gly

Pro

Pro

285

Leu

Cys

Gly

Leu

Thr

Phe

190

Ser

Gly

Ala

Gly

Pro

270

Glu

Asp

Gly

Arg

Thr

Ile

175

Gln

Asn

Thr

Thr

Gly

255

Thr

Ala

Phe

Val

Lys

Gln

160

Thr

Gln

Leu

Asp

Tyr

240

Thr

Pro

Cys

Ala

Leu

320

Lys



Leu

Gln

Gly

Tyr

385

Arg

Met

Glu

Lys

Leu

465

Leu

<210> 53

Leu

Glu

Cys

370

Lys

Glu

Gly

Leu

Gly

450

Ser

Pro

Tyr

Glu

355

Glu

Gln

Glu

Gly

Gln

435

Glu

Thr

Pro

<211> 492
<212> PRT
<213> Artificial Sequence

Ile

340

Asp

Leu

Gly

Tyr

Lys

420

Lys

Arg

Ala

Arg

325

Phe

Gly

Arg

Gln

Asp

405

Pro

Asp

Arg

Thr

Lys

Cys

Val

Asn

390

Val

Arg

Lys

Arg

Lys
470

Gln

Ser

Lys

375

Gln

Leu

Arg

Met

Gly

455

Asp

Pro

Cys

360

Phe

Leu

Asp

Lys

Ala

440

Lys

Thr

Phe

345

Arg

Ser

Tyr

Lys

Asn

425

Glu

Gly

Tyr

330

Met

Phe

Arg

Asn

Arg

410

Pro

Ala

His

Asp

sL

Arg

Pro

Ser

Glu

395

Arg

Gln

Tyr

Asp

Ala
475

Pro

Glu

Ala

380

Leu

Gly

Glu

Ser

Gly

460

Leu

Page 68

Val

Glu

365

Asp

Asn

Arg

Gly

Glu

445

Leu

His

Gln

350

Glu

Ala

Leu

Asp

Leu

430

Ile

Tyr

Met

335

Thr

Glu

Pro

Gly

Pro

415

Tyr

Gly

Gln

Gln

Thr

Gly

Ala

Arg

400

Glu

Asn

Met

Gly

Ala
480



<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 53

Met Ala Leu Pro

1

His

Val

Thr

Gly

65

Tyr

Lys

Ala

Asp

Gly

145

Val

Ala

Gln

Phe

50

Leu

Ala

Asp

Val

Ser

130

Gly

Met

Ala

Pro

35

Ser

Glu

Asp

Ser

Tyr

115

Trp

Gly

Thr

Arg

20

Gly

Ile

Trp

Ser

Leu

100

Tyr

Gly

Ser

Gln

Val

5

Pro

Lys

Phe

Val

Val

85

Tyr

Cys

Gln

Gly

Ser
165

Thr

Gln

Ser

Ala

Ala

70

Glu

Leu

Val

Gly

Gly

150

Pro

Ala

Val

Leu

Met

55

Thr

Gly

Gln

Lys

Thr

135

Gly

Leu

Artificial Sequence:

Leu

Gln

Arg

40

His

Ile

Arg

Met

Ala

120

Leu

Gly

Ser

Leu

Leu

25

Leu

Trp

Ser

Phe

Asp

105

Gly

Val

Ser

Leu

Leu

10

Val

Ser

Val

Tyr

Thr

90

Ser

Asp

Thr

Gly

Pro
170

sL

Pro

Gln

Cys

Arg

Asp

75

Ile

Leu

Gly

Val

Gly

155

Val

Leu

Ser

Ala

Gln

60

Gly

Ser

Arg

Gly

Ser

140

Gly

Thr

Page 69

Synthetic

Ala

Gly

Ala

45

Ala

Ser

Arg

Pro

Tyr

125

Ser

Gly

Pro

Leu

Gly

30

Ser

Pro

Asn

Asp

Glu

110

Asp

Ala

Ser

Gly

Leu

15

Gly

Gly

Gly

Ala

Asn

95

Asp

Val

Ser

Glu

Glu
175

Leu

Val

Phe

Lys

Phe

80

Ser

Thr

Phe

Gly

Ile

160

Pro



Ala

Tyr

Leu

Phe

225

Val

Thr

Pro

Leu

His

305

Leu

Tyr

Phe

Ser

Asn

Leu

210

Ser

Glu

Pro

Ala

Ser

290

Thr

Ala

Cys

Met

Ile

Tyr

195

Ile

Gly

Ala

Thr

Pro

275

Leu

Arg

Gly

Lys

Arg
355

Ser

180

Leu

Tyr

Ser

Glu

Phe

260

Arg

Arg

Gly

Thr

Arg

340

Pro

Cys

Asp

Leu

Gly

Asp

245

Gly

Pro

Pro

Leu

Cys

325

Gly

Val

Arg

Trp

Gly

Ser

230

Val

Pro

Pro

Glu

Asp

310

Gly

Arg

Gln

Ser

Tyr

Ser

215

Gly

Gly

Gly

Thr

Ala

295

Phe

Val

Lys

Thr

Ser

Leu

200

Asn

Thr

Val

Thr

Pro

280

Cys

Ala

Leu

Lys

Thr
360

Gln

185

Gln

Arg

Asp

Tyr

Lys

265

Ala

Arg

Cys

Leu

Leu

345

Gln

Ser

Lys

Ala

Phe

Tyr

250

Val

Pro

Pro

Asp

Leu

330

Leu

Glu

sL

Leu Leu

Pro Gly

Ser Gly
220

Thr Leu
235

Cys Met

Asp Ile

Thr Ile

Ala Ala

300

Ile Tyr

315

Ser Leu

Tyr Ile

Glu Asp

Page 70

His

Gln

205

Val

Lys

Gln

Lys

Ala

285

Gly

Ile

Val

Phe

Gly
365

Ser

190

Ser

Pro

Ile

Ala

Thr

270

Ser

Gly

Trp

Ile

Lys

350

Cys

Asn

Pro

Asp

Ser

Leu

255

Thr

Gln

Ala

Ala

Thr

335

Gln

Ser

Gly

Gln

Arg

Arg

240

Gln

Thr

Pro

Val

Pro

320

Leu

Pro

Cys



Arg

Ser

385

Tyr

Lys

Asn

Glu

Gly

465

Tyr

<210>
<211>
<212>
<213>

Phe

370

Arg

Asn

Arg

Pro

Ala

450

His

Asp

<220>

<221>
<223>

Pro

Ser

Glu

Arg

Gln

435

Tyr

Asp

Ala

54
489
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Glu

Ala

Leu

Gly

420

Glu

Ser

Gly

Leu

Glu

Asp

Asn

405

Arg

Gly

Glu

Leu

His
485

polypeptide”

<400> 54
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1

5

Glu

Ala

390

Leu

Asp

Leu

Ile

Tyr

470

Met

Glu

375

Pro

Gly

Pro

Tyr

Gly

455

Gln

Gln

Gly

Ala

Arg

Glu

Asn

440

Met

Gly

Ala

Gly

Tyr

Arg

Met

425

Glu

Lys

Leu

Leu

Cys

Lys

Glu

410

Gly

Leu

Gly

Ser

Pro
490

10

sL

Glu

Gln

395

Glu

Gly

Gln

Glu

Thr

475

Pro

Leu

380

Gly

Tyr

Lys

Lys

Arg

460

Ala

Arg

Page 71

Arg

Gln

Asp

Pro

Asp

445

Arg

Thr

Val

Asn

Val

Arg

430

Lys

Arg

Lys

Lys

Gln

Leu

415

Arg

Met

Gly

Asp

15

Phe

Leu

400

Asp

Lys

Ala

Lys

Thr
480



His

Val

Thr

Gly

65

Tyr

Lys

Ala

Phe

Gly

145

Ile

Arg

Ala

Ala

Gln

Phe

50

Leu

Ala

Asn

Val

Asp

130

Gly

Gln

Val

Trp

Ala

Pro

35

Ser

Glu

Asp

Thr

Tyr

115

Tyr

Gly

Met

Thr

Tyr
195

Arg

20

Ser

Trp

Ser

Leu

100

Tyr

Trp

Gly

Thr

Ile

180

Gln

Pro

Gly

Tyr

Val

Val

85

Tyr

Cys

Gly

Ser

Gln

165

Ser

Gln

Glu

Ser

Ala

Ser

70

Lys

Leu

Ala

Gln

Gly

150

Ser

Cys

Arg

Val

Leu

Met

55

Ala

Gly

Gln

Lys

Gly

135

Gly

Pro

Arg

Ser

Gln

Arg

40

Ser

Ile

Arg

Met

Glu

120

Thr

Gly

Ser

Ala

Gly
200

Leu

25

Leu

Trp

Ser

Phe

Asn

105

Thr

Leu

Gly

Ser

Ser

185

Lys

Val

Ser

Val

Gly

Thr

90

Ser

Asp

Val

Ser

Leu

170

Gln

Pro

sL

Glu

Cys

Arg

Ser

75

Ile

Leu

Tyr

Thr

Gly

155

Ser

Gly

Pro

Ser

Ala

Gln

60

Gly

Ser

Arg

Tyr

Val

140

Gly

Ala

Ile

Gln

Page 72

Gly

Ala

45

Ala

Gly

Arg

Ala

Gly

125

Ser

Gly

Ser

Gly

Leu
205

Gly

30

Ser

Pro

Ser

Asp

Glu

110

Ser

Ser

Gly

Val

Ile

190

Leu

Gly

Gly

Gly

Thr

Asn

95

Asp

Gly

Ala

Ser

Gly

175

Tyr

Ile

Leu

Phe

Lys

Tyr

80

Ser

Thr

Thr

Ser

Asp

160

Asp

Leu

His



Gly

Gly

225

Asp

Phe

Arg

Arg

Gly

305

Thr

Arg

Pro

Glu

Ala
385

Ala

210

Ser

Phe

Gly

Pro

Pro

290

Leu

Cys

Gly

Val

Glu

370

Asp

Ser

Gly

Ala

Gln

Pro

275

Glu

Asp

Gly

Arg

Gln

355

Glu

Ala

Thr

Thr

Ser

Gly

260

Thr

Ala

Phe

Val

Lys

340

Thr

Glu

Pro

Leu

Asp

Tyr

245

Thr

Pro

Cys

Ala

Leu

325

Lys

Thr

Gly

Ala

Gln

Phe

230

Trp

Lys

Ala

Arg

Cys

310

Leu

Leu

Gln

Gly

Tyr
390

Ser

215

Thr

Cys

Val

Pro

Pro

295

Asp

Leu

Leu

Glu

Cys

375

Lys

Gly

Leu

Gln

Glu

Thr

280

Ala

Ile

Ser

Tyr

Glu

360

Glu

Gln

Val

Thr

Gln

Ile

265

Ile

Ala

Tyr

Leu

Ile

345

Asp

Leu

Gly

Pro

Ile

Ser

250

Lys

Ala

Gly

Ile

Val

330

Phe

Gly

Arg

Gln

sL

Ser

Ser

235

Asn

Thr

Ser

Gly

Trp

315

Ile

Lys

Cys

Val

Asn
395

Arg

220

Ser

Asn

Thr

Gln

Ala

300

Ala

Thr

Gln

Ser

Lys

380

Gln

Page 73

Phe

Leu

Phe

Thr

Pro

285

Val

Pro

Leu

Pro

Cys

365

Phe

Leu

Ser

Gln

Pro

Pro

270

Leu

His

Leu

Tyr

Phe

350

Arg

Ser

Tyr

Gly

Pro

Pro

255

Ala

Ser

Thr

Ala

Cys

335

Met

Phe

Arg

Asn

Ser

Glu

240

Thr

Pro

Leu

Arg

Gly

320

Lys

Arg

Pro

Ser

Glu
400



Leu

Gly

Glu

Ser

Gly

465

Leu

<210>
<211>
<212>
<213>

Asn

Arg

Gly

Glu

450

Leu

His

<220>

<221>
<223>

<400> 55

55

489
PRT
Artificial Sequence

Leu

Asp

Leu

435

Ile

Tyr

Met

source
/note="Description of

Gly

Pro

420

Tyr

Gly

Gln

Gln

Arg

405

Glu

Asn

Met

Gly

Ala
485

polypeptide”

Arg

Met

Glu

Lys

Leu

470

Leu

Glu

Gly

Leu

Gly

455

Ser

Pro

Met Ala Leu Pro Val Thr Ala

1

5

His Ala Ala Arg Pro Gln Val

20

Lys Lys Pro Gly Ala Ser Val

35

Glu

Gly

Gln

440

Glu

Thr

Pro

Artificial Sequence:

Tyr

Lys

425

Lys

Arg

Ala

Arg

_SL
Asp Val Leu
410

Pro Arg Arg

Asp Lys Met

Arg Arg Gly
460

Thr Lys Asp
475

Asp Lys Arg Arg
415

Lys Asn Pro Gln
430

Ala Glu Ala Tyr
445

Lys Gly His Asp

Thr Tyr Asp Ala
480

Synthetic

Leu Leu Leu Pro Leu Ala Leu Leu Leu

10

15

Gln Leu Val Gln Ser Gly Ala Glu Val

25

30

Arg Val Ser Cys Lys Ala Ser Gly Tyr

40

Page 74

45



Met

Gly

65

Tyr

Ile

Ala

Ala

Gly

145

Ile

Arg

His

Asp

Gly
225

Phe

50

Leu

Ala

Ser

Val

Asn

130

Gly

Gln

Val

Trp

Ala

210

Ser

Thr

Glu

Gln

Thr

Tyr

115

Ile

Gly

Leu

Thr

Tyr

195

Ser

Gly

Asp

Trp

Lys

Ala

100

Tyr

Trp

Gly

Thr

Ile

180

Gln

Asn

Thr

Phe

Met

Phe

85

Tyr

Cys

Gly

Ser

Gln

165

Thr

Gln

Leu

Asp

Phe

Gly

70

Gln

Met

Ala

Gln

Gly

150

Ser

Cys

Lys

Glu

Phe
230

Ile

55

Trp

Gly

Glu

Thr

Gly

135

Gly

Pro

Gln

Pro

Thr

215

Thr

His

Ile

Arg

Leu

Trp

120

Thr

Gly

Ser

Ala

Gly

200

Gly

Leu

Trp

Asn

Val

Ser

105

Tyr

Met

Gly

Ser

Ser

185

Lys

Val

Thr

Val

Pro

Thr

90

Ser

Ser

Val

Ser

Leu

170

His

Ala

Pro

Ile

_SL
Arg

Asn

75

Met

Leu

Ser

Thr

Gly

155

Ser

Asp

Pro

Ser

Arg
235

Gln

60

Ser

Thr

Arg

Gly

Val

140

Gly

Ala

Ile

Lys

Arg

220

Ser

Page 75

Ala

Gly

Arg

Ser

Trp

125

Ser

Gly

Ser

Ser

Leu

205

Phe

Leu

Pro

Val

Asn

Glu

110

Tyr

Ser

Gly

Val

Asn

190

Leu

Thr

Gln

Gly

Thr

Thr

95

Asp

Gly

Ala

Ser

Gly

175

Tyr

Ile

Gly

Pro

Gln

Lys

80

Ser

Thr

Ile

Ser

Asp

160

Asp

Leu

Tyr

Ser

Glu
240



Asp

Phe

Arg

Arg

Gly

305

Thr

Arg

Pro

Glu

Ala

385

Leu

Gly

Val

Gly

Pro

Pro

290

Leu

Cys

Gly

Val

Glu

370

Asp

Asn

Arg

Ala

Gln

Pro

275

Glu

Asp

Gly

Arg

Gln

355

Glu

Ala

Leu

Asp

Ala

Gly

260

Thr

Ala

Phe

Val

Lys

340

Thr

Glu

Pro

Gly

Pro
420

Tyr

245

Thr

Pro

Cys

Ala

Leu

325

Lys

Thr

Gly

Ala

Arg

405

Glu

Tyr

Lys

Ala

Arg

Cys

310

Leu

Leu

Gln

Gly

Tyr

390

Arg

Met

Cys

Val

Pro

Pro

295

Asp

Leu

Leu

Glu

Cys

375

Lys

Glu

Gly

Gln

Asp

Thr

280

Ala

Ile

Ser

Tyr

Glu

360

Glu

Gln

Glu

Gly

Gln

Ile

265

Ile

Ala

Tyr

Leu

Ile

345

Asp

Leu

Gly

Tyr

Lys
425

Ser

250

Lys

Ala

Gly

Ile

Val

330

Phe

Gly

Arg

Gln

Asp

410

Pro

_SL
Asp

Thr

Ser

Gly

Trp

315

Ile

Lys

Cys

Val

Asn

395

Val

Arg

Asp

Thr

Gln

Ala

300

Ala

Thr

Gln

Ser

Lys

380

Gln

Leu

Arg

Page 76

Leu

Thr

Pro

285

Val

Pro

Leu

Pro

Cys

365

Phe

Leu

Asp

Lys

Pro

Pro

270

Leu

His

Leu

Tyr

Phe

350

Arg

Ser

Tyr

Lys

Asn
430

His

255

Ala

Ser

Thr

Ala

Cys

335

Met

Phe

Arg

Asn

Arg

415

Pro

Thr

Pro

Leu

Arg

Gly

320

Lys

Arg

Pro

Ser

Glu

400

Arg

Gln



Glu Gly Leu Tyr Asn Glu Leu
435

Ser Glu Ile Gly Met Lys Gly
450 455

Gly Leu Tyr Gln Gly Leu Ser
465 470

Leu His Met Gln Ala Leu Pro
485

<210> 56

<211> 488

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 56

Met Ala Leu Pro Val Thr Ala
1 5

His Ala Ala Arg Pro Gln Val
20

Lys Lys Pro Gly Glu Ser Leu
35

Ser Phe Thr Asn Tyr Trp Ile
50 55

Gly Leu Glu Trp Met Gly Ile
65 70

Tyr Ser Pro Ser Phe Gln Gly

_SL
Gln Lys Asp Lys Met
440

Glu Arg Arg Arg Gly
460

Thr Ala Thr Lys Asp
475

Pro Arg

Artificial Sequence:

Leu Leu Leu Pro Leu
10

Gln Leu Val Gln Ser
25

Lys Ile Ser Cys Lys
40

Gly Trp Val Arg Gln
60

Ile Tyr Pro Gly Asp
75

Gln Val Thr Ile Ser

Page 77

Ala Glu Ala Tyr

445

Lys Gly His Asp

Thr Tyr Asp Ala

Synthetic

Ala

Gly

Gly

45

Met

Ser

Ala

Leu

Ala

30

Ser

Pro

Asp

Asp

Leu

15

Glu

Gly

Gly

Thr

Lys

480

Leu

Val

Tyr

Lys

Arg

80

Ser



Ile

Ala

Asp

Gly

145

Arg

Val

Trp

Ala

Ser

225

Phe

Gly

Pro

Ser

Met

Tyr

130

Gly

Leu

Thr

Tyr

Ser

210

Gly

Ala

Gly

Pro

Thr

Tyr

115

Trp

Gly

Thr

Ile

Gln

195

Ser

Thr

Thr

Gly

Thr

Ala

100

Tyr

Gly

Ser

Gln

Thr

180

Gln

Leu

Asp

Tyr

Thr

260

Pro

85

Tyr

Cys

Gln

Gly

Ser

165

Cys

Lys

Gln

Phe

Tyr

245

Lys

Ala

Leu

Ala

Gly

Gly

150

Pro

Arg

Pro

Ser

Thr

230

Cys

Val

Pro

Gln

Arg

Thr

135

Gly

Ser

Ala

Gly

Gly

215

Leu

Gln

Asp

Thr

Trp

His

120

Leu

Gly

Ser

Ser

Lys

200

Val

Thr

Gln

Ile

Ile

Ser

105

Gly

Val

Ser

Leu

Gln

185

Ala

Pro

Ile

Ser

Lys

265

Ala

90

Ser

Pro

Thr

Gly

Ser

170

Ser

Pro

Ser

Ser

Tyr

250

Thr

sL

Leu

Ser

Val

Gly

155

Ala

Ile

Lys

Arg

Ser

235

Ser

Thr

Lys

Ser

Ser

140

Gly

Ser

Ser

Leu

Phe

220

Leu

Thr

Thr

Ser Gln Pro

Page 78

Ala

Trp

125

Ser

Gly

Val

Ser

Leu

205

Ser

Gln

Pro

Pro

Leu

Ser

110

Gly

Ala

Ser

Gly

Tyr

190

Ile

Gly

Pro

Leu

Ala

270

Ser

95

Asp

Glu

Ser

Asp

Asp

175

Leu

Tyr

Ser

Glu

Thr

255

Pro

Leu

Thr

Phe

Gly

Ile

160

Arg

Asn

Ala

Gly

Asp

240

Phe

Arg

Arg



Pro

Leu

305

Cys

Gly

Val

Glu

Asp

385

Asn

Arg

Gly

Glu

Leu

Glu

290

Asp

Gly

Arg

Gln

Glu

370

Ala

Leu

Asp

Leu

Ile

450

Tyr

275

Ala

Phe

Val

Lys

Thr

355

Glu

Pro

Gly

Pro

Tyr

435

Gly

Gln

Cys

Ala

Leu

Lys

340

Thr

Gly

Ala

Arg

Glu

420

Asn

Met

Gly

Arg

Cys

Leu

325

Leu

Gln

Gly

Tyr

Arg

405

Met

Glu

Lys

Leu

Pro

Asp

310

Leu

Leu

Glu

Cys

Lys

390

Glu

Gly

Leu

Gly

Ser

Ala

295

Ile

Ser

Tyr

Glu

Glu

375

Gln

Glu

Gly

Gln

Glu

455

Thr

280

Ala

Tyr

Leu

Ile

Asp

360

Leu

Gly

Tyr

Lys

Lys

440

Arg

Ala

Gly

Ile

Val

Phe

345

Gly

Arg

Gln

Asp

Pro

425

Asp

Arg

Thr

Gly

Trp

Ile

330

Lys

Cys

Val

Asn

Val

410

Arg

Lys

Arg

sL

Ala

Ala

315

Thr

Gln

Ser

Lys

Gln

395

Leu

Arg

Met

Gly

Val

300

Pro

Leu

Pro

Cys

Phe

380

Leu

Asp

Lys

Ala

Lys
460

Lys Asp Thr

Page 79

285

His

Leu

Tyr

Phe

Arg

365

Ser

Tyr

Lys

Asn

Glu

445

Gly

Tyr

Thr

Ala

Cys

Met

350

Phe

Arg

Asn

Arg

Pro

430

Ala

His

Asp

Arg

Gly

Lys

335

Arg

Pro

Ser

Glu

Arg

415

Gln

Tyr

Asp

Ala

Gly

Thr

320

Arg

Pro

Glu

Ala

Leu

400

Gly

Glu

Ser

Gly

Leu



465

470

His Met Gln Ala Leu Pro Pro Arg

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 57

57
121
PRT
Artificial Sequence

source
/note="Description of

485

polypeptide”

Gln Val Gln Leu

1

Ser

Trp

Gly

Gln

65

Leu

Ala

Gln

Leu

Ile

Ile

50

Gly

Gln

Arg

Gly

Lys

Gly

35

Ile

Gln

Trp

Leu

Thr
115

Ile
20

Trp

Tyr

Val

Ser

Gly

100

Met

Val

5

Ser

Val

Pro

Thr

Ser

85

Gly

Val

Gln

Cys

Arg

Gly

Ile

70

Leu

Ser

Thr

Ser

Lys

Gln

Asp

55

Ser

Lys

Leu

Val

Artificial Sequence:

Gly Ala

Gly Ser
25

Met Pro
40

Ser Asp

Ala Asp

Ala Ser

Pro Asp

105

Ser Ser
120

Glu

10

Gly

Gly

Thr

Lys

Asp

90

Tyr

sL
475

Val

Tyr

Lys

Arg

Ser

75

Thr

Gly

Lys

Ser

Gly

Tyr

60

Ile

Ala

Met

Page 80

Synthetic

Lys

Phe

Leu

45

Ser

Ser

Met

Asp

Pro

Thr

30

Glu

Pro

Thr

Tyr

Val
110

Gly

15

Ser

Trp

Ser

Ala

Tyr

95

Trp

480

Glu

Tyr

Met

Phe

Tyr

80

Cys

Gly



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 58

58
127
PRT
Artificial Sequence

source
/note="Description of

polypeptide”

Gln Val Gln Leu

1

Ser

Tyr

Gly

Gln

65

Met

Ala

Ile

<210> 59

Val

Val

Ile

50

Gly

Glu

Arg

Phe

Arg

His

35

Ile

Arg

Leu

Glu

Asp
115

<211> 125
<212> PRT

Val

20

Trp

Ser

Val

Ser

Ser

100

His

Val

5

Ser

Val

Pro

Thr

Ser

85

Arg

Trp

Gln

Cys

Arg

Ser

Met

70

Leu

Leu

Gly

Ser

Lys

Gln

Gly

55

Thr

Thr

Arg

Gln

Artificial Sequence:

Gly

Ala

Ala

40

Gly

Arg

Ser

Gly

Gly
120

Ala

Ser

25

Pro

Ser

Asp

Glu

Asn

105

Thr

Glu

10

Gly

Gly

Pro

Leu

Asp

90

Arg

Leu

sL

Val Lys

Tyr Ile

Gln Gly

Thr Tyr

60

Ser Thr

75

Thr Ala

Leu Gly

Val Thr

Page 81

Synthetic

Lys

Phe

Leu

45

Ala

Ser

Val

Leu

Val
125

Pro

Thr

30

Glu

Gln

Thr

Tyr

Gln

110

Ser

Gly

15

Asn

Trp

Arg

Val

Phe

95

Ser

Ser

Ala

Tyr

Met

Leu

Tyr

80

Cys

Ser



<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 59

Gln Val Gln Leu

1

Ser

Ala

Ser

Lys

65

Leu

Ala

Asp

<210>
<211>
<212>
<213>

Leu

Met

Ala

50

Gly

Gln

Lys

Val

<220>

<221>
<223>

60
121
PRT
Artificial Sequence

Arg

Ser

35

Ile

Arg

Met

Glu

Trp
115

source
/note="Description of Artificial Sequence: Synthetic

Leu

20

Trp

Ser

Phe

Asn

Asp

100

Gly

Val

5

Ser

Val

Gly

Thr

Ser

85

Thr

Gln

Gln

Cys

Arg

Ser

Ile

70

Leu

Ile

Gly

Ser

Ala

Gln

Gly

55

Ser

Arg

Arg

Thr

Artificial Sequence:

Gly

Ala

Ala

40

Gly

Arg

Ala

Gly

Thr
120

Gly

Ser

25

Pro

Ser

Asp

Glu

Pro

105

Val

Gly

10

Gly

Thr

Asn

Asp

90

Asn

Thr

sL

Leu

Phe

Lys

Tyr

Ser

75

Thr

Tyr

Val

Val

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Ser

Page 82

Synthetic

Gln

Phe

Leu

45

Ala

Asn

Val

Tyr

Ser
125

Pro

Ser

30

Glu

Asp

Thr

Tyr

Tyr
110

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Gly

Gly

Tyr

Val

Val

Tyr

80

Cys

Met



<400> 60

polypeptide”

Gln Val Gln Leu

1

Ser

Trp

Gly

Gln

65

Leu

Ala

Gln

<210>
<211>
<212>
<213>

Leu

Ile

Ile

50

Gly

Gln

Arg

Gly

<220>

<221>
<223>

<400> 61

61
116
PRT
Artificial Sequence

Lys

Gly

35

Ile

Gln

Trp

Gly

Thr
115

source
/note="Description of Artificial Sequence: Synthetic

Ile
20

Trp

Tyr

Val

Ser

Gly

100

Leu

Val
5

Ser

Val

Pro

Thr

Ser

85

Tyr

Val

polypeptide”

Gln

Cys

Arg

Gly

Ile

70

Leu

Ser

Thr

Ser

Lys

Gln

Asp

55

Ser

Arg

Asp

Val

Gly

Gly

Met

40

Ser

Ala

Ala

Tyr

Ser
120

Ala

Ser

25

Pro

Asp

Asp

Ser

Asp

105

Ser

Glu

10

Gly

Gly

Thr

Lys

Asp

90

Tyr

sL

Val

Tyr

Lys

Arg

Ser

75

Ser

Tyr

Lys

Ser

Gly

Tyr

60

Ile

Ala

Phe

Lys

Phe

Leu

45

Ser

Thr

Met

Asp

Pro

Thr

30

Glu

Pro

Thr

Phe
110

Gly

15

Ser

Trp

Ser

Ala

Tyr

95

Trp

Glu

Tyr

Met

Phe

Tyr

80

Gly

Gln Val Gln Leu Val Gln Ser Gly Gly Asp Leu Ala Gln Pro Gly Arg

1

5

10

Page 83

15



Ser

Ala

Ala

Lys

65

Leu

Val

Thr

<210>
<211>
<212>
<213>

Leu

Met

Val

50

Gly

Gln

Arg

Val

<220>

<221>
<223>

<400> 62

62
120
PRT
Artificial Sequence

Arg

His

35

Ile

Arg

Met

His

Ser
115

source
/note="Description of Artificial Sequence: Synthetic

Leu
20

Trp

Trp

Phe

Asn

Phe

100

Ser

Ser

Val

Pro

Thr

Ser

85

Asn

polypeptide”

Cys

Arg

Asp

Val

70

Leu

Ala

Ala

Gln

Gly

55

Ser

Arg

Trp

Ala

Ala

40

Gly

Arg

Ala

Asp

Ser

25

Pro

Gln

Asp

Glu

Tyr
105

Gly

Gly

Lys

Asn

Asp

90

Trp

sL

Phe

Lys

Tyr

Pro

75

Thr

Gly

Thr

Gly

Tyr

60

Lys

Ala

Gln

Phe

Leu

45

Gly

Asn

Ile

Gly

Asp

30

Glu

Asp

Thr

Tyr

Thr
110

Asp

Trp

Ser

Leu

Tyr

95

Leu

Tyr

Val

Val

Tyr

80

Cys

Val

Gln Val Gln Leu Val Gln Ser Gly Gly Gly Val Val Gln Pro Gly Lys

1

5

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ile Phe

20

25

Page 84

30



Ala

Ala

Glu

65

Leu

Val

Gly

<210>
<211>
<212>
<213>

Met

Thr

50

Gly

Gln

Lys

Thr

<220>

<221>
<223>

<400> 63

63
121
PRT
Artificial Sequence

His

35

Ile

Arg

Met

Ala

Leu
115

source
/note="Description of

Trp

Ser

Phe

Asp

Gly

100

Val

Val

Tyr

Thr

Ser

85

Asp

Thr

polypeptide”

Arg

Asp

Ile

70

Leu

Gly

Val

Gln

Gly

55

Ser

Arg

Gly

Ser

Glu Val Gln Leu Val Glu Ser

1

5

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met Ser Trp Val Arg Gln

35

Ala

40

Ser

Arg

Pro

Tyr

Ser
120

Artificial Sequence:

Pro

Asn

Asp

Glu

Asp
105

Gly

Ala

Asn

Asp

90

Val

sL

Lys Gly

Phe Tyr
60

Ser Lys
75

Thr Ala

Phe Asp

Leu

45

Ala

Asp

Val

Ser

Glu

Asp

Ser

Tyr

Trp
110

Trp Val

Ser Val

Leu Tyr
80

Tyr Cys
95

Gly GIln

Synthetic

Gly Gly Gly Leu Val Gln Pro Gly Gly

10

15

Ala Ser Gly Phe Thr Phe Ser Ser Tyr

25

30

Ala Pro Gly Lys Gly Leu Glu Trp Val

40

Page 85

45



Ser Ala Ile Ser Gly Ser
50

Lys Gly Arg Phe Thr Ile
65 70

Leu G1n Met Asn Ser Leu
85

Ala Lys Glu Thr Asp Tyr
100

Gln Gly Thr Leu Val Thr
115

<210> 64
<211> 121
<212> PRT

Gly

55

Ser

Arg

Tyr

Val

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of

polypeptide”
<400> 64

Gln Val Gln Leu Val Gln
1 5

Ser Val Arg Val Ser Cys
20

Phe Ile His Trp Val Arg
35

Gly Trp Ile Asn Pro Asn
50

Gln Gly Arg Val Thr Met

Ser

Lys

Gln

Ser

55

Thr

Gly Ser

Arg Asp

Ala Glu

Gly Ser

105

Ser Ser
120

Artificial Sequence:

Gly Ala

Ala Ser
25

Ala Pro
40

Gly val

Arg Asn

_SL
Thr Tyr Tyr
60

Asn Ser Lys
75

Asp Thr Ala
90

Gly Thr Phe

Glu val Lys
10

Gly Tyr Met

Gly Gln Gly

Thr Lys Tyr
60

Thr Ser Ile

Page 86

Ala

Asn

Val

Asp

Asp

Thr

Tyr

Tyr
110

Ser Val

Leu Tyr

80

Tyr Cys

Trp Gly

Synthetic

Lys

Phe

Leu

45

Ala

Ser

Pro

Thr

30

Glu

Gln

Thr

Gly Ala

15

Asp Phe

Trp Met

Lys Phe

Ala Tyr



65

Met Glu Leu Ser

Ala Thr Trp Tyr

85

100

70

Ser Leu Arg

Ser Ser Gly

Gln Gly Thr Met Val Thr Val

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 65

65

120
PRT
Artificial Sequence

115

source
/note="Description of

polypeptide”

Gln Val Gln Leu Val Gln

1

Ser

Trp

Gly

Gln

65

Leu

Leu

Ile

Ile

50

Gly

Gln

5

Lys Ile Ser
20

Gly Trp Val
35

Ile Tyr Pro

Gln Val Thr

Trp Ser Ser
85

Cys

Arg

Gly

Ile

70

Leu

Ser

Lys

Gln

Asp

55

Ser

Lys

sL
75

80

Ser Glu Asp Thr Ala Val Tyr Tyr Cys

90

95

Trp Tyr Gly Ile Ala Asn Ile Trp Gly

105

Ser Ser
120

Artificial Sequence:

Gly Ala

Gly Ser
25

Met Pro

40

Ser Asp

Ala Asp

Ala Ser

Glu Vval Lys
10

Gly Tyr Ser

Gly Lys Gly

Thr Arg Tyr
60

Lys Ser Ile
75

Asp Thr Ala
90

Page 87

110

Synthetic

Lys

Phe

Leu

45

Ser

Ser

Met

Pro

Thr

30

Glu

Pro

Thr

Tyr

Gly

15

Asn

Trp

Ser

Ala

Tyr
95

Glu

Tyr

Met

Phe

Tyr

80

Cys



sL

Ala Arg His Gly Pro Ser Ser Trp Gly Glu Phe Asp Tyr Trp Gly Gln

100

Gly Thr Leu Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>

<221>
<223>

115

66
112
PRT
Artificial Sequence

source
/note="Description of

polypeptide”

<400> 66
Glu Ile Vval Leu

1

Glu

Asn

Pro

Asp

65

Ser

Leu

Pro

Gly

Gln

50

Arg

Arg

Gln

Ala

Tyr

35

Leu

Phe

Val

Thr

Ser

20

Asn

Leu

Ser

Glu

Leu
100

Thr

5

Ile

Tyr

Ile

Gly

Ala

85

Ile

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Ser

Cys

Asp

Leu

55

Gly

Asp

Phe

120

Artificial Sequence:

Pro

Arg

Trp

40

Gly

Ser

Val

Gly

105

Leu

Ser

25

Tyr

Ser

Gly

Gly

Gln
105

Ser

10

Ser

Leu

Asn

Thr

Val

90

Gly

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Pro

Ser

Lys

Ala

60

Phe

Tyr

Lys

Page 88

110

Synthetic

Val

Leu

Pro

45

Ser

Thr

Cys

Val

Thr

Leu

30

Gly

Leu

Met

Asp
110

Pro
15

His

Gln

Val

Lys

Gln

95

Ile

Gly

Ser

Ser

Pro

Ile

80

Ala

Lys



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 67

67
107
PRT
Artificial Sequence

source
/note="Description of

polypeptide”

Asp Ile Arg Met Thr

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

<210>
<211>
<212>
<213>

Arg

Asn

Asp

50

Gly

Asp

Phe

<220>

<221>
<223>

68
107
PRT
Artificial Sequence

Val

Trp

35

Thr

Ser

Ile

Gly

source
/note="Description of Artificial Sequence: Synthetic

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

5

Ile

Gln

Asn

Thr

Thr

85

Gly

Gln

Pro

Gln

Leu

Asp

70

Tyr

Thr

Ser

Cys

Lys

Glu

55

Phe

Tyr

Lys

Artificial Sequence:

Pro

Gln

Pro

40

Ile

Thr

Cys

Val

Pro

Ala

25

Gly

Gly

Leu

Gln

Glu
105

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

sL

Leu

Gln

Ala

Pro

Ile

75

Tyr

Lys

Ser

Asp

Pro

Ser

60

Ser

Glu

Page 89

Synthetic

Ala

Ile

Gln

45

Arg

Ser

Asn

Ser

Asn

30

Leu

Phe

Leu

Leu

Val

15

Asn

Leu

Ser

Gln

Pro
95

Gly

His

Ile

Gly

Pro

80

Leu



<400> 68

polypeptide”

Glu Thr Thr Leu

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

<210>
<211>
<212>
<213>

Arg

Ala

Ala

50

Gly

Asp

Phe

<220>

<221>
<223>

<400> 69

69
112
PRT
Artificial Sequence

Val

Trp

35

Ala

Ser

Phe

Gly

source
/note="Description of Artificial Sequence: Synthetic

Ser

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

5

Ile

Gln

Asn

Thr

Thr

85

Gly

polypeptide”

Gln

Thr

Leu

Leu

Asp

70

Thr

Ser

Cys

Lys

Gln

55

Phe

Tyr

Lys

Pro

Arg

Pro

40

Gly

Ile

Cys

Val

Ser

Ala

25

Gly

Gly

Leu

Gln

Asp
105

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

sL

Val

Gln

Ala

Pro

Ile

75

Ala

Lys

Ser

Asp

Pro

Ser

60

Ser

Ser

Ala

Ile

Lys

45

Arg

Ser

Ile

Ser

Asp

30

Leu

Phe

Leu

Phe

Val

15

Thr

Leu

Ser

Gln

Pro
95

Gly

Trp

Met

Gly

Pro

80

Pro

Glu Ile Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Pro Gly

1

5

10

15

Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Leu His Ser

20

25

Page 90

30



Asn Gl

Pro Gl
50

Asp Ar
65

Ser Ar

Leu G1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

y Tyr Asn
35

n Leu Leu

g Phe Ser

g Val Glu

n Thr Pro
100

70
107
PRT

Tyr

Ile

Gly

Ala

85

Phe

Leu

Tyr

Ser

70

Glu

Thr

Asp

Leu

55

Gly

Asp

Phe

Artificial Sequence

source

/note="Description of
polypeptide”

70

Asp Ile Gln Leu Thr Gln

1

5

Gly Arg Val Thr Ile Thr

20

Leu Asn Trp Phe Gln Gln

35

Ser Asp Ala Ser Asn Leu

50

Ser

Cys

Lys

Glu
55

Trp Tyr

40

Gly Ser

Ser Gly

Val Gly

Gly Gly
105

Artificial Sequence:

Leu

Asn

Thr

Val

90

Gly

sL

Gln

Arg

Asp

75

Tyr

Thr

Lys

Ala

60

Phe

Tyr

Lys

Pro Ser Ser Leu Ser

10

Gln Ala Ser Gln Gly

25

Pro Gly Lys Ala Pro

40

Pro Gly Val Pro Ser

60

Page 91

Pro Gly

45

Ser Gly

Thr Leu

Cys Met

Val Glu
110

Gln

Val

Lys

Gln

95

Ile

Synthetic

Ala Tyr

Ile Ser
30

Lys Leu
45

Arg Phe

Val

15

Gln

Leu

Ser

Ser

Pro

Ile

80

Ala

Lys

Gly

Phe

Ile

Gly



sL

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Thr Asn Leu Gln Pro

65

70

75

80

Glu Asp Ile Ala Thr Tyr Tyr Cys Gln Gln Tyr Asp Asp Leu Pro Leu

85

90

Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys

100

<210> 71
<211> 111
<212> PRT

<213>

<220>
<221> source

<223>

polypeptide”

<400> 71

Glu
1

Glu

Asn

Pro

Asp

65

Ser

Ile Val Met

Pro Ala Ser
20

Gly Tyr Asn

Gln Leu Leu

50

Arg Phe Ser

Arg Val Glu

Thr

5

Ile

Tyr

Ile

Gly

Ala
85

Gln

Ser

Leu

Tyr

Ser

70

Glu

Artificial Sequence

/note="Description of

Ser

Cys

Asp

Leu

55

Gly

Asp

105

95

Artificial Sequence: Synthetic

Pro

Arg

Trp

40

Gly

Ser

Val

Leu

Ser

25

Tyr

Ser

Gly

Gly

Ser

10

Ser

Leu

Asn

Thr

Val
90

Leu

Gln

Gln

Arg

Asp

75

Tyr

Pro

Ser

Lys

Ala

60

Phe

Tyr

Page 92

Val

Leu

Pro

45

Ser

Thr

Cys

Thr

Leu

30

Gly

Gly

Leu

Met

Pro

15

His

Gln

Val

Lys

Gln
95

Ser

Ser

Pro

Ile

80

Ala



SL

Leu Gln Thr Pro Thr Phe Gly Pro Gly Thr Eys Val Asp Ile Lys

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400> 72

72
107
PRT
Artificial Sequence

source
/note="Description of

100

polypeptide”

Asp Ile Gln Met

1

Asp

Leu

His

Ser

65

Glu

Thr

<210> 73

Arg

Ala

Gly

50

Gly

Asp

Phe

Val

Trp

35

Ala

Ser

Phe

Gly

<211> 107
<212> PRT
<213> Artificial Sequence

Thr

20

Tyr

Ser

Gly

Ala

Gln
100

Thr

5

Ile

Gln

Thr

Thr

Ser

85

Gly

Gln

Ser

Gln

Leu

Asp

70

Thr

Ser

Cys

Arg

Gln

55

Phe

Trp

Lys

105

110

Artificial Sequence: Synthetic

Pro

Arg

Ser

40

Ser

Thr

Cys

Val

Ser

Ala

25

Gly

Leu

Gln

Glu
105

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

Leu

Gln

Pro

Pro

Ile

75

Ser

Lys

Ser

Gly

Pro

Ser

60

Ser

Asn

Page 93

Ala

Ile

Gln

45

Arg

Ser

Asn

Ser

Gly

30

Leu

Phe

Leu

Phe

Val

15

Ile

Leu

Ser

Gln

Pro
95

Gly

Tyr

Ile

Gly

Pro

80

Pro



<220>

<221> source

<223> /note="Description of
polypeptide”

<400> 73

Asp Ile Gln Leu

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

<210>
<211>
<212>
<213>

Arg

His

Asp

50

Gly

Asp

Phe

<220>

<221>
<223>

Val

Trp

35

Ala

Ser

Val

Gly

74
107
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Thr

20

Tyr

Ser

Gly

Ala

Gln
100

Thr

5

Ile

Gln

Asn

Thr

Ala

85

Gly

polypeptide”

<400> 74
Asp Ile Arg Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1

5

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Ser

Cys

Lys

Glu

55

Phe

Tyr

Lys

sL

Artificial Sequence: Synthetic

Pro

Gln

Pro

40

Thr

Thr

Cys

Val

Ser

Ala

25

Gly

Gly

Leu

Gln

Asp
105

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

10

Leu

His

Ala

Pro

Ile

75

Ser

Lys

Ser

Asp

Pro

Ser

60

Arg

Asp

Page 94

Ala

Ile

Lys

45

Arg

Ser

Asp

Ser

Ser

30

Leu

Phe

Leu

Leu

Val

15

Asn

Leu

Thr

Gln

Pro
95

15

Tyr

Ile

Gly

Pro

80

His



Asp Arg Val

Leu Asn Trp

35

Ala
50

Tyr Ala

Ser Ser

65

Gly

Glu Asp Phe

Thr Phe Gly

<210>
<211>
<212>
<213>

75
1482
DNA

<220>
<221>
<223>

sourc
polyn

<400> 75
atggccctcc

ccccaagtgc
attagctgca
atgcccggaa
tactccccga

tatctgcagt

Thr
20

Ile

Tyr Gln

Ser Ser

Gly Thr

Ala Thr

85

Gly
100

Gly

e

ucleotide"

ctgtcaccgc
aactcgtcca
aaggcagegg
agggactgga
gctttcaagg

ggagctcact

Thr

Gln

Leu

Asp

70

Thr

Cys Arg

Pro
40

Lys

Gln
55

Ser

Phe Thr

Tyr

Cys

Lys Val

Artificial Sequence

cctgectgcett
gtccggtgca
ctactccttc
gtggatggga
ccaagtgacc

gaaggcttcg

sL

Ala
25

Ser Gln

Gly Lys Ala

Gly val Pro

Thr Ile

75

Leu

Gln Gln

90

Ser

Asp Ile

105

Lys

ccgctggcetc
gaagtcaaga
acttcctact
atcatctacc
atttcggccg

gacaccgcca

Ile Ser

30

Ser

Pro Lys Leu

45

Ser Phe

60

Arg

Ser Ser Leu

Tyr Ser Thr

ttctgctcca
agccaggaga
ggatcggctg
ctggcgatag
acaagtcgat

tgtactactg

Page 95

Ser Tyr

Leu Ile

Ser Gly

Gln Pro

80

Pro Leu

95

/note="Description of Artificial Sequence: Synthetic

cgcecgetegg
atcactcaag
ggtgcgecag
cgacaccaga
ctccaccgcg

tgcccggcetg

60

120

180

240

300

360



gggggaagec
tcctccgect
attgtgctga
tcctgeceggt
ctccagaagc
ggagtgcegg
cgcgtggagg
acattcggac
accccggctc
gcagctggtg
gcccctcetgg
aagcgcggtc
actactcaag
gaactgcgcg
cagctctaca
agaggacgegsg
tacaacgagc
gaacgcagaa
gacacctatg
<210>
<211>

<212>
<213>

76
1485
DNA

<220>
<221>
<223>

tgcccgatta
ccgggestgg
cccagtctcc
cgtcgcagtc
ctggacagag
acaggttctc
ccgaggacgt
aggggactaa
ctaccatcgc
gggccegtgcea
ctggtacttg
ggaagaagct
aggaggacgg
tgaaattcag
acgaactcaa
acccagaaat
tccaaaagga

gaggcaaagg

acgctcttca

source
/note="Description of Artificial Sequence:

polynucleotide™

cggaatggac
aggctccggt
gctgtecttg
cctgcttcac

cccacagctg

cggctecggg
gggegtgtac
ggtcgatatc
ctcccagcect
tacccggggt
cggggtcctg
gctgtacatc
ctgttcatgc
ccgcagcegea
tcttggtcgg
gggcgegaag
taagatggca
ccacgacgga

catgcaggcc

Artificial Sequence

sL
gtetggegcc

ggagggeest
cctgtgaccc
tccaacggct
ttgatctacc
tcgggaaccg
tattgcatgc
aagaccacta
ctgtccctgc
cttgacttcg
ctgctttcac
tttaagcaac
cggttcccag
gatgctccag
agagaggagt
ccgcgcagaa
gaagcctata
ctgtaccagg

ctgccgcectc

agggaaccat
ccggtggtgg
cgggcgaacc
acaactacct
tgggctcgaa
acttcacgct
aggcgctgca
ccccagcacc
gtccggaggc
cctgcgatat
tcgtgatcac
ccttcatgag
aggaggagga
cctacaagca
acgacgtgct
agaatcccca
gcgagattgg

gactcagcac

g8

Page 96

ggtcactgtg
aggatcagaa
cgcaagcatc
cgattggtac
ccgggcctca
gaagatctcc
gacccttatt
gaggccaccc
atgtagaccc
ctacatttgg
tctttactgt
gcctgtgceag
aggeggetgce
ggggcagaac
ggacaagcgsg
agagggcctg
tatgaaaggg

cgccaccaag

Synthetic

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1482



<400> 76
atggccctcc

ccccaagtcc
gtgtcctgta
gcceegggec
tacgcgcaac
tacatggaac
tcccggetga
ggcaccctcg
ggcggtggtg
ggggaccgeg
tatcagcaga
atcggcgtgc
tccteccttge
ctgaccttcg
cccaccccgg
cccgcagcectg
tgggcccctc
tgtaagcgcg
cagactactc
tgcgaactgc
aaccagctct
cggagaggac

ctgtacaacg

ctgtcaccgc
aactcgtcca

aagcctccgg

agggactgga
ggctgcaggg
tgtccagcct
ggggcraaccyg
tgaccgtgtc
gatctgacat
tgacgattcc
agcccggaaa
catcccggtt
aacccgagga
ggggtggaac
ctcctaccat
gtggggeegt
tggctggtac
gtcggaagaa
aagaggagga
gcgtgaaatt
acaacgaact

gggacccaga

agctccaaaa

cctgectgcett
atcaggagct
ctacatcttc
atggatggga
ccgcgtgacc
tacatcggag
cctcgggcectg
cagcgcctcg
tcgcatgact
gtgccaagcc
ggccccgeag
ctccggttcg
cattgccacc
caaagtggag
cgcctcccag
gcatacccgg
ttgcggggtc
gctgctgtac
cggctgttca
cagccgcagc
caatcttggt

aatgggcgesg

ggataagatg

sL

ccgectggcetc
gaagtcaaga
accaactact
atcatttccc
atgactcggg
gatactgccg
cagtcaagca
gg888gaggag
cagtccccac
agccaggaca
ctgctgatct
ggaagcggaa
tactactgcc
atcaagacca
cctctgtccc
ggtcttgact
ctgctgettt
atctttaagc
tgccggttcc
gcagatgctc
cggagagagg
aagccgegea

gcagaagcct

ttctgctcca
agcctggagc
acgtgcactg
cgtccggegg
atctctccac
tgtacttctg
tcttcgatca
gctceggggs
cttcactgtc
tcaacaacca
acgacacctc
ccgactttac
agcagtacga
ctaccccagc
tgcgtccgga
tcgcctgcega
cactcgtgat
aacccttcat
cagaggagga
cagcctacaa
agtacgacgt
gaaagaatcc

atagcgagat

Page 97

cgcecgetegg
atccgtgaga
ggtcagacag
atcgcctact
ttcaaccgtg
cgcgagggag
ctggggccag
cggaggttcg
cgctagcgtg
tctgaactgg
gaatctggag
cctgactatc
aaaccttccc
accgaggcca
ggcatgtaga
tatctacatt
cactctttac
gaggcctgtg
ggaaggcgec
gcaggggceag
gctggacaag

ccaagaggsc

tggtatgaaa

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380



SL

ggggaacgca gaagaggcaa aggccacgac ggactgtgcc agggactcag caccgccacc

aaggacacct atgacgctct tcacatgcag gccctgeccge ctcgg

<210> 77

<211> 1479
<212> DNA
<213>

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide™

<400> 77
atggccctcc

ccccaagtgc
ctgtcatgtg
gcgecgggca
tacgctgact
tacctccaaa
gacacgatcc
actgtgaccg
ggtggcageg
cgggtgtcga
ctgaagccag
gtgccctccc
ctccagccgg
ttcggtggeg

ccggctccta

gctggtgees

ctgtcaccgc
aattggtgca
ctgccagcecgg
aaggactgga
ccgtgaaggg
tgaacagcct
ggggacctaa
tgtcctcggce
aaactactct
tcacttgccg
gaaaggcccc
gcttttccgg
aggatttcgc
gaaccaaggt
ccatcgcctc

ccgtgcatac

Artificial Sequence

cctgectgcett
gtcaggagga
gttcacattc
atgggtgtcc
acgcttcacc
tagggctgag
ctactattac
ctcgggaggc
gacccagtcc
ggcctcccaa
taagctgctg
gtccggcagc
cacctactac
cgacattaag
ccagcctctg

ccggggtctt

ccgectggcetc
ggattggtgc
tcctcctacg
gccatctcegg
attagcagag
gacaccgccg
tacggaatgg
ggaggatcag
ccctcatccg
gacatcgaca
atgtacgcag
ggaaccgact
tgccagcagg
accactaccc
tccectgegtc

gacttcgcct

ttctgctcca

aacccggagg

caatgtcctg
ggtcgggegg
ataactccaa

tctattactg

atgtctgggg
gggetggteg
tgtcagcgtc
cctggctcgc
cctccaatct
tcattctgac
cctccatctt
cagcaccgag
cggaggcatg

gcgatatcta

Page 98

cgcecgetegg
atcgctgaga
ggtccgccag
ctccacctat
gaacaccctc
cgccaaggag
ccagggtacc
ctctgggees
cgtgggcgat
gtggtaccag
gcaaggages
tatctcgagc
cccgeccgact
gccacccacc
tagacccgca

catttgggcc

1440

1485

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960



cctctggctg
cgcggtcgga
actcaagagg
ctgcgecgtga
ctctacaacg
ggacgggacc
aacgagctcc
cgcagaagag
acctatgacg
<210>
<211>

<212>
<213>

78
1482
DNA

<220>
<221>
<223>

gtacttgcgg
agaagctgct
aggacggctg
aattcagccg
aactcaatct
cagaaatggg
aaaaggataa
gcaaaggcca

ctcttcacat

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 78
atggccctcc

ccccaagtgc
atctcatgca
atgccaggaa
tactccccga
tacttgcaat
ggctactccg
tcctccgegt

attgtgatga

ctgtcaccgc

agctcgtcca

aaggctcggg

agggtctgga

gcttccaggg
ggtcctcgct
actacgacta
cggetggcegg

cccagtcacc

ggtcctgetg
gtacatcttt
ttcatgccgg
cagcgcagat
tggtcggaga
cgggaagcecg
gatggcagaa
cgacggactg

gcaggccctg

Artificial Sequence

cctgectgcett
atccggtgca
atacagcttc
gtggatggga
acaggtcacc
gcgegcectcc
ctacttcgat

cggctcgggt

cctgtcgctc

_SL
ctttcactcg

aagcaaccct
ttcccagagg
gctccagcect
gaggagtacg
cgcagaaaga
gcctatageg
taccagggac

ccgecctegg

ccgctggcetc
gaagtgaaga
acctcatatt
atcatctacc
atctcggccg
gatagcgcca
ttctggggac
ggaggaggaa

cctgtgactc

tgatcactct
tcatgaggcc
aggaggaagg
acaagcaggg
acgtgctgga
atccccaaga
agattggtat

tcagcaccgc

ttctgctcca
agcctggcga
ggattggatg
cgggagacag
acaagtccat

tgtactactg

aggggacact
gcggagegees

ctggggaacc

Page 99

ttactgtaag
tgtgcagact
cggctgcgaa
gcagaaccag
caagcggaga
gggcctgtac

gaaaggggaa

caccaaggac

cgcecgetegg
atccctgaag
ggtcagacag
cgatacccgg
tactactgcc
cgcgagaggc
cgtgactgtg
aggctccgaa

ggcctccatc

1020

1080

1140

1200

1260

1320

1380

1440

1479

60

120

180

240

300

360

420

480

540



tcctgccgga
cttcagaagc
ggcgtgeegg
agggtggagg
acctttggcg
accccggctc
gcagctggtg
gcccctcetgg
aagcgcggtc
actactcaag
gaactgcgcg
cagctctaca
agaggacgegsg
tacaacgagc
gaacgcagaa
gacacctatg
<210>
<211>

<212>
<213>

79
1452
DNA

<220>
<221>
<223>

gctcacagag
ccggccagtc
accgcttctc
ccgaggacgt
ggggcaccaa
ctaccatcgc
gggccegtgcea
ctggtacttg
ggaagaagct
aggaggacgg
tgaaattcag
acgaactcaa
acccagaaat
tccaaaagga

gaggcaaagg

acgctcttca

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide™

<400> 79

cctgctgcac

gccccagcetg

cggttccggg
gggagtgtat
ggtcgagatt
ctcccagcect
tacccggggt
cggggtcctg
gctgtacatc
ctgttcatgc
ccgcagcegea
tcttggtcgg
gggcgegaag
taagatggca
ccacgacgga

catgcaggcc

Artificial Sequence

_SL
tccaacggat

ctgatctacc
tctggaaccg
tactgtatgc
aagaccacta
ctgtccctgc
cttgacttcg
ctgctttcac
tttaagcaac
cggttcccag
gatgctccag
agagaggagt
ccgcgcagaa
gaagcctata
ctgtaccagg

ctgccgcectc

acaactacct
tggggtccaa
acttcacgct
aggccctgca
ccccagcacc
gtccggaggc
cctgcgatat
tcgtgatcac
ccttcatgag
aggaggagga
cctacaagca
acgacgtgct
agaatcccca
gcgagattgg

gactcagcac

g8

cgattggtac
ccgggctagc
gaaaatctcc
aacccccttc
gaggccaccc
atgtagaccc
ctacatttgg
tctttactgt
gcctgtgcag
aggeggetgce
ggggcagaac
ggacaagcgsg
agagggcctg
tatgaaaggg

cgccaccaag

atggccctcc ctgtcaccge cctgetgett ccgetggetc ttctgectcca cgeecgetegg

ccccaagtge aactcgtcca aagcggtgga gatctcgccc agcccggaag atcccttaga

Page 100

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1482

60

120



ctctcatgtg
geceeeggegea
tacggagaca
taccttcaaa
tttaacgcat
ggcggaggtt
tccccttect
cagggcattt
ttgatttccg
tcgggcaccg
tactgccagc
aagaccacta
ctgtccctgc
cttgacttcg
ctgctttcac
tttaagcaac
cggttcccag
gatgctccag
agagaggagt
ccgcgcagaa
gaagcctata
ctgtaccagg

ctgccgectc

<210> 80

ccgccagegg
agggactgga
gcgtgaaagg
tgaactccct
gggattactg
ccggeggtgg
cactgtcggc
cccagttcct
atgctagcaa
acttcacctt
agtacgatga
ccccagcacc
gtccggaggc
cctgcgatat
tcgtgatcac
ccttcatgag
aggaggagga
cctacaagca
acgacgtgct
agaatcccca
gcgagattgg

gactcagcac

g8

gttcaccttc

atgggtggcc
gcggttcacc
gcgegecgag
gggacagges
tggctccggt
gtacgtggga
gaactggttc
cctggaaccc
caccatcact
tctgccactg
gaggccaccc
atgtagaccc
ctacatttgg
tctttactgt
gcctgtgceag
aggeggetgce
ggggcagaac
ggacaagcgsg
agagggcctg
tatgaaaggg

cgccaccaag

_SL
gacgactacg

gtgatttggc
gtgtcgaggg
gacaccgcga
actctggtca
ggaggaggat
ggccgggtca
cagcagaagc
ggcgtgecegt
aacctccaac
actttcggcg
accccggctc
gcagctggtg
gcccctcetgg
aagcgcggtc
actactcaag
gaactgcgcg
cagctctaca
agaggacgsgsg
tacaacgagc
gaacgcagaa

gacacctatg

ctatgcattg
cggacggcgs
acaacccgaa
tctactactg
ctgtgtcctc
cggacatcca
ctatcacgtg

ccggaaaggc

cacggttcag
cggaggacat
gcggaaccaa
ctaccatcgc
gggecegtgcea
ctggtacttg
ggaagaagct
aggaggacgg
tgaaattcag
acgaactcaa
acccagaaat
tccaaaagga

gaggcaaagg

acgctcttca

Page 101

ggtgcgccag
acagaagtac
gaataccctc
cgtgcgccac
cgcctctggc
gctgacccag
ccaggcatcc
ccctaagctg
cggctecggg
cgccacctat
ggtcgaaatc
ctcccagcect
tacccggggt
cggggtcctg
gctgtacatc
ctgttcatgc
ccgcagcgcea
tcttggtcgg
gggcgegaag
taagatggca
ccacgacgga

catgcaggcc

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1452



<211>
<212>
<213>

1476
DNA

<220>
<221>
<223>

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 80
atggccctcc

ccccaagtgc
ctctcatgcg
gcceccgggaa
tacgccgact

tatctgcaaa

ggcgacgges
agcgcgagceg
gtgatgactc
tgtcggagct
cagaagcctg
gtgccggacc
gtggaagcceg
ggcecgggaa

gctcctacca

ggtggggecg
ctggctggta
ggtcggaaga

caagaggagsg

ctgtcaccgc
aactcgtcca
ctgccagcecgg
agggactgga
ccgtggaagg
tggactccct
gatacgacgt
ggggagegces
agtcgccgct
cccagtccct
ggcagagccc
ggttttccgg
aggacgtggg
ctaaggtcga
tcgcctccca
tgcatacccg
cttgcggggt
agctgctgta

acggctgttc

Artificial Sequence

cctgectgcett
atccggtggt
attcacgttt
atgggtggca
aaggttcacc
gcgccctgag
gttcgattcg
atcgggtggt
ctccctcccc
gctgcactcc
tcagctgctg
gagcggcagc
cgtgtactat
catcaagacc
gcctctgtcc
gggtcttgac
cctgectgcett
catctttaag

atgccggttc

sL

ccgectggcetc
ggtgtcgtgc
tccatcttcg
accatttcat
atctcgagag
gataccgccg
tggggccagg

ggagggtccg

gtgacccccg
aacggctaca
atctacctcg
ggcaccgatt
tgcatgcagg
actaccccag
ctgcgtccgg
ttcgecctgceg
tcactcgtga

caacccttca

ccagaggagg

ttctgctcca
aaccaggaaa
ctatgcactg
acgatggatc
acaactccaa
tctactactg

gaactctggt

gg88gaggags
gagagccagc
attacctgga
gctcgaacag
tcaccttgaa
ccctgcagac
caccgaggcc
aggcatgtag
atatctacat
tcactcttta
tgaggcctgt

aggaaggcegs

Page 102

cgcecgectegg
gtctcttcgc
ggtgcggcag
aaacgcgttc
ggactcgctg
cgtgaaggcc
caccgtgtcc
ctccgagatc
tagcatttca
ttggtacttg
agcctccggc
aatctcccgc
tcccaccttc
acccaccccg
acccgcagct
ttgggcccct
ctgtaagcgc
gcagactact

ctgcgaactg

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140



cgcgtgaaat
tacaacgaac
cgggacccag
gagctccaaa
agaagaggca
tatgacgctc
<210>
<211>

<212>
<213>

81
1467
DNA

<220>
<221>
<223>

tcagccgcag
tcaatcttgg
aaatgggcgg
aggataagat
aaggccacga

ttcacatgca

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide™

<400> 81
atggccctcc

cccgaagtgc
ctgtcatgtg
gcaccgggea
tacgccgaca
tatctccaaa
accgactact
tcctecggect
atccagatga
tcgtgeeggg
aagccgcccc

ttcagcggta

ctgtcaccgc
aattggtgga
ccgccagegg
aaggactgga
gcgtgaaggg
tgaactccct
acggctcagg
ccggeggegs
cccagtcccc
ctagccaggg
agctgctgat

gcgggteggg

cgcagatgct
tcggagagag
gaagccgegce
ggcagaagcc
cggactgtac

ggccctgeceg

Artificial Sequence

cctgectgcett
atctggagga
cttcacattt
atgggtgtcc
aagattcact
gagggccgag
aaccttcgac
aggttcggeg
aagctccctt
catcggtatc
ccacggcegcec

taccgacttt

_SL
ccagcctaca

gagtacgacg
agaaagaatc
tatagcgaga
cagggactca

cctcgg

ccgectggcetc
ggattggtgc
tcctcctacg
gccatttcgg
atctcccggg
gatactgccg
tactggggcc
gggggeggtt
tccgcgtcecg
tatcttgcgt
tcaactctgc

accctgacta

agcaggggca

tgctggacaa
cccaagaggsg
ttggtatgaa

gcaccgccac

ttctgctcca
aacctggagg
cgatgtcatg
gatcgggagg
ataactccaa
tgtactactg

agggcaccct

ccggesggags
tgggagatcg
ggtaccagca
aatccggggt

tctcctccect

Page 103

gaaccagctc

gcggagagega
cctgtacaac

aggggaacgc

caaggacacc

cgcecgetegg
atctctgaga
ggtccgccag
ctcgacctac
gaatactctg
cgctaaggaa
cgtgaccgtg
gggcagegac
cgtgaccatt
gcggagegea
ccccagecgg

ccaaccggag

1200

1260

1320

1380

1440

1476

60

120

180

240

300

360

420

480

540

600

660

720



SL

gacttcgcct cctactggtg ccagcagtcc aacaactfcc ctcccacctt cggccaggga

acgaaggtcg agattaagac cactacccca gcaccgaggc cacccacccc ggctcctacc

atcgcctccc agecctctgtc cctgegtccg gaggcatgta gacccgcage tggtggggcec

gtgcataccc ggggtcttga cttcgcctge gatatctaca tttgggcccc tctggectggt

acttgcgggg tcctgctgect ttcactcgtg atcactcttt actgtaagcg cggtcggaag

aagctgctgt acatctttaa gcaacccttc atgaggcctg tgcagactac tcaagaggag

gacggctgtt catgccggtt cccagaggag gaggaaggcg gctgcgaact gcgegtgaaa

ttcagccgca gcgcagatge tccagcctac aagcaggggc agaaccagct ctacaacgaa

ctcaatcttg gtcggagaga ggagtacgac gtgctggaca agcggagagg acgggaccca

gaaatgggcg ggaagccgcg cagaaagaat ccccaagagg gcctgtacaa cgagctccaa

aaggataaga tggcagaagc ctatagcgag attggtatga aaggggaacg cagaagaggc

aaaggccacg acggactgta ccagggactc agcaccgcca ccaaggacac ctatgacgct

cttcacatgc aggccctgecc gecctcegg

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

82

1467

DNA

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
polynucleotide"

82

atggccctcc ctgtcaccge cctgetgett ccgetggetc ttctgectcca cgeecgetegg

ccccaagtcc aactcgtcca gtccggtgca gaagtcaaga agccaggagc ctccgtgaga

gtgtcgtgca aagcgtccgg ctacatgttc accgactttt tcattcactg ggtgcgccag

gcgecccggac agggtctgga gtggatgggg tggatcaacc ctaactccgg cgtgactaaa

tacgcccaga agttccaggg ccgecgtgacc atgacccgga acactagcat ctccaccgcc

Page 104

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1467

60

120

180

240

300



tacatggaac
tacagcagcg
tcatccgect
atccagttga
acctgtcaag
aaggctccca
ttcactggat
gatgtggcag
actaaggtcg
atcgcctccc
gtgcataccc
acttgcgggg
aagctgctgt
gacggctgtt
ttcagccgca
ctcaatcttg
gaaatgggcg
aaggataaga
aaaggccacg
cttcacatgc
<210>
<211>

<212>
<213>

83
1464
DNA

<220>
<221>

tgtcatccct

gttggtacgg
ccggesggags
cgcagagccc
cttcccatga
agctgctgat
cagggagegg
cctactactg
acatcaagac
agcctctgtc
ggggtcttga
tcctgetgcet
acatctttaa
catgccggtt
gcgcagatgc
gtcggagaga
ggaagccgeg
tggcagaagc
acggactgta

aggccctgcc

source

ccggtccgag
catcgcgaac
agggtccggc
ctcgtcgctg
tatctcgaac
ctacgacgcc
cactgacttc
ccaacagtca
cactacccca
cctgcgtccg
cttcgcctgc
ttcactcgtg
gcaacccttc
cccagaggag
tccagcctac
ggagtacgac
cagaaagaat
ctatagcgag
ccagggactc

gcctcegg

Artificial Sequence

_SL
gataccgccg

atttggggac
ggcggaggtt
agcgcctccg
tacctccact
tccaatctgg
accctgacaa
gacgaccttc
gcaccgaggc
gaggcatgta
gatatctaca
atcactcttt
atgaggcctg
gaggaaggcsg
aagcaggggc
gtgctggaca
ccccaagagg
attggtatga

agcaccgcca

tgtactactg
aggggactat
ctggaggagg
tgggcgacag
ggtatcagca
aaaccggagt
ttaggtcgct
ctcacacttt
cacccacccc
gacccgcagc
tttgggcccc
actgtaagcg
tgcagactac
gctgcgaact
agaaccagct
agcggagagg
gcctgtacaa

aaggggaacg

ccaaggacac

Page 105

cgccacctgg
ggtcaccgtg
cggctcggac
agtgaccatt
gaagccggga
gecgagecegsg
gcagecggag
cggacaaggsg

ggctcctacc

tggtgggscc
tctggctggt
cggtcggaag
tcaagaggag
gcgcgtgaaa
ctacaacgaa
acgggaccca
cgagctccaa
cagaagaggc

ctatgacgct

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1467



SL

<223> /note="Description of Artificial Sgduence: Synthetic
polynucleotide™

<400> 83
atggccctcc

ccccaagtgc
atcagctgca
atgcccggaa
tattccccga
tacttgcagt
gggccctcegt
tccgegtcecg
cggctgactc
tgtcgggcat
gccccgaaac
tccggctcecg
ttcgctacct
aaggtcgaca
gcctcccagc
catacccggg
tgcggggtcc
ctgctgtaca
ggctgttcat
agccgcagceg

aatcttggtc

atgggcggga

ctgtcaccgc

aactcgtcca

agggatctgg

agggactgga

gcttccaagg

ggtcaagcct

cctggggcega

gggetggagg

agtccccttc
cacagtccat
tcctgatcta
gctcgggaac
actactgcca
tcaagaccac
ctctgtccct
gtcttgactt
tgctgetttc
tctttaagca
gccggttccc
cagatgctcc
ggagagagega

agccgcgcag

cctgectgcett
gtccggtgca
gtacagcttc
gtggatgggc
acaggtcacc

gaaggcctcg

atttgactac
atcaggagga
ctcactctcc
cagctcatac
cgccgcctcc
cgatttcact
gcagtcctac
taccccagca
gcgtccggag
cgcctgcgat
actcgtgatc
acccttcatg
agaggagegag
agcctacaag
gtacgacgtg

aaagaatccc

ccgectggcetc
gaagtgaaaa
accaactact
attatctacc
atctccgccg

gacaccgcca

tggggccagg

ggaggctccg

gcctcegtgg
ctgaactggt
tccctgcaat
ctgacaatta
tcgactccgc
ccgaggccac
gcatgtagac
atctacattt
actctttact
aggcctgtgc
gaaggcggct
caggggcaga

ctggacaagc

caagagggcc

ttctgctcca
agccaggaga
ggatcggctg
ctggggactc
ataagtcgat
tgtactactg
gaacgcttgt
gtggtggcegg
gggaccgegt
atcagcagaa
ccggegtgcec
gcagcctgca
tgactttcgg
ccaccccggc
ccgcagectgg
gggcccctct
gtaagcgcegg
agactactca
gcgaactgeg
accagctcta
ggagaggacg

tgtacaacga

Page 106

cgcecgetegg
aagcctcaag
ggtgcgccag
cgacacccgg
tagcactgcg
cgcgagacac
gaccgtgtcg
tagcgacatc
gaccattacc
gecggegaag
ctcgaggttc
gcctgaggat
cgggggaacc
tcctaccatc
tggggeegtg
ggctggtact
tcggaagaag
agaggaggac
cgtgaaattc
caacgaactc
ggacccagaa

gctccaaaag

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320



SL

gataagatgg cagaagccta tagcgagatt ggtatgagég gggaacgcag aagaggcaaa

ggccacgacg gactgtacca gggactcagc accgccacca aggacaccta tgacgctctt

cacatgcagg ccctgccgec tcgg

<210> 84
<211> 10
<212> PRT
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 84
Gly Tyr Ser Phe Thr Ser Tyr Trp Ile Gly
1 5 10

<210> 85

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 85
Gly Tyr Ile Phe Thr Asn Tyr Tyr Val His
1 5 10

<210> 86
<211> 10
<212> PRT
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 86
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Gly Phe Thr Phe Ser Ser Tyr Ala Met Ser
1 5 10

<210> 87

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 87
Gly Tyr Ser Phe Thr Ser Tyr Trp Ile Gly
1 5 10

<210> 88

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 88
Gly Phe Thr Phe Asp Asp Tyr Ala Met His
1 5 10

<210> 89

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"
<400> 89
Gly Phe Thr Phe Ser Ile Phe Ala Met His
1 5 10
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<210> 90
<211> 10
<212> PRT
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 90
Gly Phe Thr Phe Ser Ser Tyr Ala Met Ser
1 5 10

<210> 91

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 91
Gly Tyr Met Phe Thr Asp Phe Phe Ile His
1 5 10

<210> 92

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"
<400> 92
Gly Tyr Ser Phe Thr Asn Tyr Trp Ile Gly
1 5 10
<210> 93
<211> 17
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<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 93
Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe Gln
1 5 10 15

Gly

<210> 94

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 94
Ile Ile Ser Pro Ser Gly Gly Ser Pro Thr Tyr Ala Gln Arg Leu Gln
1 5 10 15

Gly

<210> 95

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 95
Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys
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Gly

<210> 96

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 96
Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe Gln
1 5 10 15

Gly

<210> 97

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 97
Val Ile Trp Pro Asp Gly Gly Gln Lys Tyr Tyr Gly Asp Ser Val Lys
1 5 10 15

Gly

<210> 98
<211> 17
<212> PRT
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<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 98
Thr Ile Ser Tyr Asp Gly Ser Asn Ala Phe Tyr Ala Asp Ser Val Glu
1 5 10 15

Gly

<210> 99

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 99
Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys
1 5 10 15

Gly

<210> 100

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

peptide"
<400> 100
Trp Ile Asn Pro Asn Ser Gly Val Thr Lys Tyr Ala Gln Lys Phe Gln
1 5 10 15
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Gly

<210> 101

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 101
Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe Gln
1 5 10 15

Gly

<210> 102

<211> 12

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 102
Leu Gly Gly Ser Leu Pro Asp Tyr Gly Met Asp Val
1 5 10

<210> 103

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
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peptide"

<400> 103
Glu Ser Arg Leu Arg Gly Asn Arg Leu Gly Leu Gln Ser Ser Ile Phe
1 5 10 15

Asp His

<210> 104

<211> 16

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 104
Glu Asp Thr Ile Arg Gly Pro Asn Tyr Tyr Tyr Tyr Gly Met Asp Val
1 5 10 15

<210> 105

<211> 12

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 105
Gly Gly Tyr Ser Asp Tyr Asp Tyr Tyr Phe Asp Phe
1 5 10

<210> 106

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source
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<223> /note="Description of Artificial Sgduence:

peptide"

<400> 106
His Phe Asn Ala Trp Asp Tyr
1 5

<210> 107

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 107
Ala Gly Asp Gly Gly Tyr Asp Val Phe Asp Ser
1 5 10

<210> 108

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 108
Glu Thr Asp Tyr Tyr Gly Ser Gly Thr Phe Asp Tyr
1 5 10

<210> 109

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"
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<400> 109
Trp Tyr Ser Ser Gly Trp Tyr Gly Ile Ala Asn Ile
1 5 10

<210> 110

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 110
His Gly Pro Ser Ser Trp Gly Glu Phe Asp Tyr
1 5 10

<210> 111

<211> 16

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 111
Arg Ser Ser Gln Ser Leu Leu His Ser Asn Gly Tyr Asn Tyr Leu Asp
1 5 10 15

<210> 112

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

peptide"
<400> 112
Gln Ala Ser Gln Asp Ile Asn Asn His Leu Asn
1 5 10
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<210> 113

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 113
Arg Ala Ser Gln Asp Ile Asp Thr Trp Leu Ala
1 5 10

<210> 114

<211> 16

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 114
Arg Ser Ser Gln Ser Leu Leu His Ser Asn Gly Tyr Asn Tyr Leu Asp
1 5 10 15

<210> 115

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

peptide"
<400> 115
Gln Ala Ser Gln Gly Ile Ser Gln Phe Leu Asn
1 5 10
<210> 116
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<211> 16
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 116
Arg Ser Ser Gln Ser Leu Leu His Ser Asn Gly Tyr Asn Tyr Leu Asp
1 5 10 15

<210> 117

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 117
Arg Ala Ser Gln Gly Ile Gly Ile Tyr Leu Ala
1 5 10

<210> 118

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 118
Gln Ala Ser His Asp Ile Ser Asn Tyr Leu His
1 5 10

<210> 119

<211> 11

<212> PRT

<213> Artificial Sequence
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<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 119
Arg Ala Ser Gln Ser Ile Ser Ser Tyr Leu Asn
1 5 10

<210> 120

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 120
Leu Gly Ser Asn Arg Ala Ser
1 5

<210> 121

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 121
Asp Thr Ser Asn Leu Glu Ile
1 5

<210> 122

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source
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<223> /note="Description of Artificial Sgduence: Synthetic

<400>

peptide"

122

Ala Ala Ser Asn Leu Gln Gly

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

123

7

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

123

Leu Gly Ser Asn Arg Ala Ser

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

124

7

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

124

Asp Ala Ser Asn Leu Glu Pro

1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

5

125

7

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"
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<400> 125
Leu Gly Ser Asn Arg Ala Ser
1 5

<210> 126

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 126
Gly Ala Ser Thr Leu Gln Ser
1 5

<210> 127

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 127
Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 128

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"
<400> 128
Ala Ala Ser Ser Leu Gln Ser
1 5
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<213>

<220>

<221>
<223>

<400>

sL

129

9

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

129

Met Gln Ala Leu Gln Thr Leu Ile Thr

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

130

9

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

130

Gln Gln Tyr Glu Asn Leu Pro Leu Thr

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

131

9

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

131

Gln Gln Ala Ser Ile Phe Pro Pro Thr

1

<210>

5

132
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<211> 9
<212> PRT
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 132
Met Gln Ala Leu Gln Thr Pro Phe Thr
1 5

<210> 133

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 133
Gln Gln Tyr Asp Asp Leu Pro Leu Thr
1 5

<210> 134

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 134
Met Gln Ala Leu Gln Thr Pro Thr
1 5

<210> 135

<211> 9

<212> PRT

<213> Artificial Sequence
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<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 135
Gln Gln Ser Asn Asn Phe Pro Pro Thr
1 5

<210> 136

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 136
Gln Gln Ser Asp Asp Leu Pro His Thr
1 5

<210> 137

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 137
Gln Gln Ser Tyr Ser Thr Pro Leu Thr
1 5

<210> 138
<211> 9742
<212> DNA
<213> Artificial Sequence

<220>
<221> source
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<223> /note="Description of Artificial Sgduence: Synthetic
polynucleotide™

<400> 138
gtgcacgagt

gccccgaaga
tatcccgtat
acttggttga
aattatgcag
cgatcggagg
gccttgatcg
cgatgcctgt
tagcttcccg
tgcgctcggce
ggtctcgegg
tctacacgac
gtgcctcact
ttgatttaaa
tcatgaccaa
agatcaaagg
aaaaaccacc
cgaaggtaac
agttaggcca
tgttaccagt

gatagttacc

gcttggagceg

gggttacatc
acgttttcca
tgacgccggg
gtactcacca
tgctgccata
accgaaggag
ttgggaaccg
agcaatggca
gcaacaatta
ccttccggcet
tatcattgca
ggggagtcag
gattaagcat
acttcatttt
aatcccttaa
atcttcttga
gctaccagcg
tggcttcagc
ccacttcaag
ggctgctgcec
ggataaggcg

aacgacctac

gaactggatc
atgatgagca
caagagcaac
gtcacagaaa
accatgagtg
ctaaccgctt
gagctgaatg
acaacgttgc
atagactgga
ggctggttta
gcactggggc
gcaactatgg
tggtaactgt
taatttaaaa
cgtgagtttt
gatccttttt
gtggtttgtt
agagcgcaga
aactctgtag
agtggcgata
cagcggtcgg

accgaactga

tcaacagcgg
cttttaaagt
tcggtcgecg
agcatcttac
ataacactgc
ttttgcacaa
aagccatacc
gcaaactatt
tggaggcgga
ttgctgataa
cagatggtaa
atgaacgaaa
cagaccaagt
ggatctaggt
cgttccactg
ttctgcgegt
tgccggatca
taccaaatac
caccgcctac
agtcgtgtct
gctgaacggg

gatacctaca

taagatcctt
tctgctatgt
catacactat

ggatggcatg

ggccaactta
catgggggat
aaacgacgag
aactggcgaa
taaagttgca
atctggagcc
gccctcccegt
tagacagatc
ttactcatat
gaagatcctt
agcgtcagac
aatctgctgc
agagctacca
tgttcttcta
atacctcgct
taccgggttg
gggttcgtgc

gcgtgagcta
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gagagttttc
ggcgceggtat
tctcagaatg
acagtaagag
cttctgacaa
catgtaactc
cgtgacacca
ctacttactc
ggaccacttc
ggtgagcgtg
atcgtagtta
gctgagatag
atactttaga
tttgataatc
cccgtagaaa
ttgcaaacaa
actctttttc
gtgtagccgt
ctgctaatcc
gactcaagac

acacagccca

tgagaaagcg

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320



ccacgcttcc
gagagcgcac
ttcgccacct
ggaaaaacgc
acatgttctt
gagctgatac
cggaagagceg
gctggcacga
gttagctcac
gtggaattgt
agcgcgcaat
ttatgcaata
aggagagaaa
attaggaagg
cagagatatt
gatctgagcc
cttgccttga
atccctcaga
ttgaaagcga
cgcacggcaa
ggctagaagg

cgatgggaaa

gtatgggcaa

gaaggctgta

cgaagggaga
gagggagctt
ctgacttgag
cagcaacgcg
tcctgcgtta
cgctcgecgc
cccaatacgc
caggtttccc
tcattaggca
gagcggataa
taaccctcac
ctcttgtagt
aagcaccgtg
caacagacgg
gtatttaagt
tgggagctct
gtgcttcaag
cccttttagt
aagggaaacc
gaggcegages
agagagatgg
aaattcggtt
gcagggagct

gacaaatact

aaggcggaca

ccagggggaa

cgtcgatttt
gcctttttac
tcccctgatt
agccgaacga
aaaccgcctc
gactggaaag
ccccaggctt
caatttcaca
taaagggaac
cttgcaacat
catgccgatt
gtctgacatg
gcctagctcg
ctggctaact
tagtgtgtgc
cagtgtggaa
agaggagctc
gcggegactg
gtgcgagagc
aaggccaggg

agaacgattc

gggacagcta

_SL
ggtatccggt

acgcctggta
tgtgatgctc
ggttcctggc
ctgtggataa
ccgagcgcag
tcceccgegeg
cgggcagtga
tacactttat
caggaaacag
aaaagctgga
ggtaacgatg
ggtggaagta
gattggacga
atacataaac
agggaaccca
ccgtctgttg
aatctctagc
tctcgacgca
gtgagtacgc
gtcagtatta
ggaaagaaaa
gcagttaatc

caaccatccc

aagcggeagg
tctttatagt
gtcagggess
cttttgctgg
ccgtattacc
cgagtcagtg
ttggccgatt
gcgcaacgca
gcttccggcet
ctatgaccat
gctgcaagct
agttagcaac
aggtggtacg
accactgaat
gggtctctct
ctgcttaagc
tgtgactctg
agtggcgccc
ggactcggct
Caaaaatttt
agcgeggeag
aatataaatt
ctggecctgtt

ttcagacagg
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gtcggaacag

cctgtcgggt
cggagcctat
ccttttgctc
gcctttgagt
agcgaggaag
cattaatgca
attaatgtga
cgtatgttgt
gattacgcca
taatgtagtc
atgccttaca
atcgtgcctt
tgccgcattg
ggttagacca
ctcaataaag
gtaactagag
gaacagggac
tgctgaagcg
gactagcgga
aattagatcg
aaaacatata
agaaacatca

atcagaagaa

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760



cttagatcat
aaagacacca
gcacagcaag
aagtgaatta
ggcaaagaga
tgggttcttg
ggccagacaa
ggcgcaacag
cctggctgtg
aaaactcatt
acagatttgg
cttaatacac
attggaatta
gtatataaaa
tgtactttct
cctcccaacc
agacagagac
cccaggaata
tcatgtagcc
agcatacttc
tggcagcaat
ggaatttggc
attaaagaaa

aatggcagta

tatataatac
aggaagcttt
cggccgetga
tataaatata
agagtggtgc
ggagcagcag
ttattgtctg
catctgttgc
gaaagatacc
tgcaccactg
aatcacacga
tccttaattg
gataaatggg
ttattcataa
atagtgaata
ccgaggggac
agatccattc
tggcagctag
agtggatata
ctcttaaaat
ttcaccagta
attccctaca
attataggac

ttcatccaca

agtagcaacc
agacaagata
tcttcagacc
aagtagtaaa
agagagaaaa
gaagcactat
gtatagtgca
aactcacagt
taaaggatca
ctgtgccttg
cctggatgga
aagaatcgca
caagtttgtg
tgatagtagg
gagttaggca
ccgacaggcc
gattagtgaa
attgtacaca
tagaagcaga
tagcaggaag
ctacagttaa
atccccaaag
aggtaagaga

attttaaaag

_SL
ctctattgtg

gaggaagagc
tggaggagga
aattgaacca
aagagcagtg
gggcgeageg
gcagcagaac
ctggggcatc
acagctcctg
gaatgctagt
gtgggacaga
aaaccagcaa
gaattggttt
aggcttggta
gggatattca
Ccgaaggaata
cggatctcga
tttagaagga
agtaattcca
atggccagta
ggccgectgt
tcaaggagta

tcaggctgaa

aaaagggess

tgcatcaaag
aaaacaaaag
gatatgaggg
ttaggagtag
ggaataggag
tcaatgacgc
aatttgctga
aagcagctcc
gggatttggg
tggagtaata
gaaattaaca
gaaaagaatg
aacataacaa
ggtttaagaa
ccattatcgt
gaagaagaag
cggtatcgat
aaagttatct
gcagagacag
aaaacagtac
tggtggecgs
atagaatcta

catcttaaga

attggggesgt
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gatagagata
taagaccacc
acaattggag
cacccaccaa
ctttgttcct
tgacggtaca
gggctattga
aggcaagaat
gttgctctgg
aatctctgga
attacacaag
aacaagaatt
attggctgtg
tagtttttgc
ttcagaccca
gtggagagag
tagactgtag
tggtagcagt
ggcaagaaac
atacagacaa
ggatcaagca
tgaataaaga

cagcagtaca

acagtgcagg

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4140

4200



ggaaagaata
tacaaaaatt
tacgcgtcgt
gagaagttgg
aactgggaaa
tatataagtg
caggtaagtg
gtgccttgaa
ggaagtgggt
gttgaggcct
tgtctcgctg
ctttttttct
gtttttggeg
cggggectgce
gctctggtgc
cggtcggcac
tcaaaatgga
agggcctttc
aggcacctcg
ttttatgcga
cacttgatgt
aagcctcaga
agagccacca

gccgctagac

gtagacataa

caaaattttc

gaggctccgg
ggggaggest
gtgatgtcgt
cagtagtcgc
ccgtgtgtgg
ttacttccac
gggagagttc
ggcctgggceg
ctttcgataa
ggcaagatag
ccgegegeess
gagcgeggcec
ctggcctcgc
cagttgcgtg
ggacgeggcsg
cgtcctcagc
attagttctc
tggagtttcc
aattctcctt
cagtggttca
tggccctgcec

ccggatccaa

tagcaacaga
gggtttatta
tgcccgtcag
cggcaattga
gtactggctc
cgtgaacgtt
ttcccgeggg
ctggctgcag
gaggccttgc
ctggggcegce
gtctctagcc
tcttgtaaat
cgacgggecc
accgagaatc
gccgeecgtgt
agcggaaaga
ctcgggagag
cgtcgcttca
gtgcttttgg
ccacactgag
ggaatttgcc
aagttttttt
tgtgacagcc

catcatgctg

_SL
catacaaact

cagggacagc
tgggcagagc
accggtgcect
cgecctttttc
ctttttcgca
cctggectct
tacgtgattc
gcttaaggag
cgcgtgcgaa
atttaaaatt
gcgggecaag
cgtgcgtccc
ggacgggggt
atcgccccgce
tggccgcttc
cgggceggstg
tgtgactcca
agtacgtcgt
tgggtggaga
ctttttgagt
cttccatttc
ctgctgctgc

acccagagcc

aaagaattac
agagatccag
gcacatcgcc
agagaaggtg
ccgagggtgg
acgggtttgc
ttacgggtta
ttgatcccga
ccccttecgec
tctggtggca
tttgatgacc
atctgcacac
agcgcacatg
agtctcaagc
cctgggegsc
ccggecectgc
agtcacccac
ctgagtaccg
ctttaggttg
ctgaagttag
ttggatcttg
aggtgtcgtg
ctctggectct

ctagcagcct
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aaaaacaaat
tttggctgca
cacagtcccc
gcgeggggta
gggagaaccg
cgccagaaca
tggcccttgc
gcttcgggtt
tcgtgcttga
ccttcgegcec
tgctgcgacg
tggtatttcg
ttcggcgagg
tggccggect
aaggctggcc
tgcagggagc
acaaaggaaa
ggcgccgtcc
8888828888
gccagcttgg
gttcattctc
agctagctct
gctgctgeat

ggccgtgtct

4260

4320

4380

4440

4500

4560

4620

4680

4740

4800

4860

4920

4980

5040

5100

5160

5220

5280

5340

5400

5460

5520

5580

5640



geeggegaga
cagaagaact
tactgggcca
accgacttca
caccagtacc
ggcggaggct
ccaggcgecg
tacaccttca
tgggtgggag
aaggccaccc
accagcgagg
gtgtggggag
ccctgccccc
cccaagccca
gacgtgtccc
cacaacgcca
gtgctgaccg
aacaagggcc

gagccccagg

ctgacctgcc
ggccagcecg
ttcctgtaca
tgctccgtga

ctgggcaaga

aagtgaccat
acctggcctg
gcaccagaga
ccctgacaat
tgagcagccg
caggcggagsg
aggtcgtgaa
ccagctacta
tgatctaccc
tgaccgccga
acagcgccgt
ccggcaccac
cttgccctgc
aggacaccct
aggaggaccc
agaccaagcc
tgctgcacca
tgcccagcag
tgtacaccct
tggtgaaggg
agaacaacta
gccggctgac
tgcacgaggc

tgatctacat

gagctgcaag
gtatcagcag
aagcggegtg
cagcagcgtg
gacctttggc
cggatctagt
acctggcgcc
catccactgg
cggcaacgac
caagtctagc
gtactactgc
cgtgaccgtg
ccccgagttc
gatgatcagc
cgaggtccag
ccgggagegag
ggactggctg
catcgagaaa
gccccctagc
cttctacccc
caagaccacc
cgtggacaag

cctgcacaac

ctgggcgccc

SL
agcagccaga

atccccggcec
cccgatagat
cagagcgagg
ggaggcacca
ggcggaggat
tctgtgaaga
atcaagcaga
gacatcagct
accaccgcct
gccagagaag
tcatcttccg
ctgggcggac
cggacccccg
ttcaactggt
cagttcaata
aacggcaagg
accatcagca
caagaggaga
agcgacatcg
ccccctgtgce
agccggtggce

cactacaccc

ttggccggga

gcgtgttctt
agagccccaa
tcaccggcag
acctggccat
agctggaaat
ctcaggtgca
tgtcctgcaa
cccctggaca
acaaccagaa
acatgcagct
tgcggctgceg
gagagagcaa
ccagcgtgtt
aggtgacctg
acgtggacgg
gcacctaccg
aatacaagtg
aggccaaggg
tgaccaagaa
ccgtggagtg
tggacagcga
aggagggcaa
agaagagcct

cttgtggggt
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cagcagctcc
gctgctgatc
cggctctggc
ctactactgc
caagagaggc
gctgcagcag
ggccageggc
gggcctggaa
gttcaagggc
gtccagcctg
gtacttcgat
gtacggccct
cctgttcccc
tgtggtggte
cgtggaggtsg
ggtggtgtcc
taaggtgtcc
ccagcctcgg
ccaggtgtcc
ggagagcaac
cggcagcttc
cgtctttagc
gagcctgtcc

ccttctcctg

5700

5760

5820

5880

5940

6000

6060

6120

6180

6240

6300

6360

6420

6480

6540

6600

6660

6720

6780

6840

6900

6960

7020

7080



tcactggtta
caaccattta
ccagaagaag
cccgecgtaca
gagtacgatg
aggaagaacc
tacagtgaga
cagggtctca
cctcgctaag
cttaactatg
gctattgcett
ctttatgagg
gacgcaaccc
gctttccccc
acaggggctc
tttccttggce
gtcccttegg
cctcttccgc
ccgcctggaa
ttagccactt
aagatctgct
tctctggcta
aagtagtgtg

agtcagtgtg

tcacccttta
tgagaccagt
aagaaggagg
agcagggcca
ttttggacaa
ctcaggaagg
ttgggatgaa
gtacagccac
tcgacaatca
ttgctccttt
cccgtatggc
agttgtggcc
ccactggttg
tccctattgce
ggctgttggg
tgctcgectg
ccctcaatcc
gtcttcgcect
ttcgagctcg
tttaaaagaa
ttttgcttgt
actagggaac
tgcccgtctg

gaaaatctct

ctgcaaacgg
acaaactact
atgtgaactg
gaaccagctc
gagacgtggc
cctgtacaat
aggcgagcgc
caaggacacc
acctctggat
tacgctatgt
tttcattttc
cgttgtcagg
gggcattgcc
cacggcggaa
cactgacaat
tgttgccacc
agcggacctt
tcgccctcag
gtacctttaa
aagggggeac
actgggtctc
ccactgctta
ttgtgtgact

agcagtagta

SL
ggcagaaaga

caagaggaag
agagtgaagt
tataacgagc
cgggaccctg
gaactgcaga
cggagggeca
tacgacgccc
tacaaaattt
ggatacgctg
tcctecttgt
caacgtggcg
accacctgtc
ctcatcgccg
tccgtggtgt
tggattctgc
ccttcccgceg
acgagtcgga
gaccaatgac
tggaagggct
tctggttaga
agcctcaata
ctggtaacta

gttcatgtca

aactcctgta
atggctgtag
tcagcaggag
tcaatctagg

agatggggeses

aagataagat
aggggcacga
ttcacatgca
gtgaaagatt
ctttaatgcc
ataaatcctg
tggtgtgcac
agctcctttc

cctgecttgc

tgtcggggaa
gcgggacgtc
gcctgectgcec
tctccctttg
ttacaaggca
aattcactcc
ccagatctga
aagcttgcct
gagatccctc

tcttattatt
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tatattcaaa
ctgccgattt
cgcagacgcc
acgaagagag
aaagccgaga
ggcggaggcc
tggcctttac
ggccctgcecc
gactggtatt
tttgtatcat
gttgctgtct
tgtgtttgct
cgggactttc
ccgectgcectgg
gctgacgtcc
cttctgctac
ggctctgegg
ggccgcectcc
gctgtagatc
caacgaagac
gcctgggagce
tgagtgcttc
agaccctttt

cagtatttat

7140

7200

7260

7320

7380

7440

7500

7560

7620

7680

7740

7800

7860

7920

7980

8040

8100

8160

8220

8280

8340

8400

8460

8520



aacttgcaaa
gttacaaata
ctagttgtgg
gcccctaact
ttatgcagag
ttttggaggc
ctcactggcc
tcgccttgcea
tcgcccttcc
attaagcgcg
agcgcccgct
tcaagctcta
ccccaaaaaa
ttttcgccect
aacaacactc
ggcctattgg
attaacgctt
ttatttttct
cttcaataat
cccttttttg
aaagatgctg
<210> 139

<211> 2037
<212> DNA

gaaatgaata
aagcaatagc
tttgtccaaa
ccgcccagtt
geegaggecesg
ctagctaggg
gtcgttttac
gcacatcccc
caacagttgc
gcgggtgteg
cctttcgcett
aatcggggsc
cttgattagg
ttgacgttgg
aaccctatct
ttaaaaaatg
acaatttagg
aaatacattc
attgaaaaag
cggcattttg

aagatcagtt

tcagagagtg
atcacaaatt
ctcatcaatg
ccgcccattc
cctcggectc
acgtacccaa
aacgtcgtga
ctttcgccag
gcagcctgaa
tggttacgcg
tcttcccttc
tccctttagg
gtgatggttc
agtccacgtt
cggtctattc
agctgattta
tggcactttt
aaatatgtat
gaagagtatg
ccttcctgtt

g8

<213> Artificial Sequence

_SL
agaggaactt

tcacaaataa
tatcttatca
tccgeccccat
tgagctattc
ttcgccctat
ctgggaaaac
ctggcgtaat
tggcgaatgg
cagcgtgacc
ctttctcgcc
gttccgattt
acgtagtggg
ctttaatagt
ttttgattta
acaaaaattt
cggggaaatg
ccgctcatga
agtattcaac

tttgctcacc

gtttattgca
agcatttttt
tgtctggctc
ggctgactaa
cagaagtagt
agtgagtcgt
cctggegtta
agcgaagagg
gacgcgccct
gctacacttg
acgttcgccg
agtgctttac
ccatcgccct
ggactcttgt
taagggattt
aacgcgaatt
tgcgcggaac
gacaataacc
atttccgtgt

cagaaacgct
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gcttataatg
tcactgcatt
tagctatccc
ttttttttat
gaggaggctt
attacgcgcg
cccaacttaa
cccgcaccga
gtagcggegce
ccagcgccct
gctttccccg
ggcacctcga
gatagacggt
tccaaactgg
tgccgatttc
ttaacaaaat
ccctatttgt
ctgataaatg
cgcccttatt

ggtgaaagta

8580

8640

8700

8760

8820

8880

8940

9000

9060

9120

9180

9240

9300

9360

9420

9480

9540

9600

9660

9720

9742



<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide™

<400> 139
atggccctgc

cccggatcca
aaagtgacca
tacctggcct
agcaccagag
accctgacaa
ctgagcagcc
tcaggcggag
gaggtcgtga
accagctact
gtgatctacc
ctgaccgccg
gacagcgccg
gccggeacca
ccttgecectg
aaggacaccc
caggaggacc
aagaccaagc
gtgctgcacc
ctgcccagca

gtgtacaccc

ctgtgacagc
acatcatgct
tgagctgcaa
ggtatcagca
aaagcggcegt
tcagcagcgt
ggacctttgg
gcggatctag
aacctggcgc
acatccactg
ccggcaacga
acaagtctag
tgtactactg
ccgtgaccgt
cccccgagtt
tgatgatcag
ccgaggtcca
ccecgggagsga
aggactggct
gcatcgagaa

tgccccctag

cctgctgetg
gacccagagc
gagcagccag
gatccccggc
gcccgataga
gcagagcegag
cggaggcacc
tggcggagga
ctctgtgaag
gatcaagcag
cgacatcagc
caccaccgcc
cgccagagaa
gtcatcttcc
cctgggcegga
ccggaccccc
gttcaactgg
gcagttcaat

gaacggcaag

aaccatcagc

ccaagaggag

sL

cctctggctc
cctagcagcc
agcgtgttct
cagagcccca
ttcaccggca
gacctggcca
aagctggaaa
tctcaggtgc
atgtcctgca
acccctggac
tacaaccaga
tacatgcagc
gtgcggcetgc
ggagagagca
cccagcecgtgt
gaggtgacct
tacgtggacg
agcacctacc
gaatacaagt

aaggccaagg

atgaccaaga

tgctgctgca
tggccgtgtc
tcagcagctc
agctgctgat
gcggetetgg
tctactactg
tcaagagagg
agctgcagca
aggccagegg
agggcctgga
agttcaaggg
tgtccagcct
ggtacttcga
agtacggccc
tcctgttccc
gtgtggtggt
gcgtggaggt
gggtggtgtc
gtaaggtgtc
gccagcctcg

accaggtgtc
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tgccgctaga
tgccggcgag
ccagaagaac
ctactgggcc
caccgacttc
ccaccagtac
cggeggagsc
gccaggcegec
ctacaccttc
atgggtggga
caaggccacc
gaccagcgag
tgtgtgggga
tccctgeccc
ccccaagecc
ggacgtgtcc
gcacaacgcc
cgtgctgacc
caacaagggc

ggagccccag

cctgacctgc

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260



ctggtgaagg
gagaacaact
agccggctga
atgcacgagg
atgatctaca
atcacccttt
atgagaccag
gaagaaggag
aagcagggcc
gttttggaca
cctcaggaag
attgggatga
agtacagcca
<210>
<211>

<212>
<213>

140
679
PRT

<220>
<221>
<223>

gcttctaccc
acaagaccac
ccgtggacaa
ccctgcacaa
tctgggcegcec
actgcaaacg
tacaaactac
gatgtgaact
agaaccagct
agagacgtgg
gcctgtacaa
aaggcgagesg

ccaaggacac

source
/note="Description of Artificial Sequence: Synthetic

polypeptide”

<400> 140

cagcgacatc
ccccecctgtg
gagccggtgg
ccactacacc
cttggeceggg
gggcagaaag
tcaagaggaa
gagagtgaag
ctataacgag
ccgggaccct
tgaactgcag
ccggaggesc

ctacgacgcc

Artificial Sequence

sL
gccgtggagt

ctggacagcg
caggagggca
cagaagagcc
acttgtgggsg
aaactcctgt
gatggctgta
ttcagcagga
ctcaatctag

gagatgggges

aaagataaga

aaggggcacg

cttcacatgc

gggagagcaa
acggcagctt
acgtctttag
tgagcctgtc
tccttctect
atatattcaa
gctgccgatt
gcgcagacgc
gacgaagaga
gaaagccgag
tggcggaggc
atggccttta

aggccctgcc

cggccagecc
cttcctgtac
ctgctccgtg
cctgggcaag
gtcactggtt
acaaccattt
tccagaagaa
ccccgcegtac
ggagtacgat
aaggaagaac
ctacagtgag
ccagggtctc

ccctcegce

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1

5

10

15

His Ala Ala Arg Pro Gly Ser Asn Ile Met Leu Thr Gln Ser Pro Ser

20

25

30

Ser Leu Ala Val Ser Ala Gly Glu Lys Val Thr Met Ser Cys Lys Ser

35

40

45
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1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2037



Ser

Tyr

65

Ser

Gly

Ala

Gly

Gly

145

Glu

Gly

Gly

Ile

Lys
225

Gln

50

Gln

Thr

Thr

Ile

Thr

130

Ser

Val

Tyr

Gln

Ser

210

Ser

Ser

Gln

Arg

Asp

Tyr

115

Lys

Ser

Val

Thr

Gly

195

Tyr

Ser

Val

Ile

Glu

Phe

100

Tyr

Leu

Gly

Lys

Phe

180

Leu

Asn

Thr

Phe

Pro

Ser

85

Thr

Cys

Glu

Gly

Pro

165

Thr

Glu

Gln

Thr

Phe

Gly

70

Gly

Leu

His

Ile

Gly

150

Ser

Trp

Lys

Ala
230

Ser

55

Gln

Val

Thr

Gln

Lys

135

Ser

Ala

Tyr

Val

Phe

215

Tyr

Ser

Ser

Pro

Ile

Tyr

120

Arg

Gln

Ser

Tyr

Gly

200

Lys

Met

Ser

Pro

Asp

Ser

105

Leu

Gly

Val

Val

Ile

185

Val

Gly

Gln

Gln

Lys

Arg

90

Ser

Ser

Gly

Gln

Lys

170

His

Ile

Lys

Leu

sL

Lys

Leu

75

Phe

Val

Ser

Gly

Leu

155

Met

Trp

Tyr

Ala

Ser
235

Asn

60

Leu

Thr

Gln

Arg

Gly

140

Gln

Ser

Ile

Pro

Thr

220

Ser
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Tyr

Ile

Gly

Ser

Thr

125

Ser

Gln

Cys

Lys

Gly

205

Leu

Leu

Leu

Tyr

Ser

Glu

110

Phe

Gly

Pro

Lys

Gln

190

Asn

Thr

Thr

Ala

Trp

Gly

95

Asp

Gly

Gly

Gly

Ala

175

Thr

Asp

Ala

Ser

Trp

Ala

80

Ser

Leu

Gly

Gly

Ala

160

Ser

Pro

Asp

Asp

Glu
240



Asp

Asp

Ser

Gly

Met

305

Gln

Val

Tyr

Gly

Ile

385

Val

Ser

Ser

Val

Lys

Gly

290

Ile

Glu

His

Arg

Lys

370

Glu

Tyr

Leu

Ala

Trp

Tyr

275

Pro

Ser

Asp

Asn

Val

355

Glu

Lys

Thr

Thr

Val

Gly

260

Gly

Ser

Arg

Pro

Ala

340

Val

Tyr

Thr

Leu

Cys
420

Tyr

245

Ala

Pro

Val

Thr

Glu

325

Lys

Ser

Lys

Ile

Pro

405

Leu

Tyr

Gly

Pro

Phe

Pro

310

Val

Thr

Val

Cys

Ser

390

Pro

Val

Cys

Thr

Cys

Leu

295

Glu

Gln

Lys

Leu

Lys

375

Lys

Ser

Lys

Ala

Thr

Pro

280

Phe

Val

Phe

Pro

Thr

360

Val

Ala

Gln

Gly

Arg

Val

265

Pro

Pro

Thr

Asn

Arg

345

Val

Ser

Lys

Glu

Phe
425

Glu

250

Thr

Cys

Pro

Cys

Trp

330

Glu

Leu

Asn

Gly

Glu
410

sL

Val

Val

Pro

Lys

Val

315

Tyr

Glu

His

Lys

Gln

395

Met

Arg

Ser

Ala

Pro

300

Val

Val

Gln

Gln

Gly

380

Pro

Thr

Tyr Pro Ser
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Leu

Ser

Pro

285

Lys

Val

Asp

Phe

Asp

365

Leu

Arg

Lys

Asp

Arg

Ser

270

Glu

Asp

Asp

Gly

Asn

350

Trp

Pro

Glu

Asn

Ile
430

Tyr

255

Gly

Phe

Thr

Val

Val

335

Ser

Leu

Ser

Pro

Gln

415

Ala

Phe

Glu

Leu

Leu

Ser

320

Glu

Thr

Asn

Ser

Gln

400

Val

Val



Glu

Pro

Val

465

Met

Ser

Gly

Arg

Gln

545

Glu

Ala

Leu

Asp

Trp

Val

450

Asp

His

Leu

Val

Lys

530

Thr

Glu

Pro

Gly

Pro
610

Glu

435

Leu

Lys

Glu

Gly

Leu

515

Lys

Thr

Gly

Ala

Arg

595

Glu

Ser

Asp

Ser

Ala

Lys

500

Leu

Leu

Gln

Gly

Tyr

580

Arg

Met

Asn

Ser

Arg

Leu

485

Met

Leu

Leu

Glu

Cys

565

Lys

Glu

Gly

Gly

Asp

Trp

470

His

Ile

Ser

Tyr

Glu

550

Glu

Gln

Glu

Gly

Gln

Gly

455

Gln

Asn

Tyr

Leu

Ile

535

Asp

Leu

Gly

Tyr

Lys
615

Pro

440

Ser

Glu

His

Ile

Val

520

Phe

Gly

Arg

Gln

Asp

600

Pro

Glu

Phe

Gly

Tyr

Trp

505

Ile

Lys

Cys

Val

Asn

585

Val

Arg

Asn

Phe

Asn

Thr

490

Ala

Thr

Gln

Ser

Lys

570

Gln

Leu

sL

Asn

Leu

Val

475

Gln

Pro

Leu

Pro

Cys

555

Phe

Leu

Asp

Tyr

Tyr

460

Phe

Lys

Leu

Tyr

Phe

540

Arg

Ser

Tyr

Lys

Arg Lys Asn

620
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Lys

445

Ser

Ser

Ser

Ala

Cys

525

Met

Phe

Arg

Asn

Arg

605

Pro

Thr

Arg

Cys

Leu

Gly

510

Lys

Arg

Pro

Ser

Glu

590

Arg

Gln

Thr

Leu

Ser

Ser

495

Thr

Arg

Pro

Glu

Ala

575

Leu

Gly

Glu

Pro

Thr

Val

480

Leu

Cys

Gly

Val

Glu

560

Asp

Asn

Arg

Gly



Leu Tyr Asn
625

Ile Gly Met

Tyr Gln Gly

Met Gln Ala
675

<210>
<211>
<212>
<213>

141
807
DNA

<220>
<221>
<223>

sourc
polyn

<400> 141
atggccctgc

cccggatcca
aaagtgacca
tacctggcect
agcaccagag
accctgacaa
ctgagcagcc
tcaggcggag
gaggtcgtga

accagctact

Glu Leu

Gln

630

Lys Gly

645

Leu Ser

660

Leu Pro

e

ucleotide"

ctgtgacagc
acatcatgct
tgagctgcaa
ggtatcagca
aaagcggcgt
tcagcagcgt
ggacctttgg
gcggatctag
aacctggcgc

acatccactg

Glu

Thr

Pro

Arg

Artificial Sequence

cctgectgcetg
gacccagagc
gagcagccag
gatccccggc
gcccgataga
gcagagegag
cggaggcacc
tggcggagga
ctctgtgaag

gatcaagcag

sL

635

650

665

/note="Description of Artificial Sequence:

cctctggctc
cctagcagcc
agcgtgttct
cagagcccca
ttcaccggca
gacctggcca
aagctggaaa
tctcaggtgc
atgtcctgca

acccctggac

670

Synthe

tgctgctgca
tggccgtgtc
tcagcagctc
agctgctgat
gcggetctgg
tctactactg
tcaagagagg
agctgcagca
aggccagegg

agggcctgga
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Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu

640

Arg Arg Arg Gly Lys Gly His Asp Gly Leu

655

Ala Thr Lys Asp Thr Tyr Asp Ala Leu His

tic

tgccgctaga
tgccggcgag
ccagaagaac
ctactgggcc
caccgacttc
ccaccagtac
cggeggagsc
gccaggcegcc
ctacaccttc

atgggtggga

60

120

180

240

300

360

420

480

540

600



_SL
gtgatctacc ccggcaacga cgacatcagc tacaaccaga agttcaaggg caaggccacc
ctgaccgccg acaagtctag caccaccgcc tacatgcagc tgtccagcct gaccagcgag
gacagcgccg tgtactactg cgccagagaa gtgcggctge ggtacttcga tgtgtgggga
gccggcacca ccgtgaccgt gtcatct
<210> 142
<211> 269
<212> PRT
<213> Artificial Sequence
<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 142
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gly Ser Asn Ile Met Leu Thr Gln Ser Pro Ser
20 25 30

Ser Leu Ala Val Ser Ala Gly Glu Lys Val Thr Met Ser Cys Lys Ser
35 40 45

Ser Gln Ser Val Phe Phe Ser Ser Ser Gln Lys Asn Tyr Leu Ala Trp
50 55 60

Tyr Gln Gln Ile Pro Gly Gln Ser Pro Lys Leu Leu Ile Tyr Trp Ala
65 70 75 80

Ser Thr Arg Glu Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser
85 90 95

Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Val Gln Ser Glu Asp Leu
100 105 110

Page 138

660

720

780

807



Ala

Gly

Gly

145

Glu

Gly

Gly

Ile

Lys

225

Asp

Asp

Ile

Thr

130

Ser

Val

Tyr

Gln

Ser

210

Ser

Ser

Val

Tyr

115

Lys

Ser

Val

Thr

Gly

195

Tyr

Ser

Ala

Trp

<210> 143
<211> 9742
<212> DNA
<213> Artificial Sequence

<220>

<221> source

Tyr

Leu

Gly

Lys

Phe

180

Leu

Asn

Thr

Val

Gly
260

Cys

Glu

Gly

Pro

165

Thr

Glu

Gln

Thr

Tyr

245

Ala

His

Ile

Gly

150

Gly

Ser

Trp

Lys

Ala

230

Tyr

Gly

Gln

Lys

135

Ser

Ala

Tyr

Val

Phe

215

Tyr

Cys

Thr

Tyr

120

Arg

Gln

Ser

Tyr

Gly

200

Lys

Met

Ala

Thr

Leu

Gly

Val

Val

Ile

185

Val

Gly

Gln

Arg

Val
265

Ser

Gly

Gln

Lys

170

His

Ile

Lys

Leu

Glu

250

Thr

sL

Ser

Gly

Leu

155

Met

Trp

Tyr

Ala

Ser

235

Val

Val

Arg

Gly

140

Gln

Ser

Ile

Pro

Thr

220

Ser

Arg

Ser
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Thr

125

Ser

Gln

Cys

Lys

Gly

205

Leu

Leu

Leu

Ser

Phe

Gly

Pro

Lys

Gln

190

Asn

Thr

Thr

Arg

Gly

Gly

Gly

Ala

175

Thr

Asp

Ala

Ser

Tyr
255

Gly

Gly

Ala

160

Ser

Pro

Asp

Asp

Glu

240

Phe



SL

<223> /note="Description of Artificial Sgduence: Synthetic
polynucleotide™

<400> 143
gtgcacgagt

gccccgaaga
tatcccgtat
acttggttga
aattatgcag
cgatcggagg
gccttgatcg
cgatgcctgt
tagcttcccg
tgcgctcggce
ggtctcgegg
tctacacgac
gtgcctcact
ttgatttaaa
tcatgaccaa
agatcaaagg
aaaaaccacc
cgaaggtaac
agttaggcca
tgttaccagt

gatagttacc

gcttggagceg

gggttacatc
acgttttcca
tgacgccggg
gtactcacca
tgctgccata
accgaaggag
ttgggaaccg
agcaatggca
gcaacaatta
ccttccggcet
tatcattgca
ggggagtcag
gattaagcat
acttcatttt
aatcccttaa
atcttcttga
gctaccagcg
tggcttcagc
ccacttcaag
ggctgctgcec
ggataaggcg

aacgacctac

gaactggatc
atgatgagca
caagagcaac
gtcacagaaa
accatgagtg
ctaaccgctt
gagctgaatg
acaacgttgc
atagactgga
ggctggttta
gcactggggc
gcaactatgg
tggtaactgt
taatttaaaa
cgtgagtttt
gatccttttt
gtggtttgtt
agagcgcaga
aactctgtag
agtggcgata
cagcggtcgg

accgaactga

tcaacagcgg
cttttaaagt
tcggtcgecg
agcatcttac
ataacactgc
ttttgcacaa
aagccatacc
gcaaactatt
tggaggcgga
ttgctgataa
cagatggtaa
atgaacgaaa
cagaccaagt
ggatctaggt
cgttccactg
ttctgcgegt
tgccggatca
taccaaatac
caccgcctac
agtcgtgtct
gctgaacggg

gatacctaca

taagatcctt
tctgctatgt
catacactat

ggatggcatg

ggccaactta
catgggggat
aaacgacgag
aactggcgaa
taaagttgca
atctggagcc
gccctcccegt
tagacagatc
ttactcatat
gaagatcctt
agcgtcagac
aatctgctgc
agagctacca
tgttcttcta
atacctcgct
taccgggttg
gggttcgtgc

gcgtgagcta
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gagagttttc
ggcgceggtat
tctcagaatg
acagtaagag
cttctgacaa
catgtaactc
cgtgacacca
ctacttactc
ggaccacttc
ggtgagcgtg
atcgtagtta
gctgagatag
atactttaga
tttgataatc
cccgtagaaa
ttgcaaacaa
actctttttc
gtgtagccgt
ctgctaatcc
gactcaagac

acacagccca

tgagaaagcg

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320



ccacgcttcc
gagagcgcac
ttcgccacct
ggaaaaacgc
acatgttctt
gagctgatac
cggaagagceg
gctggcacga
gttagctcac
gtggaattgt
agcgcgcaat
ttatgcaata
aggagagaaa
attaggaagg
cagagatatt
gatctgagcc
cttgccttga
atccctcaga
ttgaaagcga
cgcacggcaa
ggctagaagg

cgatgggaaa

gtatgggcaa

gaaggctgta

cgaagggaga
gagggagctt
ctgacttgag
cagcaacgcg
tcctgcgtta
cgctcgecgc
cccaatacgc
caggtttccc
tcattaggca
gagcggataa
taaccctcac
ctcttgtagt
aagcaccgtg
caacagacgg
gtatttaagt
tgggagctct
gtgcttcaag
cccttttagt
aagggaaacc
gaggcegages
agagagatgg
aaattcggtt
gcagggagct

gacaaatact

aaggcggaca

ccagggggaa

cgtcgatttt
gcctttttac
tcccctgatt
agccgaacga
aaaccgcctc
gactggaaag
ccccaggctt
caatttcaca
taaagggaac
cttgcaacat
catgccgatt
gtctgacatg
gcctagctcg
ctggctaact
tagtgtgtgc
cagtgtggaa
agaggagctc
gcggegactg
gtgcgagagc
aaggccaggg

agaacgattc

gggacagcta

_SL
ggtatccggt

acgcctggta
tgtgatgctc
ggttcctggc
ctgtggataa
ccgagcgcag
tcceccgegeg
cgggcagtga
tacactttat
caggaaacag
aaaagctgga
ggtaacgatg
ggtggaagta
gattggacga
atacataaac
agggaaccca
ccgtctgttg
aatctctagc
tctcgacgca
gtgagtacgc
gtcagtatta
ggaaagaaaa
gcagttaatc

caaccatccc

aagcggeagg
tctttatagt
gtcagggess
cttttgctgg
ccgtattacc
cgagtcagtg
ttggccgatt
gcgcaacgca
gcttccggcet
ctatgaccat
gctgcaagct
agttagcaac
aggtggtacg
accactgaat
gggtctctct
ctgcttaagc
tgtgactctg
agtggcgccc
ggactcggct
Caaaaatttt
agcgeggeag
aatataaatt
ctggecctgtt

ttcagacagg
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gtcggaacag

cctgtcgggt
cggagcctat
ccttttgctc
gcctttgagt
agcgaggaag
cattaatgca
attaatgtga
cgtatgttgt
gattacgcca
taatgtagtc
atgccttaca
atcgtgcctt
tgccgcattg
ggttagacca
ctcaataaag
gtaactagag
gaacagggac
tgctgaagcg
gactagcgga
aattagatcg
aaaacatata
agaaacatca

atcagaagaa

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760



cttagatcat
aaagacacca
gcacagcaag
aagtgaatta
ggcaaagaga
tgggttcttg
ggccagacaa
ggcgcaacag
cctggctgtg
aaaactcatt
acagatttgg
cttaatacac
attggaatta
gtatataaaa
tgtactttct
cctcccaacc
agacagagac
cccaggaata
tcatgtagcc
agcatacttc
tggcagcaat
ggaatttggc
attaaagaaa

aatggcagta

tatataatac
aggaagcttt
cggccgetga
tataaatata
agagtggtgc
ggagcagcag
ttattgtctg
catctgttgc
gaaagatacc
tgcaccactg
aatcacacga
tccttaattg
gataaatggg
ttattcataa
atagtgaata
ccgaggggac
agatccattc
tggcagctag
agtggatata
ctcttaaaat
ttcaccagta
attccctaca
attataggac

ttcatccaca

agtagcaacc
agacaagata
tcttcagacc
aagtagtaaa
agagagaaaa
gaagcactat
gtatagtgca
aactcacagt
taaaggatca
ctgtgccttg
cctggatgga
aagaatcgca
caagtttgtg
tgatagtagg
gagttaggca
ccgacaggcc
gattagtgaa
attgtacaca
tagaagcaga
tagcaggaag
ctacagttaa
atccccaaag
aggtaagaga

attttaaaag

_SL
ctctattgtg

gaggaagagc
tggaggagga
aattgaacca
aagagcagtg
gggcgeageg
gcagcagaac
ctggggcatc
acagctcctg
gaatgctagt
gtgggacaga
aaaccagcaa
gaattggttt
aggcttggta
gggatattca
Ccgaaggaata
cggatctcga
tttagaagga
agtaattcca
atggccagta
ggccgectgt
tcaaggagta

tcaggctgaa

aaaagggess

tgcatcaaag
aaaacaaaag
gatatgaggg
ttaggagtag
ggaataggag
tcaatgacgc
aatttgctga
aagcagctcc
gggatttggg
tggagtaata
gaaattaaca
gaaaagaatg
aacataacaa
ggtttaagaa
ccattatcgt
gaagaagaag
cggtatcgat
aaagttatct
gcagagacag
aaaacagtac
tggtggecgs
atagaatcta

catcttaaga

attggggesgt
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gatagagata
taagaccacc
acaattggag
cacccaccaa
ctttgttcct
tgacggtaca
gggctattga
aggcaagaat
gttgctctgg
aatctctgga
attacacaag
aacaagaatt
attggctgtg
tagtttttgc
ttcagaccca
gtggagagag
tagactgtag
tggtagcagt
ggcaagaaac
atacagacaa
ggatcaagca
tgaataaaga

cagcagtaca

acagtgcagg

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4140

4200



ggaaagaata
tacaaaaatt
tacgcgtcgt
gagaagttgg
aactgggaaa
tatataagtg
caggtaagtg
gtgccttgaa
ggaagtgggt
gttgaggcct
tgtctcgctg
ctttttttct
gtttttggeg
cggggectgce
gctctggtgc
cggtcggcac
tcaaaatgga
agggcctttc
aggcacctcg
ttttatgcga
cacttgatgt
aagcctcaga
agagccacca

gccgctagac

gtagacataa

caaaattttc

gaggctccgg
ggggaggest
gtgatgtcgt
cagtagtcgc
ccgtgtgtgg
ttacttccac
gggagagttc
ggcctgggceg
ctttcgataa
ggcaagatag
ccgegegeess
gagcgeggcec
ctggcctcgc
cagttgcgtg
ggacgeggcsg
cgtcctcagc
attagttctc
tggagtttcc
aattctcctt
cagtggttca
tggccctgcec

ccggatccga

tagcaacaga
gggtttatta
tgcccgtcag
cggcaattga
gtactggctc
cgtgaacgtt
ttcccgeggg
ctggctgcag
gaggccttgc
ctggggcegce
gtctctagcc
tcttgtaaat
cgacgggecc
accgagaatc
gccgeecgtgt
agcggaaaga
ctcgggagag
cgtcgcttca
gtgcttttgg
ccacactgag
ggaatttgcc
aagttttttt
tgtgacagcc

gatcgtgctg

_SL
catacaaact

cagggacagc
tgggcagagc
accggtgcect
cgecctttttc
ctttttcgca
cctggectct
tacgtgattc
gcttaaggag
cgcgtgcgaa
atttaaaatt
gcgggecaag
cgtgcgtccc
ggacgggggt
atcgccccgce
tggccgcttc
cgggceggstg
tgtgactcca
agtacgtcgt
tgggtggaga
ctttttgagt
cttccatttc
ctgctgctgc

acacagagcc

aaagaattac
agagatccag
gcacatcgcc
agagaaggtg
ccgagggtgg
acgggtttgc
ttacgggtta
ttgatcccga
ccccttecgec
tctggtggca
tttgatgacc
atctgcacac
agcgcacatg
agtctcaagc
cctgggegsc
ccggecectgc
agtcacccac
ctgagtaccg
ctttaggttg
ctgaagttag
ttggatcttg
aggtgtcgtg
ctctggectct

ctggaagcct
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aaaaacaaat
tttggctgca
cacagtcccc
gcgeggggta
gggagaaccg
cgccagaaca
tggcccttgc
gcttcgggtt
tcgtgcttga
ccttcgegcec
tgctgcgacg
tggtatttcg
ttcggcgagg
tggccggect
aaggctggcc
tgcagggagc
acaaaggaaa
ggcgccgtcc
8888828888
gccagcttgg
gttcattctc
agctagctct
gctgctgeat

ggccgtgtct

4260

4320

4380

4440

4500

4560

4620

4680

4740

4800

4860

4920

4980

5040

5100

5160

5220

5280

5340

5400

5460

5520

5580

5640



cctggcgagc
cagaagaact
tactgggcca
accgacttca
caccagtacc
ggcggaggct
cctggegecg
tacaccttca
tgggtgggag
aaggccaccc
accagcgagg
gtgtggggcc
ccctgccccc
cccaagccca
gacgtgtccc
cacaacgcca
gtgctgaccg
aacaagggcc

gagccccagg

ctgacctgcc
ggccagcecg
ttcctgtaca
tgctccgtga

ctgggcaaga

gcgtgacaat
acctggcctg
gcaccagaga
ccctgacaat
tgagcagccg
ctggcggagg
aggtcgtgaa
ccagctacta
tgatctaccc
tgaccgccga
acagcgccgt
agggaaccac
cttgccctgc
aggacaccct
aggaggaccc
agaccaagcc
tgctgcacca
tgcccagcag
tgtacaccct
tggtgaaggg
agaacaacta
gccggctgac
tgcacgaggc

tgatctacat

gagctgcaag
gtatcagcag
aagcggegtg
cagcagcgtg
gacctttggc
cggatctagt
acctggcgcc
catccactgg
cggcaacgac
caagtctagc
gtactactgc
cgtgaccgtg
ccccgagttc
gatgatcagc
cgaggtccag
ccgggagegag
ggactggctg
catcgagaaa
gccccctagc
cttctacccc
caagaccacc
cgtggacaag

cctgcacaac

ctgggcgccc

SL
agcagccaga

atccccggcec
cccgatagat
cagcccgagg
cagggcacca
ggcggaggat
tctgtgaaga
atcaagcaga
gacatcagct
accaccgcct
gccagagaag
tcatcttccg
ctgggcggac
cggacccccg
ttcaactggt
cagttcaata
aacggcaagg
accatcagca
caagaggaga
agcgacatcg
ccccctgtgce
agccggtggce

cactacaccc

ttggccggga

gcgtgttctt
agagccccag
tcaccggcag
acctggccat
agctggaaat
ctcaggtgca
tgtcctgcaa
cccctggaca
acaaccagaa
acatgcagct
tgcggctgceg
gagagagcaa
ccagcgtgtt
aggtgacctg
acgtggacgg
gcacctaccg
aatacaagtg
aggccaaggg
tgaccaagaa
ccgtggagtg
tggacagcga
aggagggcaa
agaagagcct

cttgtggggt
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cagcagctcc
actgctgatc
cggctctggc
ctactactgc
caagagaggc
gctgcagcag
ggccageggc
gggcctggaa
gttccagggc
gtccagcctg
gtacttcgat
gtacggccct
cctgttcccc
tgtggtggte
cgtggaggtsg
ggtggtgtcc
taaggtgtcc
ccagcctcgg
ccaggtgtcc
ggagagcaac
cggcagcttc
cgtctttagc
gagcctgtcc

ccttctcctg

5700

5760

5820

5880

5940

6000

6060

6120

6180

6240

6300

6360

6420

6480

6540

6600

6660

6720

6780

6840

6900

6960

7020

7080



tcactggtta
caaccattta
ccagaagaag
cccgecgtaca
gagtacgatg
aggaagaacc
tacagtgaga
cagggtctca
cctcgctaag
cttaactatg
gctattgcett
ctttatgagg
gacgcaaccc
gctttccccc
acaggggctc
tttccttggce
gtcccttegg
cctcttccgc
ccgcctggaa
ttagccactt
aagatctgct
tctctggcta
aagtagtgtg

agtcagtgtg

tcacccttta
tgagaccagt
aagaaggagg
agcagggcca
ttttggacaa
ctcaggaagg
ttgggatgaa
gtacagccac
tcgacaatca
ttgctccttt
cccgtatggc
agttgtggcc
ccactggttg
tccctattgce
ggctgttggg
tgctcgectg
ccctcaatcc
gtcttcgcect
ttcgagctcg
tttaaaagaa
ttttgcttgt
actagggaac
tgcccgtctg

gaaaatctct

ctgcaaacgg
acaaactact
atgtgaactg
gaaccagctc
gagacgtggc
cctgtacaat
aggcgagcgc
caaggacacc
acctctggat
tacgctatgt
tttcattttc
cgttgtcagg
gggcattgcc
cacggcggaa
cactgacaat
tgttgccacc
agcggacctt
tcgccctcag
gtacctttaa
aagggggeac
actgggtctc
ccactgctta
ttgtgtgact

agcagtagta

SL
ggcagaaaga

caagaggaag
agagtgaagt
tataacgagc
cgggaccctg
gaactgcaga
cggagggeca
tacgacgccc
tacaaaattt
ggatacgctg
tcctecttgt
caacgtggcg
accacctgtc
ctcatcgccg
tccgtggtgt
tggattctgc
ccttcccgceg
acgagtcgga
gaccaatgac
tggaagggct
tctggttaga
agcctcaata
ctggtaacta

gttcatgtca

aactcctgta
atggctgtag
tcagcaggag
tcaatctagg

agatggggeses

aagataagat
aggggcacga
ttcacatgca
gtgaaagatt
ctttaatgcc
ataaatcctg
tggtgtgcac
agctcctttc

cctgecttgc

tgtcggggaa
gcgggacgtc
gcctgectgcec
tctccctttg
ttacaaggca
aattcactcc
ccagatctga
aagcttgcct
gagatccctc

tcttattatt
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tatattcaaa
ctgccgattt
cgcagacgcc
acgaagagag
aaagccgaga
ggcggaggcc
tggcctttac
ggccctgcecc
gactggtatt
tttgtatcat
gttgctgtct
tgtgtttgct
cgggactttc
ccgectgcectgg
gctgacgtcc
cttctgctac
ggctctgegg
ggccgcectcc
gctgtagatc
caacgaagac
gcctgggagce
tgagtgcttc
agaccctttt

cagtatttat

7140

7200

7260

7320

7380

7440

7500

7560

7620

7680

7740

7800

7860

7920

7980

8040

8100

8160

8220

8280

8340

8400

8460

8520



aacttgcaaa
gttacaaata
ctagttgtgg
gcccctaact
ttatgcagag
ttttggaggc
ctcactggcc
tcgccttgcea
tcgcccttcc
attaagcgcg
agcgcccgct
tcaagctcta
ccccaaaaaa
ttttcgccect
aacaacactc
ggcctattgg
attaacgctt
ttatttttct
cttcaataat
cccttttttg
aaagatgctg
<210> 144

<211> 2037
<212> DNA

gaaatgaata
aagcaatagc
tttgtccaaa
ccgcccagtt
geegaggecesg
ctagctaggg
gtcgttttac
gcacatcccc
caacagttgc
gcgggtgteg
cctttcgcett
aatcggggsc
cttgattagg
ttgacgttgg
aaccctatct
ttaaaaaatg
acaatttagg
aaatacattc
attgaaaaag
cggcattttg

aagatcagtt

tcagagagtg
atcacaaatt
ctcatcaatg
ccgcccattc
cctcggectc
acgtacccaa
aacgtcgtga
ctttcgccag
gcagcctgaa
tggttacgcg
tcttcccttc
tccctttagg
gtgatggttc
agtccacgtt
cggtctattc
agctgattta
tggcactttt
aaatatgtat
gaagagtatg
ccttcctgtt

g8

<213> Artificial Sequence

_SL
agaggaactt

tcacaaataa
tatcttatca
tccgeccccat
tgagctattc
ttcgccctat
ctgggaaaac
ctggcgtaat
tggcgaatgg
cagcgtgacc
ctttctcgcc
gttccgattt
acgtagtggg
ctttaatagt
ttttgattta
acaaaaattt
cggggaaatg
ccgctcatga
agtattcaac

tttgctcacc

gtttattgca
agcatttttt
tgtctggctc
ggctgactaa
cagaagtagt
agtgagtcgt
cctggegtta
agcgaagagg
gacgcgccct
gctacacttg
acgttcgccg
agtgctttac
ccatcgccct
ggactcttgt
taagggattt
aacgcgaatt
tgcgcggaac
gacaataacc
atttccgtgt

cagaaacgct

Page 146

gcttataatg
tcactgcatt
tagctatccc
ttttttttat
gaggaggctt
attacgcgcg
cccaacttaa
cccgcaccga
gtagcggegce
ccagcgccct
gctttccccg
ggcacctcga
gatagacggt
tccaaactgg
tgccgatttc
ttaacaaaat
ccctatttgt
ctgataaatg
cgcccttatt

ggtgaaagta

8580

8640

8700

8760

8820

8880

8940

9000

9060

9120

9180

9240

9300

9360

9420

9480

9540

9600

9660

9720

9742



<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide™

<400> 144
atggccctgc

cccggatccg
cgcgtgacaa
tacctggcct
agcaccagag
accctgacaa
ctgagcagcc
tctggceggag
gaggtcgtga
accagctact
gtgatctacc
ctgaccgccg
gacagcgccg
cagggaacca
ccttgecectg
aaggacaccc
caggaggacc
aagaccaagc
gtgctgcacc
ctgcccagca

gtgtacaccc

ctgtgacagc
agatcgtgct
tgagctgcaa
ggtatcagca
aaagcggcegt
tcagcagcgt
ggacctttgg
gcggatctag
aacctggcgc
acatccactg
ccggcaacga
acaagtctag
tgtactactg
ccgtgaccgt
cccccgagtt
tgatgatcag
ccgaggtcca
ccecgggagsga
aggactggct
gcatcgagaa

tgccccctag

cctgctgetg
gacacagagc
gagcagccag
gatccccggc
gcccgataga
gcagcccgag
ccagggcacc
tggcggagga
ctctgtgaag
gatcaagcag
cgacatcagc
caccaccgcc
cgccagagaa
gtcatcttcc
cctgggcegga
ccggaccccc
gttcaactgg
gcagttcaat

gaacggcaag

aaccatcagc

ccaagaggag

sL

cctctggctc
cctggaagcc
agcgtgttct
cagagcccca
ttcaccggca
gacctggcca
aagctggaaa
tctcaggtgc
atgtcctgca
acccctggac
tacaaccaga
tacatgcagc
gtgcggcetgc
ggagagagca
cccagcecgtgt
gaggtgacct
tacgtggacg
agcacctacc
gaatacaagt

aaggccaagg

atgaccaaga

tgctgctgca
tggccgtgtc
tcagcagctc
gactgctgat
gcggetetgg
tctactactg
tcaagagagg
agctgcagca
aggccagegg
agggcctgga
agttccaggg
tgtccagcct
ggtacttcga
agtacggccc
tcctgttccc
gtgtggtggt
gcgtggaggt
gggtggtgtc
gtaaggtgtc
gccagcctcg

accaggtgtc

Page 147

tgccgctaga
tcctggcgag
ccagaagaac
ctactgggcc
caccgacttc
ccaccagtac
cggeggagsc
gcctggegcc
ctacaccttc
atgggtggga
caaggccacc
gaccagcgag
tgtgtgggsc
tccctgeccc
ccccaagecc
ggacgtgtcc
gcacaacgcc
cgtgctgacc
caacaagggc

ggagccccag

cctgacctgc

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260



ctggtgaagg
gagaacaact
agccggctga
atgcacgagg
atgatctaca
atcacccttt
atgagaccag
gaagaaggag
aagcagggcc
gttttggaca
cctcaggaag
attgggatga
agtacagcca
<210>
<211>

<212>
<213>

145
679
PRT

<220>
<221>
<223>

gcttctaccc
acaagaccac
ccgtggacaa
ccctgcacaa
tctgggcegcec
actgcaaacg
tacaaactac
gatgtgaact
agaaccagct
agagacgtgg
gcctgtacaa
aaggcgagesg

ccaaggacac

source
/note="Description of Artificial Sequence: Synthetic

polypeptide”

<400> 145

cagcgacatc
ccccecctgtg
gagccggtgg
ccactacacc
cttggeceggg
gggcagaaag
tcaagaggaa
gagagtgaag
ctataacgag
ccgggaccct
tgaactgcag
ccggaggesc

ctacgacgcc

Artificial Sequence

sL
gccgtggagt

ctggacagcg
caggagggca
cagaagagcc
acttgtgggsg
aaactcctgt
gatggctgta
ttcagcagga
ctcaatctag

gagatgggges

aaagataaga

aaggggcacg

cttcacatgc

gggagagcaa
acggcagctt
acgtctttag
tgagcctgtc
tccttctect
atatattcaa
gctgccgatt
gcgcagacgc
gacgaagaga
gaaagccgag
tggcggaggc
atggccttta

aggccctgcc

cggccagecc
cttcctgtac
ctgctccgtg
cctgggcaag
gtcactggtt
acaaccattt
tccagaagaa
ccccgcegtac
ggagtacgat
aaggaagaac
ctacagtgag
ccagggtctc

ccctcegce

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1

5

10

15

His Ala Ala Arg Pro Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly

20

25

30

Ser Leu Ala Val Ser Pro Gly Glu Arg Val Thr Met Ser Cys Lys Ser

35

40

45

Page 148

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2037



Ser

Tyr

65

Ser

Gly

Ala

Gly

Gly

145

Glu

Gly

Gly

Ile

Lys
225

Gln

50

Gln

Thr

Thr

Ile

Thr

130

Ser

Val

Tyr

Gln

Ser

210

Ser

Ser

Gln

Arg

Asp

Tyr

115

Lys

Ser

Val

Thr

Gly

195

Tyr

Ser

Val

Ile

Glu

Phe

100

Tyr

Leu

Gly

Lys

Phe

180

Leu

Asn

Thr

Phe

Pro

Ser

85

Thr

Cys

Glu

Gly

Pro

165

Thr

Glu

Gln

Thr

Phe

Gly

70

Gly

Leu

His

Ile

Gly

150

Ser

Trp

Lys

Ala
230

Ser

55

Gln

Val

Thr

Gln

Lys

135

Ser

Ala

Tyr

Val

Phe

215

Tyr

Ser

Ser

Pro

Ile

Tyr

120

Arg

Gln

Ser

Tyr

Gly

200

Gln

Met

Ser

Pro

Asp

Ser

105

Leu

Gly

Val

Val

Ile

185

Val

Gly

Gln

Gln

Arg

Arg

90

Ser

Ser

Gly

Gln

Lys

170

His

Ile

Lys

Leu

sL

Lys

Leu

75

Phe

Val

Ser

Gly

Leu

155

Met

Trp

Tyr

Ala

Ser
235

Asn

60

Leu

Thr

Gln

Arg

Gly

140

Gln

Ser

Ile

Pro

Thr

220

Ser

Page 149

Tyr

Ile

Gly

Pro

Thr

125

Ser

Gln

Cys

Lys

Gly

205

Leu

Leu

Leu

Tyr

Ser

Glu

110

Phe

Gly

Pro

Lys

Gln

190

Asn

Thr

Thr

Ala

Trp

Gly

95

Asp

Gly

Gly

Gly

Ala

175

Thr

Asp

Ala

Ser

Trp

Ala

80

Ser

Leu

Gln

Gly

Ala

160

Ser

Pro

Asp

Asp

Glu
240



Asp

Asp

Ser

Gly

Met

305

Gln

Val

Tyr

Gly

Ile

385

Val

Ser

Ser

Val

Lys

Gly

290

Ile

Glu

His

Arg

Lys

370

Glu

Tyr

Leu

Ala

Trp

Tyr

275

Pro

Ser

Asp

Asn

Val

355

Glu

Lys

Thr

Thr

Val

Gly

260

Gly

Ser

Arg

Pro

Ala

340

Val

Tyr

Thr

Leu

Cys
420

Tyr

245

Gln

Pro

Val

Thr

Glu

325

Lys

Ser

Lys

Ile

Pro

405

Leu

Tyr

Gly

Pro

Phe

Pro

310

Val

Thr

Val

Cys

Ser

390

Pro

Val

Cys

Thr

Cys

Leu

295

Glu

Gln

Lys

Leu

Lys

375

Lys

Ser

Lys

Ala

Thr

Pro

280

Phe

Val

Phe

Pro

Thr

360

Val

Ala

Gln

Gly

Arg

Val

265

Pro

Pro

Thr

Asn

Arg

345

Val

Ser

Lys

Glu

Phe
425

Glu

250

Thr

Cys

Pro

Cys

Trp

330

Glu

Leu

Asn

Gly

Glu
410

sL

Val

Val

Pro

Lys

Val

315

Tyr

Glu

His

Lys

Gln

395

Met

Arg

Ser

Ala

Pro

300

Val

Val

Gln

Gln

Gly

380

Pro

Thr

Tyr Pro Ser

Page 150

Leu

Ser

Pro

285

Lys

Val

Asp

Phe

Asp

365

Leu

Arg

Lys

Asp

Arg

Ser

270

Glu

Asp

Asp

Gly

Asn

350

Trp

Pro

Glu

Asn

Ile
430

Tyr

255

Gly

Phe

Thr

Val

Val

335

Ser

Leu

Ser

Pro

Gln

415

Ala

Phe

Glu

Leu

Leu

Ser

320

Glu

Thr

Asn

Ser

Gln

400

Val

Val



Glu

Pro

Val

465

Met

Ser

Gly

Arg

Gln

545

Glu

Ala

Leu

Asp

Trp

Val

450

Asp

His

Leu

Val

Lys

530

Thr

Glu

Pro

Gly

Pro
610

Glu

435

Leu

Lys

Glu

Gly

Leu

515

Lys

Thr

Gly

Ala

Arg

595

Glu

Ser

Asp

Ser

Ala

Lys

500

Leu

Leu

Gln

Gly

Tyr

580

Arg

Met

Asn

Ser

Arg

Leu

485

Met

Leu

Leu

Glu

Cys

565

Lys

Glu

Gly

Gly

Asp

Trp

470

His

Ile

Ser

Tyr

Glu

550

Glu

Gln

Glu

Gly

Gln

Gly

455

Gln

Asn

Tyr

Leu

Ile

535

Asp

Leu

Gly

Tyr

Lys
615

Pro

440

Ser

Glu

His

Ile

Val

520

Phe

Gly

Arg

Gln

Asp

600

Pro

Glu

Phe

Gly

Tyr

Trp

505

Ile

Lys

Cys

Val

Asn

585

Val

Arg

Asn

Phe

Asn

Thr

490

Ala

Thr

Gln

Ser

Lys

570

Gln

Leu

sL

Asn

Leu

Val

475

Gln

Pro

Leu

Pro

Cys

555

Phe

Leu

Asp

Tyr

Tyr

460

Phe

Lys

Leu

Tyr

Phe

540

Arg

Ser

Tyr

Lys

Arg Lys Asn

620

Page 151

Lys

445

Ser

Ser

Ser

Ala

Cys

525

Met

Phe

Arg

Asn

Arg

605

Pro

Thr

Arg

Cys

Leu

Gly

510

Lys

Arg

Pro

Ser

Glu

590

Arg

Gln

Thr

Leu

Ser

Ser

495

Thr

Arg

Pro

Glu

Ala

575

Leu

Gly

Glu

Pro

Thr

Val

480

Leu

Cys

Gly

Val

Glu

560

Asp

Asn

Arg

Gly



Leu
625

Tyr Asn

Ile Gly Met

Tyr Gln Gly

Met Gln Ala

675

<210>
<211>
<212>
<213>

146
738
DNA

<220>
<221>
<223>

sourc
polyn

<400> 146
gagatcgtgc

atgagctgca
tggtatcagc
gaaagcggesg
atcagcagcg
cggacctttg
ggcggatcta
aaacctggcg
tacatccact

cccggcaacg

Glu Leu

Gln

630

Lys
645

Leu Ser

660

Leu Pro

e

ucleotide"

tgacacagag
agagcagcca
agatccccgg
tgcccgatag
tgcagcccga
gccagggcac
gtggcggagg
cctctgtgaa
ggatcaagca

acgacatcag

Gly Glu

Thr

Pro

Arg

Artificial Sequence

ccctggaagc
gagcgtgttc
ccagagcccc
attcaccggc
ggacctggcc
caagctggaa
atctcaggtg
gatgtcctgc
gacccctgga

ctacaaccag

sL

635

650

665

/note="Description of Artificial Sequence:

ctggccgtgt
ttcagcagct
agactgctga
agcggctctg
atctactact
atcaagagag
cagctgcagc
aaggccagcg
cagggcctgg

aagttccagg

670

Synthe

ctcctggcga
cccagaagaa
tctactgggc
gcaccgactt
gccaccagta
gcggegegags
agcctggcegc
gctacacctt

aatgggtggg

gcaaggccac

Page 152

Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu

640

Arg Arg Arg Gly Lys Gly His Asp Gly Leu

655

Ala Thr Lys Asp Thr Tyr Asp Ala Leu His

tic

gcgcgtgaca
ctacctggcc
cagcaccaga
caccctgaca
cctgagcagc
ctctggcgga
cgaggtcgtg
caccagctac
agtgatctac

cctgaccgcc

60

120

180

240

300

360

420

480

540

600



_SL
gacaagtcta gcaccaccgc ctacatgcag ctgtccagcc tgaccagcga ggacagcgcc
gtgtactact gcgccagaga agtgcggctg cggtacttcg atgtgtgggg ccagggaacc
accgtgaccg tgtcatct
<210> 147
<211> 246
<212> PRT
<213> Artificial Sequence
<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide”
<400> 147
Glu Ile Val Leu Thr Gln Ser Pro Gly Ser Leu Ala Val Ser Pro Gly
1 5 10 15

Glu Arg Val Thr Met Ser Cys Lys Ser Ser Gln Ser Val Phe Phe Ser
20 25 30

Ser Ser Gln Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Ile Pro Gly Gln
35 40 45

Ser Pro Arg Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Val Gln Pro Glu Asp Leu Ala Ile Tyr Tyr Cys His Gln
85 90 95

Tyr Leu Ser Ser Arg Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys
100 105 110

Arg Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Gly Gly Gly Ser

Page 153

660

720

738



Gln

Ser

145

Tyr

Gly

Gln

Met

Ala

225

Thr

<210>
<211>
<212>
<213>

Val

130

Val

Ile

Val

Gly

Gln

210

Arg

Val

<220>

<221>
<223>

115

Gln

Lys

His

Ile

Lys

195

Leu

Glu

Thr

148
132
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Leu

Met

Trp

Tyr

180

Ala

Ser

Val

Val

Gln

Ser

Ile

165

Pro

Thr

Ser

Arg

Ser
245

polypeptide”

<400> 148
Asp Val Pro Asp Tyr Ala Ser Leu Gly Gly Pro Ser Ser Pro Lys Lys

1

5

Gln

Cys

150

Lys

Gly

Leu

Leu

Leu

230

Ser

Pro
135

Lys

Gln

Asn

Thr

Thr

215

Arg

120

Gly

Ala

Thr

Asp

Ala

200

Ser

Tyr

Ala

Ser

Pro

Asp

185

Asp

Glu

Phe

Glu

Gly

Gly

170

Ile

Lys

Asp

Asp

10

sL

Val

Tyr

155

Gln

Ser

Ser

Ser

Val
235

Val

140

Thr

Gly

Tyr

Ser

Ala

220

Trp

Page 154

125

Lys

Phe

Leu

Asn

Thr

205

Val

Gly

Pro

Thr

Glu

Gln

190

Thr

Tyr

Gln

Gly

Ser

Trp

175

Lys

Ala

Tyr

Gly

15

Ala

Tyr

160

Val

Phe

Tyr

Cys

Thr
240



Lys

Asp

Thr

Asn

65

Trp

Thr

Ile

Glu

<210>
<211>
<212>
<213>

Arg

Gly

Gly

50

Lys

Glu

Ile

Pro

Thr
130

<220>

<221>
<223>

Lys

Arg

35

Met

Pro

Glu

Ser

Pro

115

Ser

149
108
PRT
Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic

Val

20

Thr

Leu

Phe

Gly

Pro

100

His

Tyr

Ser

Phe

Glu

Lys

Val

85

Asp

Ala

polypeptide”

<400> 149
Val Gln Val Glu Thr Ile Ser Pro Gly Asp Gly Arg Thr Phe Pro Lys

1

5

Arg

Pro

Asp

Phe

70

Ala

Tyr

Thr

Gly

Lys

Gly

55

Met

Gln

Ala

Leu

Val

Arg

40

Lys

Leu

Met

Tyr

Val
120

Gln

25

Gly

Lys

Gly

Ser

Gly
105

Phe

Val

Gln

Phe

Lys

Val

90

Ala

Asp

10

sL

Glu

Thr

Asp

Gln

75

Gly

Thr

Val

Thr

Cys

Ser

60

Glu

Gln

Gly

Glu

Page 155

Ile

Val

45

Ser

Val

Arg

His

Leu
125

Ser

30

Val

Arg

Ile

Ala

Pro

110

Leu

Pro

His

Asp

Arg

Lys

95

Gly

Lys

15

Gly

Tyr

Arg

Gly

80

Leu

Ile

Leu



Arg

Lys

Leu

Met

65

Tyr

Val

<210>
<211>
<212>
<213>

Gly

Lys

Gly

50

Ser

Gly

Phe

<220>

<221>
<223>

Gln

Phe

35

Lys

Val

Ala

Asp

150
93
PRT
Artificial Sequence

source
/note="Description of

Thr

20

Asp

Gln

Gly

Thr

Val
100

Cys

Ser

Glu

Gln

Gly

85

Glu

polypeptide”

<400> 150
Ile Leu Trp His Glu Met Trp

1

5

Val

Ser

Val

Arg

70

His

Leu

Val

Arg

Ile

55

Ala

Pro

Leu

Leu Tyr Phe Gly Glu Arg Asn

20

Pro Leu His Ala Met Met Glu

35

His

Asp

40

Arg

Lys

Gly

Lys

Artificial Sequence:

Tyr

25

Arg

Gly

Leu

Ile

Leu
105

Thr

Asn

Trp

Thr

Ile

90

Glu

sL

Gly

Lys

Glu

Ile

75

Pro

Thr

Met

Pro

Glu

60

Ser

Pro

Ser

His Glu Gly Leu Glu

10

Val Lys Gly Met Phe

25

Arg Gly Pro Gln Thr

40

Page 156

Leu Glu
30

Phe Lys

45

Gly val

Pro Asp

His Ala

Asp

Phe

Ala

Tyr

Thr
95

Synthetic

Gly

Met

Gln

Ala

80

Leu

Glu Ala Ser Arg

15

Glu Val Leu Glu

30

Leu Lys Glu Thr

45



sL

Ser Phe Asn Gln Ala Tyr Gly Arg Asp Leu Met Glu Ala Gln Glu Trp

50

55

60

Cys Arg Lys Tyr Met Lys Ser Gly Asn Val Lys Asp Leu Thr Gln Ala

65

70

75

Trp Asp Leu Tyr Tyr His Val Phe Arg Arg Ile Ser Lys

<210> 151
<211> 95
<212> PRT

<213>

<220>
<221> source

<223>

85

polypeptide”

<400> 151

Ile
1

Leu

Pro

Ser

Cys

65

Trp

Leu Trp His

Tyr Phe Gly
20

Leu His Ala
35

Phe Asn Gln
50

Arg Lys Tyr

Asp Leu Tyr

<210> 152

Glu

5

Glu

Met

Ala

Met

Tyr
85

Met

Arg

Met

Tyr

Lys

70

His

Artificial Sequence

/note="Description of

Trp

Asn

Glu

Gly

55

Ser

Val

Artificial Sequence:

His

Val

Arg

40

Arg

Gly

Phe

Glu

Lys

25

Gly

Asp

Asn

Arg

90

Gly Leu Ile Glu
10

Gly Met Phe Glu

Pro Gln Thr Leu
45

Leu Met Glu Ala
60

Val Lys Asp Leu
75

Arg Ile Ser Lys
90

Page 157

Ala

Val

30

Lys

Gln

Thr

Thr

Synthetic

Ser

15

Leu

Glu

Glu

Gln

Ser
95

80

Arg

Glu

Thr

Trp

Ala
80



<211> 95
<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of
polypeptide”

<400> 152
Ile Leu Trp
1

Leu Tyr Phe

Pro Leu His
35

Ser Phe Asn
50

Cys Arg Lys
65

Trp Asp Leu

<210> 153
<211> 95
<212> PRT

His

Gly

20

Ala

Gln

Tyr

Tyr

Glu

5

Glu

Met

Ala

Met

Tyr
85

Met

Arg

Met

Tyr

Lys

70

His

Trp

Asn

Glu

Gly

55

Ser

Val

<213> Artificial Sequence

<220>
<221> source

sL

Artificial Sequence: Synthetic

His

Val

Arg

40

Arg

Gly

Phe

Glu

Lys

25

Gly

Asp

Asn

Arg

Gly

10

Gly

Pro

Leu

Val

Arg
90

Leu

Met

Gln

Met

Lys

75

Ile

Leu

Phe

Thr

Glu

60

Asp

Ser

Glu

Glu

Leu

45

Ala

Leu

Lys

Ala

Val

30

Lys

Gln

Thr

Thr

Ser

15

Leu

Glu

Glu

Gln

Ser
95

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide”

<400> 153

Arg

Glu

Thr

Trp

Ala
80

Ile Leu Trp His Glu Met Trp His Glu Gly Leu Glu Glu Ala Ser Arg

1

5

10

Page 158

15



Leu Ty

Pro Le

Ser Ph
50

Cys Ar
65

Trp As

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
222>
<223>

<400>

r Phe Gly
20

u His Ala
35

e Asn Gln

g Lys Tyr

p Leu Tyr

154
95
PRT

Glu

Met

Ala

Met

Tyr
85

Arg

Met

Tyr

Lys

70

His

Asn

Glu

Gly

55

Ser

Val

Artificial Sequence

source

Val

Arg

40

Arg

Gly

Phe

Lys

25

Asp

Asn

Arg

Gly

Pro

Leu

Val

Arg
90

sL

Met

Gln

Met

Lys

75

Ile

Phe

Thr

Glu

60

Asp

Ser

Glu

Leu

45

Ala

Leu

Lys

Val

30

Lys

Gln

Leu

Thr

Leu Glu

Glu Thr

Glu Trp

Gln Ala

80

Ser
95

/note="Description of Artificial Sequence: Synthetic
polypeptide”

MOD_RES

(12)..(12)
Any amino acid

MOD_RES

(78)..(78)
Any amino acid

154

Ile Leu Trp His Glu Met Trp His Glu Gly Leu Xaa Glu Ala Ser Arg

1

5

10

15

Leu Tyr Phe Gly Glu Arg Asn Val Lys Gly Met Phe Glu Val Leu Glu

Page 159



20

Pro Leu His Ala Met Met Glu
35

Ser Phe Asn Gln Ala Tyr Gly
50 55

Cys Arg Lys Tyr Met Lys Ser
65 70

Trp Asp Leu Tyr Tyr His Val
85

<210>
<211>
<212>
<213>

155

95

PRT

Artificial Sequence

<220>
<221>
<223>

source
/note="Description of
polypeptide”

<400> 155
Ile Leu Trp His Glu
1 5

Met Trp

Leu Tyr Phe Gly Glu
20

Arg Asn

Pro Leu His Ala Met Met Glu

35

Ser Phe Asn Gln
50

Ala Tyr Gly

55

Cys Arg Lys Tyr Met Ser

65

Lys
70

sL
25

Arg Gly Pro Gln Thr

40

Glu
60

Arg Asp Leu Met

Gly Asn Val Lys
75

Asp

Phe Arg Arg Ile Ser

90

Artificial Sequence:

His Glu Gly Leu Ile
10

Val Lys Gly Met Phe
25

Arg Gly Pro Gln Thr
40

Arg Asp Leu Met Glu
60

Gly Asn Val Lys Asp
75

Page 160

30

Leu Lys Glu
45

Ala Gln Glu

Leu Xaa Gln

Thr Ser
95

Lys

Synthetic

Glu Ala Ser

15

Glu Vval

30

Leu

Leu Glu

45

Lys

Ala Gln Glu

Leu Leu Gln

Thr

Trp

Ala
80

Arg

Glu

Thr

Trp

Ala
80



sL

Trp Asp Leu Tyr Tyr His Val Phe Arg Arg Ile Ser Lys Thr Ser

<210> 156
<211> 95
<212> PRT

85

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of
polypeptide”

<400> 156
Ile Leu Trp
1

Leu Tyr Phe

Pro Leu His
35

Ser Phe Asn
50

Cys Arg Lys
65

Trp Asp Leu

<210> 157
<211> 1132
<212> PRT

His

Gly

20

Ala

Gln

Tyr

Tyr

Glu

5

Glu

Met

Ala

Met

Tyr
85

Met

Arg

Met

Tyr

Lys

70

His

Trp

Asn

Glu

Gly

55

Ser

Val

<213> Artificial Sequence

<220>
<221> source

Artificial Sequence:

His

Val

Arg

40

Arg

Gly

Phe

Glu

Lys

25

Gly

Asp

Asn

Arg

90

Gly

10

Gly

Pro

Leu

Val

Arg
90

Leu

Met

Gln

Met

Lys

75

Ile

Leu

Phe

Thr

Glu

60

Asp

Ser

Page 161

95

Synthetic

Glu

Glu

Leu

45

Ala

Leu

Lys

Ala

Val

30

Lys

Gln

Leu

Thr

Ser

15

Leu

Glu

Glu

Gln

Ser
95

Arg

Glu

Thr

Trp

Ala
80



<223> /note="Description of
polypeptide”

<400> 157
Met Pro Arg Ala

1

His

Pro

Ala

Pro

65

Val

Leu

Glu

Asp

Gly

145

Leu

Tyr

Gln

Leu

50

Pro

Ala

Ala

Ala

Ala

130

Asp

Val

Arg

Gly

35

Val

Ala

Arg

Phe

Phe

115

Leu

Asp

Ala

Glu

20

Trp

Ala

Ala

Val

Gly

100

Thr

Arg

Val

Pro

Pro

Val

Arg

Gln

Pro

Leu

85

Phe

Thr

Gly

Leu

Ser
165

Arg

Leu

Leu

Cys

Ser

70

Gln

Ala

Ser

Ser

Val

150

Cys

Cys

Pro

Val

Leu

55

Phe

Arg

Leu

Val

Gly

135

His

Ala

Artificial SEQuence:

Arg

Leu

Gln

40

Val

Arg

Leu

Leu

Arg

120

Ala

Leu

Tyr

Ala

Ala

25

Arg

Cys

Gln

Cys

Asp

105

Ser

Trp

Leu

Gln

Val

10

Thr

Gly

Val

Val

Glu

90

Gly

Tyr

Gly

Ala

Val
170

SL

Arg

Phe

Asp

Pro

Ser

75

Arg

Ala

Leu

Leu

Arg

155

Cys

Ser

Val

Pro

Trp

60

Cys

Gly

Arg

Pro

Leu

140

Cys

Gly

Page 162

Synthetic

Leu

Arg

Ala

45

Asp

Leu

Ala

Gly

Asn

125

Leu

Ala

Pro

Leu

Arg

30

Ala

Ala

Lys

Lys

Gly

110

Thr

Arg

Leu

Pro

Arg

15

Leu

Phe

Arg

Glu

Asn

95

Pro

Val

Arg

Phe

Leu
175

Ser

Gly

Arg

Pro

Leu

80

Val

Pro

Thr

Val

Val

160

Tyr



Gln

Pro

Glu

Gly

225

Gly

Ala

Val

Leu

Ala

305

Cys

Asp

Ser

Leu

Arg

Ala

210

Gly

Ala

His

Ser

Ser

290

Gly

Pro

Lys

Leu

Gly

Arg

195

Gly

Ser

Ala

Pro

Pro

275

Gly

Pro

Pro

Glu

Thr
355

Ala

180

Arg

Val

Ala

Pro

Gly

260

Ala

Thr

Pro

Val

Gln

340

Gly

Ala

Leu

Pro

Ser

Glu

245

Arg

Arg

Arg

Ser

Tyr

325

Leu

Ala

Thr

Gly

Leu

Arg

230

Pro

Thr

Pro

His

Thr

310

Ala

Arg

Arg

Gln

Cys

Gly

215

Ser

Glu

Arg

Ala

Ser

295

Ser

Glu

Pro

Arg

Ala

Glu

200

Leu

Leu

Arg

Gly

Glu

280

His

Arg

Thr

Ser

Leu
360

Arg

185

Arg

Pro

Pro

Thr

Pro

265

Glu

Pro

Pro

Lys

Phe

345

Val

Pro

Ala

Ala

Leu

Pro

250

Ser

Ala

Ser

Pro

His

330

Leu

Glu

_SL
Pro

Trp

Pro

Pro

235

Val

Asp

Thr

Val

Arg

315

Phe

Leu

Thr

Pro

Asn

Gly

220

Lys

Gly

Arg

Ser

Gly

300

Pro

Leu

Ser

Ile

Page 163

His

His

205

Ala

Arg

Gln

Gly

Leu

285

Arg

Trp

Tyr

Ser

Phe
365

Ala

190

Ser

Arg

Pro

Gly

Phe

270

Glu

Gln

Asp

Ser

Leu

350

Leu

Ser

Val

Arg

Arg

Ser

255

Cys

Gly

His

Thr

Ser

335

Arg

Gly

Gly

Arg

Arg

Arg

240

Trp

Val

Ala

His

Pro

320

Gly

Pro

Ser



Arg

Arg

385

Ala

Ala

Gly

Val

Val

465

Arg

Leu

Ser

Val

Leu
545

Pro

370

Tyr

Gln

Ala

Ser

Gln

450

Arg

His

Gly

Val

Pro

530

His

Trp

Trp

Cys

Val

Val

435

Leu

Ala

Asn

Lys

Arg

515

Ala

Trp

Met

Gln

Pro

Thr

420

Ala

Leu

Cys

Glu

His

500

Gly

Ala

Leu

Pro

Met

Tyr

405

Pro

Ala

Arg

Leu

Arg

485

Ala

Cys

Glu

Met

Gly

Arg

390

Gly

Ala

Pro

Gln

Arg

470

Arg

Lys

Ala

His

Ser
550

Thr

375

Pro

Val

Ala

Glu

His

455

Arg

Phe

Leu

Trp

Arg

535

Val

Pro

Leu

Leu

Gly

Glu

440

Ser

Leu

Leu

Ser

Leu

520

Leu

Tyr

Arg

Phe

Leu

Val

425

Glu

Ser

Val

Arg

Leu

505

Arg

Arg

Val

Arg

Leu

Lys

410

Cys

Asp

Pro

Pro

Asn

490

Gln

Arg

Glu

Val

_SL
Leu

Glu

395

Thr

Ala

Thr

Trp

Pro

475

Thr

Glu

Ser

Glu

Glu
555

Pro

380

Leu

His

Arg

Asp

Gln

460

Gly

Lys

Leu

Pro

Ile

540

Leu
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Arg

Leu

Cys

Glu

Pro

445

Val

Leu

Lys

Thr

Gly

525

Leu

Leu

Leu

Gly

Pro

Lys

430

Arg

Tyr

Trp

Phe

Trp

510

Val

Ala

Arg

Pro

Asn

Leu

415

Pro

Arg

Gly

Gly

Ile

495

Lys

Gly

Lys

Ser

Gln

His

400

Arg

Gln

Leu

Phe

Ser

480

Ser

Met

Cys

Phe

Phe
560



Phe

Arg

Leu

His

Pro

625

Gly

Arg

Pro

Ala

Glu

705

Pro

Asn

Tyr

Lys

Lys

Arg

610

Lys

Ala

Val

Gly

Trp

690

Leu

Gln

Thr

Val

Ser

Arg

595

Glu

Pro

Arg

Lys

Leu

675

Arg

Tyr

Asp

Tyr

Thr

Val

580

Val

Ala

Asp

Thr

Ala

660

Leu

Thr

Phe

Arg

Cys
740

Glu

565

Trp

Gln

Arg

Gly

Phe

645

Leu

Gly

Phe

Val

Leu

725

Val

Thr

Ser

Leu

Pro

Leu

630

Arg

Phe

Ala

Val

Lys

710

Thr

Arg

Thr

Lys

Arg

Ala

615

Arg

Arg

Ser

Ser

Leu

695

Val

Glu

Arg

Phe

Leu

Glu

600

Leu

Pro

Glu

Val

Val

680

Arg

Asp

Val

Tyr

Gln

Gln

585

Leu

Leu

Ile

Lys

Leu

665

Leu

Val

Val

Ile

Ala
745

Lys

570

Ser

Ser

Thr

Val

Arg

650

Asn

Gly

Arg

Thr

Ala

730

Val

_SL
Asn

Ile

Glu

Ser

Asn

635

Ala

Tyr

Leu

Ala

Gly

715

Ser

Val

Arg

Gly

Ala

Arg

620

Met

Glu

Glu

Asp

Gln

700

Ala

Ile

Gln
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Leu

Ile

Glu

605

Leu

Asp

Arg

Arg

Asp

685

Asp

Tyr

Ile

Lys

Phe

Arg

590

Val

Arg

Tyr

Leu

Ala

670

Ile

Pro

Asp

Lys

Ala
750

Phe

575

Gln

Arg

Phe

Val

Thr

655

Arg

His

Pro

Thr

Pro

735

Ala

Tyr

His

Gln

Ile

Val

640

Ser

Arg

Arg

Pro

Ile

720

Gln

His



Gly

Leu

Pro

785

Ala

Ala

Gln

Met

Arg

865

Lys

Val

Ala

Pro

His

Gln

770

Leu

Ser

Val

Gly

Glu

850

Leu

Thr

Val

Leu

Trp
930

Val

755

Pro

Arg

Ser

Arg

Ser

835

Asn

Val

Phe

Asn

Gly

915

Cys

Arg

Tyr

Asp

Gly

Ile

820

Ile

Lys

Asp

Leu

Leu

900

Gly

Gly

Lys

Met

Ala

Leu

805

Arg

Leu

Leu

Asp

Arg

885

Arg

Thr

Leu

Ala

Arg

Val

790

Phe

Gly

Ser

Phe

Phe

870

Thr

Lys

Ala

Leu

Phe

Gln

775

Val

Asp

Lys

Thr

Ala

855

Leu

Leu

Thr

Phe

Leu
935

Lys

760

Phe

Ile

Val

Ser

Leu

840

Gly

Leu

Val

Val

Val

920

Asp

Ser

Val

Glu

Phe

Tyr

825

Leu

Ile

Val

Arg

Val

905

Gln

Thr

His

Ala

Gln

Leu

810

Val

Cys

Arg

Thr

Gly

890

Asn

Met

Arg

_SL
Val

His

Ser

795

Arg

Gln

Ser

Arg

Pro

875

Val

Phe

Pro

Thr

Ser

Leu

780

Ser

Phe

Cys

Leu

Asp

860

His

Pro

Pro

Ala

Leu
940
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Thr

765

Gln

Ser

Met

Gln

Cys

845

Gly

Leu

Glu

Val

His

925

Glu

Leu

Glu

Leu

Cys

Gly

830

Tyr

Leu

Thr

Tyr

Glu

910

Gly

Val

Thr

Thr

Asn

His

815

Ile

Gly

Leu

His

Gly

895

Asp

Leu

Gln

Asp

Ser

Glu

800

His

Pro

Asp

Leu

Ala

880

Cys

Glu

Phe

Ser



_SL
Asp Tyr Ser Ser Tyr Ala Arg Thr Ser Ile Arg Ala Ser Leu Thr Phe
945 950 955 960

Asn Arg Gly Phe Lys Ala Gly Arg Asn Met Arg Arg Lys Leu Phe Gly
965 970 975

Val Leu Arg Leu Lys Cys His Ser Leu Phe Leu Asp Leu Gln Val Asn
980 985 990

Ser Leu Gln Thr Val Cys Thr Asn 1Ile Tyr Lys Ile Leu Leu Leu Gln
995 1000 1005

Ala Tyr Arg Phe His Ala Cys Val Leu Gln Leu Pro Phe His Gln
1010 1015 1020

Gln Val Trp Lys Asn Pro Thr Phe Phe Leu Arg Val 1Ile Ser Asp
1025 1030 1035

Thr Ala Ser Leu Cys Tyr Ser 1Ile Leu Lys Ala Lys Asn Ala Gly
1040 1045 1050

Met Ser Leu Gly Ala Lys Gly Ala Ala Gly Pro Leu Pro Ser Glu
1055 1060 1065

Ala Val Gln Trp Leu Cys His Gln Ala Phe Leu Leu Lys Leu Thr
1070 1075 1080

Arg His Arg Val Thr Tyr Val Pro Leu Leu Gly Ser Leu Arg Thr
1085 1090 1095

Ala Gln Thr Gln Leu Ser Arg Lys Leu Pro Gly Thr Thr Leu Thr
1100 1105 1110

Ala Leu Glu Ala Ala Ala Asn Pro Ala Leu Pro Ser Asp Phe Lys
1115 1120 1125
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Thr Ile
1130

<210>
<211>
<212>
<213>

158
4027
DNA

<220>
<221>
<223>

Leu Asp

source
/note="Description of Artificial Sequence: Synthetic

polynucleotide™

<400> 158
caggcagcgt

cgecgegctcc
tgccgectggce
gggacccggce
cacggccgcec
cccgagtgcet
cgctgectgga
acctgcccaa
gccgegtggg
tggctcccag
ctcaggcccg
cctggaacca
ggaggegces
ctgcccctga
cgecgtggacc
ccacctcttt

agcaccacgc

ggtcctgctg
ccgctgecga
cacgttcgtg
ggctttccgc
cceccgecegec
gcagaggctg
cggggeecesgc
cacggtgacc
cgacgacgtg
ctgcgcctac
gccecccgeca
tagcgtcagg
gggcagtgcc
geeggagegs
gagtgaccgt
ggagggtgcg

gggcccccca

Artificial Sequence

cgcacgtggg
gccgtgeget
cggegecetgg
gcgetggtgg
ccctecttec
tgcgagcgceg
gggggececcc
gacgcactgc
ctggttcacc
caggtgtgcg
cacgctagtg
gaggcegees
agccgaagtc
acgcccgttg
ggtttctgtg
ctctctggca

tccacatcgc

sL

aagccctggc
ccctgetgeg
ggceccagegs
cccagtgcct
gccaggtgtc
gcgcgaagaa
ccgaggcectt
gg888g8agces
tgctggcacg
ggccgecegcet
gaccccgaag
tcccecctggg
tgccgttgcc
ggcaggggtc
tggtgtcacc
cgcgccactc

ggccaccacg

ccecggecacc
cagccactac
ctggeggcetg
ggtgtgegtg
ctgcctgaag
cgtgctggcec
caccaccagc
ggcgtgggss
ctgcgegctc
gtaccagctc
gcgtctggga
cctgccagcc
caagaggccc
ctgggcccac
tgccagaccc
ccacccatcc

tccctgggac

Page 168

cccgegatgc
cgcgaggtgc
gtgcagcgcg
ccctgggacg
gagctggtgg
ttcggcttcg
gtgcgcagct
ctgctgttgc
tttgtgctgg
ggcgctgcca
tgcgaacggg
ccgggtgega
aggcgtggceg
ccgggeagga
gccgaagaag
gtgggecegec

acgccttgtc

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020



ccccggtgta
ggccctcectt
agaccatctt
tgccccageg
agtgccccta
cagccggtgt
acacagaccc
acggcttcgt
acaacgaacg
agctctcgct
ggagcccagsg
ccaagttcct
atgtcacgga
gcaagttgca
cggaagcaga
gcttcatccc
ccagaacgtt
tcagcgtgct
gcctggacga
cgccgectga
aggacaggct
gtcggtatgc
acgtctctac

agaccagccc

cgccgagacc
cctactcagc
tctgggttcc
ctactggcaa
cggggtgctc
ctgtgcccgg
ccgtcgectg
gcgggecetge
ccgcttectc
gcaggagctg
ggttggetgt
gcactggctg
gaccacgttt
aagcattgga
ggtcaggcag
caagcctgac
ccgcagagaa
caactacgag
tatccacagg
gctgtacttt
cacggaggtc
cgtggtccag
cttgacagac

gctgagggat

aagcacttcc
tctctgaggc
aggccctgga
atgcggcccc
ctcaagacgc
gagaagcccc
gtgcagctgc
ctgcgecggc
aggaacacca
acgtggaaga
gttccggecg
atgagtgtgt
caaaagaaca

atcagacagc

catcgggaag
gggctgeggc
aagagggcecg
cgggegegsc
gcctggcegea
gtcaaggtgg
atcgccagca
aaggccgccc
ctccagccgt

gccgtcgtca

_SL
tctactcctc
ccagcctgac
tgccagggac
tgtttctgga
actgcccgct
agggctctgt
tccgccagca
tggtgccccc
agaagttcat
tgagcgtgcg
cagagcaccg
acgtcgtcga
ggctcttttt
acttgaagag
ccaggcccgce
cgattgtgaa
agcgtctcac
gccccggect
ccttcgtgct
atgtgacggg
tcatcaaacc
atgggcacgt
acatgcgaca

tcgagcagag

aggcgacaag
tggcgctegg
tccccgeagg
gctgettggg
gcgagctgeg
ggecggecccc
cagcagcccc
aggcctctgg
ctccctgggg
gggctgegcet
tctgcgtgag
gctgctcagg
ctaccggaag
ggtgcagctg
cctgctgacg
catggactac
ctcgagggtg
cctgggegcc
gegtgtgegg
cgcgtacgac
ccagaacacg
ccgcaaggcec
gttcgtggct

ctcctccctg

Page 169

gagcagctgc
aggctcgtgg
ttgccccgcec
aaccacgcgc
gtcaccccag
gaggaggags
tggcaggtgt
ggctccaggc
aagcatgcca
tggctgcgca
gagatcctgg
tetttetttt
agtgtctgga
cgggagctgt
tccagactcc
gtcgtgggag
aaggcactgt
tctgtgctgg
gcccaggacc
accatccccc
tactgcgtgc
ttcaagagcc
cacctgcagg

aatgaggcca

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460



gcagtggcct
gcaagtccta
gcagcctgtg
tgctcctgceg
ccttcctcag
agacagtggt
tgccggcecca
tgcagagcga
gcggcttcaa
gtcacagcct
acaagatcct
atcagcaagt
tctgctactc
ccggeccctct
tgactcgaca
agctgagtcg
cactgccctc
agagcagaca
ccacacccag
gcatgtccgg
tgagtgtcca
agggccagct

cccagattcg

caggtggaga

cttcgacgtc
cgtccagtgc
ctacggcgac
tttggtggat
gaccctggtc
gaacttccct
cggcctattc
ctactccagc
ggctgggagg
gtttctggat
cctgctgcag
ttggaagaac
catcctgaaa
gccctccgag
ccgtgtcacc
gaagctcccg
agacttcaag
ccagcagccc
gccecgcaccg
ctgaaggctg
gcacacctgc
tttcctcacc
ccattgttca

ccctgagaag

ttcctacgct
caggggatcc
atggagaaca
gatttcttgt
cgaggtgtcc
gtagaagacg
ccctggtgceg
tatgcccgga
aacatgcgtc
ttgcaggtga
gcgtacaggt
cccacatttt
gccaagaacg
gccgtgcagt
tacgtgccac
gggacgacgc
accatcctgg
tgtcacgccg
ctgggagtct
agtgtccggc
cgtcttcact
aggagcccegg

cccctegecc

gaccctggga

_SL
tcatgtgcca
cgcagggctc
agctgtttgc
tggtgacacc
ctgagtatgg
aggccctggg
gcctgetget
cctccatcag
gcaaactctt
acagcctcca
ttcacgcatg
tcctgecgegt
cagggatgtc
ggctgtgcca
tcctggggtc
tgactgccct
actgatggcc
ggctctacgt
gaggcctgag
tgaggcctga
tccccacagg
cttccactcc
tgccctectt

gctctgggaa

ccacgccgtg
catcctctcc
ggggattcgg
tcacctcacc
ctgcgtggtg
tggcacggct
ggatacccgg
agccagtctc
tggggtcttg
gacggtgtgc
tgtgctgcag
catctctgac
gctgggggcc
ccaagcattc
actcaggaca
ggaggecgea
acccgcccac
cccagggagg
tgagtgtttg
gcgagtgtcc
ctggecgctcg
ccacatagga
tgccttccac

tttggagtga

Page 170

cgcatcaggg

acgctgctct
cgggacggsc
cacgcgaaaa
aacttgcgga
tttgttcaga
accctggagg
accttcaacc
cggctgaagt
accaacatct
ctcccatttc
acggcctccc
aagggegeceg
ctgctcaagc
gcccagacgce
gccaacccgg
agccaggcecg
gagggecesc
gccgaggect
agccaagggc
gctccacccc
atagtccatc
ccccaccatc

ccaaaggtgt

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900



sL

gccctgtaca caggcgagga ccctgcacct ggatgggggt ccctgtgggt caaattgggg

ggaggtgctg tgggagtaaa atactgaata tatgagtttt tcagttttga aaaaaaaaaa

dddadaa

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

159

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

159

ggaggtccct caccttcta

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

160

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

160

cggaggatct tatgctgaa

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

161

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

161l

cccgcttcca gatcataca

Page 171

Synthetic

Synthetic

Synthetic

3960

4020

4027

19

19

19



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

sL

162

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

162

ggagacctca acaagatat

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

163

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

163

aaggcatggt cattggtat

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

164

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

164

gcatggtcat tggtatcat

<210>
<211>
<212>
<213>

165

19

DNA

Artificial Sequence

Page 172

Synthetic

Synthetic

Synthetic

19

19

19



<220>
<221>
<223>

<400>

sL

source

/note="Description of Artificial Sequence:

oligonucleotide"

165

ggtcattggt atcatgagt

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

166

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

166

cctagtgggt atccctgta

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

167

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

167

gaggatggac attgttctt

<210>
<211>
<212>
<213>

<220>
<221>
<223>

168

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"
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Synthetic

Synthetic

Synthetic

Synthetic

19

19

19



<400>

sL
168

gcatgcaggc tacagttca

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

169
19
DNA
Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

169

ccagcacatg cactgttga

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

170

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

170

cacatgcact gttgagtga

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

171

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

171

ctggaggtcc ctcaccttct a

<210>
<211>

172
21

Page 174

Synthetic

Synthetic

Synthetic

19

19

19

21



<212>
<213>

<220>

<221>
<223>

<400>

_SL
DNA
Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

172

gtcggaggat cttatgctga a

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

173

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

173

tgcccgecttc cagatcatac a

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

174

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

174

ctggagacct caacaagata t

<210>
<211>
<212>
<213>

<220>
<221>
<223>

175

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

Page 175

Synthetic

Synthetic

Synthetic

Synthetic

21

21

21



<400>

_SL
oligonucleotide"

175

tcaaggcatg gtcattggta t

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

176

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

176

aggcatggtc attggtatca t

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

177

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

177

atggtcattg gtatcatgag t

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

178

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

178

gccctagtgg gtatccctgt a

Page 176

Synthetic

Synthetic

Synthetic

21

21

21

21



_SL
<210> 179
<211> 21
<212> DNA
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 179
atgaggatgg acattgttct t

<210> 180

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 180
gagcatgcag gctacagttc a

<210> 181

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 181
ttccagcaca tgcactgttg a

<210> 182

<211> 21

<212> DNA

<213> Artificial Sequence

<220>

Page 177

Synthetic

Synthetic

Synthetic

21

21

21



_SL
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 182
agcacatgca ctgttgagtg a

<210> 183

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 183
tagaaggtga gggacctcca g

<210> 184

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 184
ttcagcataa gatcctccga c

<210> 185

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 185
tgtatgatct ggaagcggge a

Page 178

Synthetic

Synthetic

Synthetic

Synthetic

21

21

21

21



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

sL

186

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

186

atatcttgtt gaggtctcca g

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

187

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

187

ataccaatga ccatgccttg a

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

188

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

188

atgataccaa tgaccatgcc t

<210>
<211>
<212>
<213>

189

21

DNA

Artificial Sequence

Page 179

Synthetic

Synthetic

Synthetic

21

21

21



<220>
<221>
<223>

<400>

sL

source

/note="Description of Artificial Sequence:

oligonucleotide"

189

atggtcattg gtatcatgag t

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

190

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

190

gccctagtgg gtatccctgt a

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

191

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

191

atgaggatgg acattgttct t

<210>
<211>
<212>
<213>

<220>
<221>
<223>

192

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"
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Synthetic

Synthetic

Synthetic

Synthetic

21

21

21



<400>

sL
192

gagcatgcag gctacagttc a

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

193
21
DNA
Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

193

ttccagcaca tgcactgttg a

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

194

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

194

agcacatgca ctgttgagtg a

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

195

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

195

tagaaggtga gggacctcc

<210>
<211>

196
19
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Synthetic

Synthetic

Synthetic

21

21

21

19



<212>
<213>

<220>

<221>
<223>

<400>

_SL
DNA
Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

196

ttcagcataa gatcctccg

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

197

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

197

tgtatgatct ggaagcggg

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

198

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

198

atatcttgtt gaggtctcc

<210>
<211>
<212>
<213>

<220>
<221>
<223>

199

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

Page 182

Synthetic

Synthetic

Synthetic

Synthetic

19

19

19



<400>

_SL
oligonucleotide"

199

ataccaatga ccatgcctt

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

200
19
DNA
Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

200

atgataccaa tgaccatgc

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

201

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

201

atggtcattg gtatcatga

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

202

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

202

gccctagtgg gtatccctg

Page 183

Synthetic

Synthetic

Synthetic

19

19

19

19



_SL
<210> 203
<211> 19
<212> DNA
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 203
atgaggatgg acattgttc

<210> 204

<211> 19

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 204
gagcatgcag gctacagtt

<210> 205

<211> 19

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 205
ttccagcaca tgcactgtt

<210> 206

<211> 19

<212> DNA

<213> Artificial Sequence

<220>

Page 184

Synthetic

Synthetic

Synthetic

19

19

19



_SL
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 206
agcacatgca ctgttgagt

<210> 207

<211> 19

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 207
ggccaggatg gttcttaga

<210> 208

<211> 19

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 208
gcttcgtgect aaactggta

<210> 209

<211> 19

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 209
gggcgtgact tccacatga

Page 185

Synthetic

Synthetic

Synthetic

Synthetic

19

19

19

19



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

sL

210

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

210

caggcctaga gaagtttca

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

211

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

211

cttggaaccc attcctgaa

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

212

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

212

ggaacccatt cctgaaatt

<210>
<211>
<212>
<213>

213

19

DNA

Artificial Sequence
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Synthetic

Synthetic

Synthetic

19

19

19



<220>
<221>
<223>

<400>

sL

source

/note="Description of Artificial Sequence:

oligonucleotide"

213

gaacccattc ctgaaatta

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

214

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

214

aacccattcc tgaaattat

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

215

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

215

acccattcct gaaattatt

<210>
<211>
<212>
<213>

<220>
<221>
<223>

216

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"
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Synthetic

Synthetic

Synthetic

Synthetic

19

19

19



<400>

sL
216

cccattcctg aaattattt

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

217

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

217

ctgtggttct attatatta

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

218

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

218

aaatatgaga gcatgctaa

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

219

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

219

tctaagaacc atcctggcc

<210>
<211>

220
19
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Synthetic

Synthetic

Synthetic

19

19

19

19



<212>
<213>

<220>

<221>
<223>

<400>

_SL
DNA
Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

220

taccagttta gcacgaagc

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

221

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

221

tcatgtggaa gtcacgccc

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

222

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

222

tgaaacttct ctaggcctg

<210>
<211>
<212>
<213>

<220>
<221>
<223>

223

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:
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Synthetic

Synthetic

Synthetic

Synthetic

19

19

19



<400>

_SL
oligonucleotide"

223

ttcaggaatg ggttccaag

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

224

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

224

aatttcagga atgggttcc

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

225

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

225

taatttcagg aatgggttc

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

226

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

226

ataatttcag gaatgggtt
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Synthetic

Synthetic

Synthetic

19

19

19

19



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

_SL
227
19
DNA
Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

227

aataatttca ggaatgggt

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

228

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

228

aaataatttc aggaatggg

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

229

19

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

229

taatataata gaaccacag

<210>
<211>
<212>
<213>

<220>

230

19

DNA

Artificial Sequence
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Synthetic

Synthetic

Synthetic

19

19

19



_SL
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 230
ttagcatgct ctcatattt

<210> 231

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 231
gcggccagga tggttcttag a

<210> 232

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 232
gagcttcgtg ctaaactggt a

<210> 233

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 233
acgggcgtga cttccacatg a
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Synthetic

Synthetic

Synthetic

Synthetic

19

21

21

21



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

sL

234

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

234

tgcaggccta gagaagtttc a

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

235

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

235

tccttggaac ccattcctga a

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

236

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

236

ttggaaccca ttcctgaaat t

<210>
<211>
<212>
<213>

237

21

DNA

Artificial Sequence
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Synthetic

Synthetic

Synthetic

21

21

21



<220>
<221>
<223>

<400>

sL

source

/note="Description of Artificial Sequence:

oligonucleotide"

237

tggaacccat tcctgaaatt a

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

238

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

238

ggaacccatt cctgaaatta t

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

239

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

239

gaacccattc ctgaaattat t

<210>
<211>
<212>
<213>

<220>
<221>
<223>

240

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

Page 194

Synthetic

Synthetic

Synthetic

Synthetic

21

21

21



<400>

sL
240

aacccattcc tgaaattatt t

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

241
21
DNA
Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

241

ccctgtggtt ctattatatt a

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

242

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

242

ttaaatatga gagcatgcta a

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

243

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

243

tctaagaacc atcctggceccg ¢

<210>
<211>

244
21

Page 195

Synthetic

Synthetic

Synthetic

21

21

21

21



<212>
<213>

<220>

<221>
<223>

<400>

_SL
DNA
Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

244

taccagttta gcacgaagct c

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

245

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

245

tcatgtggaa gtcacgcccg t

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

246

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

246

tgaaacttct ctaggcctgec a

<210>
<211>
<212>
<213>

<220>
<221>
<223>

247

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

Page 196

Synthetic

Synthetic

Synthetic

Synthetic

21

21

21



<400>

_SL
oligonucleotide"

247

ttcaggaatg ggttccaagg a

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

248

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

248

aatttcagga atgggttcca a

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

249

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

249

taatttcagg aatgggttcc a

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

250

21

DNA

Artificial Sequence

source

/note="Description of Artificial Sequence:

oligonucleotide"

250

ataatttcag gaatgggttc c

Page 197

Synthetic

Synthetic

Synthetic

21

21

21

21



_SL
<210> 251
<211> 21
<212> DNA
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 251
aataatttca ggaatgggtt c

<210> 252

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 252
aaataatttc aggaatgggt t

<210> 253

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

oligonucleotide"

<400> 253
taatataata gaaccacagg g

<210> 254

<211> 21

<212> DNA

<213> Artificial Sequence

<220>

Page 198

Synthetic

Synthetic

Synthetic

21

21

21



<221> source

<223> /note="Description of Artificial Sequence:
oligonucleotide"

<400> 254

ttagcatgct ctcatattta a

<210> 255
<211> 750
<212> DNA
<213> Homo

<400> 255
caagtgcaac

agctgcaaag
cccggaaagg
tcccecgagcet
ctgcagtgga
ggaagcctgc
tccgectcecg
gtgctgaccc
tgccggtcgt
cagaagcctg
gtgccggaca
gtggaggeceg
ttcggacagg
<210> 256

<211> 753

<212> DNA

<213> Homo

<400> 256
caagtccaac

sapiens

tcgtccagtc
gcagcggcta
gactggagtg
ttcaaggcca
gctcactgaa
ccgattacgg
gggetggagg
agtctccgct
cgcagtccct
gacagagccc
ggttctccgg
aggacgtggg

ggactaaggt

sapiens

cggtgcagaa
ctccttcact
gatgggaatc
agtgaccatt
ggcttcggac
aatggacgtg
ctccggtgga
gtccttgcect
gcttcactcc
acagctgttg
ctccgggtcg
cgtgtactat

cgatatcaag

sL

gtcaagaagc
tcctactgga
atctaccctg
tcggccgaca

accgccatgt

tggggccagg
ggggggtecg

gtgaccccgg

aacggctaca
atctacctgg
ggaaccgact

tgcatgcagg

caggagaatc

tcggetgggt
gcgatagcga
agtcgatctc
actactgtgc
gaaccatggt
gtggtggagg
gcgaacccgc
actacctcga
gctcgaaccg
tcacgctgaa

cgctgcagac

Synthetic

actcaagatt
gcgccagatg
caccagatac
caccgcgtat
ccggetgggsg
cactgtgtcc
atcagaaatt
aagcatctcc
ttggtacctc
ggcctcagga
gatctcccgc

ccttattaca

tcgtccaatc aggagctgaa gtcaagaagc ctggagcatc cgtgagagtg
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21

60

120

180

240

300

360

420

480

540

600

660

720

750

60



tcctgtaaag

ccgggecagg
gcgcaacggce
atggaactgt
cggctgaggg
accctcgtga
ggtggtggat
gaccgcgtga
cagcagaagc
ggcgtgccat
tccttgcaac
accttcgggg
<210>
<211>

<212>
<213>

257
750
DNA
Homo

<400> 257
caagtgcagc

tcatgcaaag
ccaggaaagg
tccccgagcet
ttgcaatggt
tactccgact
tccgegtcegg

gtgatgaccc

cctccggcta
gactggaatg
tgcagggccg
ccagccttac
gcaaccgcct
ccgtgtccag
ctgacattcg
cgattccgtg
ccggaaaggc
cccggttctc
ccgaggacat

gtggaaccaa

sapiens

tcgtccaatc
gctcgggata
gtctggagtg
tccagggaca
cctcgectgeg
acgactacta
gtggcggcegg

agtcacccct

catcttcacc
gatgggaatc
cgtgaccatg
atcggaggat
cgggctgceag
cgcctegggg
catgactcag
ccaagccagc
cccgcagcetg
cggttcggga
tgccacctac

agtggagatc

cggtgcagaa
cagcttcacc
gatgggaatc
ggtcaccatc
cgcctccgat
cttcgatttc

ctcgggtgga

gtcgctccct

_SL
aactactacg
atttccccgt
actcgggatc
actgccgtgt
tcaagcatct
ggaggaggct
tccccacctt
caggacatca
ctgatctacg
agcggaaccg
tactgccagc

aag

gtgaagaagc
tcatattgga
atctacccgg
tcggccgaca
agcgccatgt
tggggacagg
ggaggaageg

gtgactcctg

tgcactgggt
ccggecggatc
tctccacttc
acttctgcgc
tcgatcactg
ccggeescss
cactgtccgc
acaaccatct
acacctcgaa
actttaccct

agtacgaaaa

ctggcgaatc

ttggatgggt
gagacagcga
agtccattac
actactgcgc

ggacactcgt

gagggeegags

gggaaccggc

Page 200

cagacaggcc
gcctacttac
aaccgtgtac
gagggagtcc
gggccaggec
aggttcgggc
tagcgtgggsg
gaactggtat
tctggagatc
gactatctcc

ccttcccctg

cctgaagatc
cagacagatg
tacccggtac
tactgcctac
gagaggcgec
gactgtgtcc
ctccgaaatt

ctccatctcc

120

180

240

300

360

420

480

540

600

660

720

753

60

120

180

240

300

360

420

480



tgccggagct
cagaagcccg
gtgccggacc
gtggaggeceg

tttggcggss

<210> 258
<211> 720
<212> DNA
<213> Homo

<400> 258
caagtgcaac

tcatgtgccg
ccggggaagg
ggagacagcg
cttcaaatga
aacgcatggg

ggaggttccg
ccttecctcac
ggcatttccc
atttccgatg
ggcaccgact
tgccagcagt
<210>
<211>

<212>
<213>

259
744
DNA
Homo

<400> 259

cacagagcct
gccagtcgcc
gcttctccgg
aggacgtggg

gcaccaaggt

sapiens

tcgtccaaag
ccagcgggtt
gactggaatg
tgaaagggcg
actccctgceg
attactgggg
gcggtggteg
tgtcggcgta
agttcctgaa
ctagcaacct
tcaccttcac

acgatgatct

sapiens

gctgcactcc
ccagctgctg
ttccgggtct
agtgtattac

cgagattaag

cggtggagat
caccttcgac
ggtggecegtg
gttcaccgtg
cgccgaggac
acaggggact
ctccggtgga
cgtgggaggc
ctggttccag
ggaacccggc
catcactaac

gccactgact

_SL
aacggataca

atctacctgg
ggaaccgact

tgtatgcagg

ctcgcccagc
gactacgcta
atttggccgg
tcgagggaca
accgcgatct
ctggtcactg
ggaggatcgg
cgggtcacta
cagaagcccg
gtgccgtcac
ctccaaccgg

ttcggcggceg

actacctcga
ggtccaaccg
tcacgctgaa

ccctgcaaac

ccggaagatc
tgcattgggt
acggcggaca
acccgaagaa
actactgcgt
tgtcctccgce
acatccagct
tcacgtgcca
gaaaggcccc
ggttcagcgg
aggacatcgc

gaaccaaggt

Page 201

ttggtacctt
ggctagceggc
aatctccagg

ccccttcacc

ccttagactc
gcgccaggcec
gaagtactac
taccctctac
gcgccacttt
ctctggcggc
gacccagtcc
ggcatcccag
taagctgttg
ctccgggtcg
cacctattac

cgaaatcaag

540

600

660

720

750

60

120

180

240

300

360

420

480

540

600

660

720



caagtgcaac
tcatgcgctg
ccgggaaagg
gccgactccg

ctgcaaatgg

gacgggggat
gcgagegeges
atgactcagt

cggagctccc

aagcctgggc
ccggaccggt
gaagccgagsg
ccgggaacta
<210>
<211>

<212>
<213>

260
735
DNA
Homo

<400> 260
gaagtgcaat

tcatgtgccg
ccggggaaag
gccgacageg
ctccaaatga
gactactacg
tcggcctcecg

cagatgaccc

tcgtccaatc
ccagcggatt
gactggaatg
tggaaggaag
actccctgeg
acgacgtgtt
gaggcggatc
cgccgctctc
agtccctgct
agagccctca
tttccgggag
acgtgggegt

aggtcgacat

sapiens

tggtggaatc
ccagcggctt
gactggaatg
tgaagggaag
actccctgag
gctcaggaac
gcggegegags

agtccccaag

cggtggtggt
cacgttttcc
ggtggcaacc
gttcaccatc
ccctgaggat
cgattcgtgg
gggtggtgga
cctccccgtg
gcactccaac
gctgctgatc
cggeagegsc
gtactattgc

caag

tggaggagga
cacattttcc
ggtgtccgcc
attcactatc
ggccgaggat
cttcgactac

ttcggggses

ctccctttcc

_SL
gtcgtgcaac

atcttcgcta
atttcatacg
tcgagagaca
accgccgtct
ggccagggaa

gggtccgggsg

acccccggag
ggctacaatt
tacctcggct
accgatttca

atgcaggccc

ttggtgcaac
tcctacgcga
atttcgggat
tcccgggata
actgccgtgt
tggggccagg
ggcggttecg

gcgteegtgg

caggaaagtc
tgcactgggt
atggatcaaa
actccaagga
actactgcgt
ctctggtcac
gaggaggctc
agccagctag
acctggattg
cgaacagagc
ccttgaaaat

tgcagactcc

ctggaggatc
tgtcatgggt
cgggaggctc
actccaagaa
actactgcgc
gcaccctcegt

888L8ageEEs

gagatcgcgt

Page 202

tcttcgectc
gcggeaggec
cgcgttctac
ctcgctgtat
gaaggccggc
cgtgtccagc
cgagatcgtg
catttcatgt
gtacttgcag
ctccggegtg
ctcccgegtg

caccttcggc

tctgagactg
ccgeccaggcea
gacctactac
tactctgtat
taaggaaacc
gaccgtgtcc
cagcgacatc

gaccatttcg

60

120

180

240

300

360

420

480

540

600

660

720

744

60

120

180

240

300

360

420

480



tgccgggcta
ccgecccage
agcggtageg

ttcgcctect

aaggtcgaga

<210>
<211>
<212>
<213>

261
732
DNA
Homo

<400> 261
caagtgcaac

agctgcaagg
cccggaaagg
tccccgagcet
ttgcagtggt
ccctecgtect
gcgtccgggg
ctgactcagt
cgggcatcac
ccgaaactcc
ggctccggct
gctacctact
gtcgacatca
<210> 262

<211> 250
<212> PRT

gccagggcat

tgctgatcca
ggtcgggtac
actggtgcca

ttaag

sapiens

tcgtccagtc
gatctgggta
gactggagtg
tccaaggaca

caagcctgaa

ggggcgaatt
gtggaggatc
ccccttectce
agtccatcag
tgatctacgc

cgggaaccga

actgccagca

ag

cggtatctat
cggcgecctca
cgactttacc

gcagtccaac

cggtgcagaa
cagcttcacc
gatgggcatt
ggtcaccatc
ggcctcggac
tgactactgg
aggaggagsga
actctccgcc
ctcatacctg
cgcctcctcec
tttcactctg

gtcctactcg

_SL
cttgcgtggt
actctgcaat
ctgactatct

aacttccctc

gtgaaaaagc
aactactgga
atctaccctg
tccgeccgata

accgccatgt

ggccagggaa
ggctccggtg

tccgtggess

aactggtatc
ctgcaatccg
acaattagca

actccgctga

accagcagcg
ccggggtccc
cctccctcca

ccaccttcgg

caggagaaag
tcggetgggt
gggactccga
agtcgattag
actactgcgc
cgcttgtgac
gtggcggtag
accgcgtgac
agcagaagcc
gcgtgccctc
gcctgcagcc

ctttcggcegg

Page 203

gagcggaaag
cagccggttc
accggaggac

ccagggaacg

cctcaagatc
gcgccagatg
cacccggtat
cactgcgtac
gagacacggsg
cgtgtcgtcc
cgacatccgg
cattacctgt
ggggaaggcc
gaggttctcc

tgaggatttc

gggaaccaag

540

600

660

720

735

60

120

180

240

300

360

420

480

540

600

660

720

732



<213> Homo sapiens

<400> 262
Gln Val Gln Leu

1

Ser

Trp

Gly

Gln

65

Leu

Ala

Gln

Gly

Ser

145

Cys

Asp

Leu

Ile

Ile

50

Gly

Gln

Arg

Gly

Gly

130

Pro

Arg

Trp

Lys

Gly

35

Ile

Gln

Trp

Leu

Thr

115

Gly

Leu

Ser

Tyr

Ile

20

Tyr

Val

Ser

Gly

100

Met

Gly

Ser

Ser

Leu

Val

5

Ser

Val

Pro

Thr

Ser

85

Gly

Val

Ser

Leu

Gln

165

Gln

Gln

Cys

Arg

Gly

Ile

70

Leu

Ser

Thr

Gly

Pro

150

Ser

Lys

Ser

Lys

Gln

Asp

55

Ser

Lys

Leu

Val

Gly

135

Val

Leu

Pro

Gly

Gly

Met

40

Ser

Ala

Ala

Pro

Ser

120

Gly

Thr

Leu

Gly

Ala

Ser

25

Pro

Asp

Asp

Ser

Asp

105

Ser

Gly

Pro

His

Gln

Glu

10

Gly

Gly

Thr

Lys

Asp

90

Tyr

Ala

Ser

Gly

Ser
170

sL

Val

Tyr

Lys

Arg

Ser

75

Thr

Gly

Ser

Glu

Glu

155

Asn

Lys

Ser

Gly

Tyr

60

Ile

Ala

Met

Gly

Ile

140

Pro

Gly

Ser Pro Gln

Page 204

Lys

Phe

Leu

45

Ser

Ser

Met

Asp

Gly

125

Val

Ala

Tyr

Leu

Pro

Thr

30

Glu

Pro

Thr

Tyr

Val

110

Gly

Leu

Ser

Asn

Leu

Gly

15

Ser

Trp

Ser

Ala

Tyr

95

Trp

Gly

Thr

Ile

Tyr

175

Ile

Glu

Tyr

Met

Phe

Tyr

80

Cys

Gly

Ser

Gln

Ser

160

Leu

Tyr



180

Leu Gly Ser Asn Arg
195

Gly Ser Gly Thr Asp
210

Asp Val Gly Val Tyr
225

Phe Gly Gln Gly Thr
245

<210> 263
<211> 251
<212> PRT
<213> Homo sapiens

<400> 263
Gln Val Gln Leu Val
1 5

Ser Val Arg Val Ser
20

Tyr Val His Trp Val
35

Gly Ile Ile Ser Pro
50

Gln Gly Arg Val Thr
65

Met Glu Leu Ser Ser
85

Ala

Phe

Tyr

230

Lys

Gln

Cys

Arg

Ser

Met

70

Leu

Ser

Thr

215

Cys

Val

Ser

Lys

Gln

Gly

55

Thr

Thr

Gly

200

Leu

Met

Asp

Gly

Ala

Ala

40

Gly

Arg

Ser

185

Val

Lys

Gln

Ile

Ala

Ser

25

Pro

Ser

Asp

Glu

Pro

Ile

Ala

Lys
250

Glu

10

Gly

Gly

Pro

Leu

Asp
90

sL

Asp

Ser

Leu
235

Val

Tyr

Gln

Thr

Ser

75

Thr

Arg

Arg

220

Gln

Lys

Ile

Gly

Tyr

60

Thr

Ala

Page 205

Phe
205

Val

Thr

Lys

Phe

Leu

45

Ala

Ser

Val

190

Ser

Glu

Leu

Pro

Thr

30

Glu

Gln

Thr

Tyr

Gly

Ala

Ile

Gly

15

Asn

Trp

Arg

Val

Phe
95

Ser

Glu

Thr
240

Ala

Tyr

Met

Leu

Tyr

80

Cys



Ala

Ile

Ser

Asp

145

Asp

Leu

Tyr

Ser

Glu

225

Thr

Arg

Phe

Gly

130

Ile

Arg

Asn

Asp

Gly

210

Asp

Phe

Glu

Asp

115

Gly

Arg

Val

Trp

Thr

195

Ser

Ile

Gly

<210> 264
<211> 250
<212> PRT
<213> Homo sapiens

<400> 264
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu

Ser

100

His

Gly

Met

Thr

Tyr

180

Ser

Gly

Ala

Gly

Arg

Trp

Gly

Thr

Ile

165

Gln

Asn

Thr

Thr

Gly
245

Leu

Gly

Ser

Gln

150

Pro

Gln

Leu

Asp

Tyr

230

Thr

Arg

Gln

Gly

135

Ser

Cys

Lys

Glu

Phe

215

Tyr

Lys

Gly

Gly

120

Gly

Pro

Gln

Pro

Ile

200

Thr

Cys

Val

Asn

105

Thr

Gly

Pro

Ala

Gly

185

Gly

Leu

Gln

Glu

Arg

Leu

Gly

Ser

Ser

170

Lys

Val

Thr

Gln

Ile
250

sL

Leu

Val

Ser

Leu

155

Gln

Ala

Pro

Ile

Tyr

235

Lys

Gly

Thr

Gly

140

Ser

Asp

Pro

Ser

Ser

220

Glu
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Leu

Val

125

Gly

Ala

Ile

Gln

Arg

205

Ser

Asn

Gln

110

Ser

Gly

Ser

Asn

Leu

190

Phe

Leu

Leu

Ser

Ser

Gly

Val

Asn

175

Leu

Ser

Gln

Pro

Ser

Ala

Ser

Gly

160

His

Ile

Gly

Pro

Leu
240



Ser

Trp

Gly

Gln

65

Leu

Ala

Gln

Gly

Ser

145

Cys

Asp

Leu

Leu

Ile

Ile

50

Gly

Gln

Arg

Gly

Gly

130

Pro

Arg

Trp

Gly

Lys

Gly

35

Ile

Gln

Trp

Gly

Thr

115

Gly

Leu

Ser

Tyr

Ser

Ile

20

Trp

Tyr

Val

Ser

Gly

100

Leu

Gly

Ser

Ser

Leu

180

Asn

Ser

Val

Pro

Thr

Ser

85

Tyr

Val

Ser

Leu

Gln

165

Gln

Arg

Cys

Arg

Gly

Ile

70

Leu

Ser

Thr

Gly

Pro

150

Ser

Lys

Ala

Lys

Gln

Asp

55

Ser

Arg

Asp

Val

Gly

135

Val

Leu

Pro

Ser

Gly

Met

40

Ser

Ala

Ala

Tyr

Ser

120

Gly

Thr

Leu

Gly

Gly

Ser

25

Pro

Asp

Asp

Ser

Asp

105

Ser

Gly

Pro

His

Gln

185

Val

10

Gly

Gly

Thr

Lys

Asp

90

Tyr

Ala

Ser

Gly

Ser

170

Ser

sL

Tyr

Lys

Arg

Ser

75

Ser

Tyr

Ser

Glu

Glu

155

Asn

Pro

Ser

Gly

Tyr

60

Ile

Ala

Phe

Gly

Ile

140

Pro

Gly

Gln

Pro Asp Arg
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Phe

Leu

45

Ser

Thr

Met

Asp

Gly

125

Val

Ala

Tyr

Leu

Phe

Thr

30

Glu

Pro

Thr

Tyr

Phe

110

Gly

Met

Ser

Asn

Leu

190

Ser

15

Ser

Trp

Ser

Ala

Tyr

95

Trp

Gly

Thr

Ile

Tyr

175

Ile

Gly

Tyr

Met

Phe

Tyr

80

Cys

Gly

Ser

Gln

Ser

160

Leu

Tyr

Ser



195

Gly Ser Gly Thr Asp
210

Asp Val Gly Val Tyr
225

Phe Gly Gly Gly Thr
245

<210> 265
<211> 240
<212> PRT
<213> Homo sapiens

<400> 265
Gln Val Gln Leu Val
1 5

Leu Ser

20

Ser Leu Arg

Ala His Val

35

Met Trp

Ala Vval

50

Ile Trp Pro

Lys Phe Thr

65

Gly Arg

Gln Met Ser

85

Leu Asn

Val Phe

100

Arg His Asn

Phe

Tyr

230

Lys

Gln

Cys

Arg

Asp

Val

70

Leu

Ala

Thr
215

Cys

Val

Ser

Ala

Gln

Gly

55

Ser

Arg

Trp

200

Leu

Met

Glu

Gly

Ala

Ala

40

Gly

Arg

Ala

Asp

Lys

Gln

Ile

Gly

Ser

25

Pro

Gln

Asp

Glu

Tyr
105

Ile

Ala

Lys
250

Asp

10

Gly

Gly

Lys

Asn

Asp

90

Trp

sL

Ser

Leu
235

Leu

Phe

Lys

Tyr

Pro

75

Thr

Gly

205

Arg Val Glu Ala Glu
220

Gln Thr Pro Phe Thr
240

Ala Gln Pro Gly

15

Arg

Thr Phe Asp

30

Asp Tyr

Leu Glu Val

45

Gly Trp

Tyr Ser Val

60

Gly Asp

Lys Asn Thr Leu Tyr

80

Ala Ile Tyr Tyr

95

Cys

Gln Thr

110

Gly Leu Val
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Thr

Gly

Ser

145

Gly

Pro

Ser

Thr

Asp
225

Val

Gly

130

Ala

Ile

Lys

Arg

Asn

210

Asp

Ser

115

Gly

Tyr

Ser

Leu

Phe

195

Leu

Leu

<210> 266
<211> 248
<212> PRT
<213> Homo sapiens

<400> 266
Gln Val Gln Leu Val Gln Ser Gly

1

Ser

Gly

Val

Gln

Leu

180

Ser

Gln

Pro

Ala

Ser

Gly

Phe

165

Ile

Gly

Pro

Leu

5

Ser

Asp

Gly

150

Leu

Ser

Ser

Glu

Thr
230

Gly

Ile

135

Arg

Asn

Asp

Gly

Asp

215

Phe

Gly

120

Gln

Val

Trp

Ala

Ser

200

Ile

Gly

Ser Leu Arg Leu Ser Cys Ala Ala

20

Gly Gly

Leu Thr

Thr Ile

Phe Gln

170

Ser Asn

185

Gly Thr

Ala Thr

Gly Gly

sL

Ser

Gln

Thr

155

Gln

Leu

Asp

Tyr

Thr
235

Gly

Ser

140

Cys

Lys

Glu

Phe

Tyr

220

Lys

Gly
125

Pro

Gln

Pro

Pro

Thr

205

Cys

Val

Gly Gly Vval Val Gln

10

Ser Gly Phe Thr Phe

25

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu
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Gly

Ser

Ala

Gly

Gly

190

Phe

Gln

Glu

Pro

Gly

Ser

Ser

Lys

175

Val

Thr

Gln

Ile

Gly
15

Ser

Leu

Gln

160

Ala

Pro

Ile

Tyr

Lys
240

Lys

Ser Ile Phe

30

Glu Trp Val



Ala

Glu

65

Leu

Val

Gly

Gly

Pro

145

Arg

Trp

Gly

Ser

Val

Thr

50

Gly

Gln

Lys

Thr

Gly

130

Leu

Ser

Tyr

Ser

Gly

210

Gly

35

Ile

Arg

Met

Ala

Leu

115

Gly

Ser

Ser

Leu

Asn

195

Thr

Val

Ser

Phe

Asp

Gly

100

Val

Ser

Leu

Gln

Gln

180

Arg

Asp

Tyr

Tyr

Thr

Ser

85

Asp

Thr

Gly

Pro

Ser

165

Lys

Ala

Phe

Tyr

Asp

Ile

70

Leu

Gly

Val

Gly

Val

150

Leu

Pro

Ser

Thr

Gly

55

Ser

Arg

Gly

Ser

Gly

135

Thr

Leu

Gly

Gly

Leu

215

Met

40

Ser

Arg

Pro

Tyr

Ser

120

Gly

Pro

His

Gln

Val

200

Lys

Gln

Asn

Asp

Glu

Asp

105

Ala

Ser

Gly

Ser

Ser

185

Pro

Ile

Ala

Ala

Asn

Asp

90

Val

Ser

Glu

Glu

Asn

170

Pro

Asp

Ser

sL

Phe

Ser

75

Thr

Phe

Gly

Ile

Pro

155

Gly

Gln

Arg

Arg

Tyr

60

Lys

Ala

Asp

Gly

Val

140

Ala

Tyr

Leu

Phe

Val
220

Leu Gln Thr
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45

Ala

Asp

Val

Ser

Gly

125

Met

Ser

Asn

Leu

Ser

205

Glu

Pro

Asp

Ser

Tyr

Trp

110

Gly

Thr

Ile

Tyr

Ile

190

Gly

Ala

Thr

Ser

Leu

Tyr

95

Gly

Ser

Gln

Ser

Leu

175

Tyr

Ser

Glu

Phe

Val

Tyr

80

Cys

Gln

Gly

Ser

Cys

160

Asp

Leu

Gly

Asp

Gly



225

230

Pro Gly Thr Lys Val Asp Ile Lys

<210> 267
<211> 245
<212> PRT
<213> Homo sapiens

<400> 267
Glu Val Gln Leu

1

Ser

Ala

Ser

Lys

65

Leu

Ala

Gln

Gly

Leu

Met

Ala

50

Gly

Gln

Lys

Gly

Gly
130

Arg

Ser

35

Ile

Arg

Met

Glu

Thr

115

Gly

Leu
20

Trp

Ser

Phe

Asn

Thr

100

Leu

Gly

245

Val

5

Ser

Val

Gly

Thr

Ser

85

Asp

Val

Ser

Glu

Cys

Arg

Ser

Ile

70

Leu

Tyr

Thr

Gly

Ser

Ala

Gln

Gly

55

Ser

Arg

Tyr

Val

Gly
135

Gly

Ala

Ala

40

Gly

Arg

Ala

Gly

Ser

120

Gly

Gly

Ser

25

Pro

Ser

Asp

Glu

Ser

105

Ser

Gly

Gly

10

Gly

Gly

Thr

Asn

Asp

90

Gly

Ala

Ser

sL
235

Leu

Phe

Lys

Tyr

Ser

75

Thr

Thr

Ser

Asp

Val

Thr

Gly

Tyr

60

Ala

Phe

Gly

Ile
140
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Gln

Phe

Leu

45

Ala

Asn

Val

Asp

Gly

125

Gln

Pro

Ser

30

Glu

Asp

Thr

Tyr

Tyr

110

Gly

Met

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Trp

Gly

Thr

240

Gly

Tyr

Val

Val

Tyr

80

Cys

Gly

Ser

Gln



Ser

145

Cys

Arg

Gln

Phe

Trp

225

Lys

Pro

Arg

Ser

Ser

Thr

210

Cys

Val

Ser

Ala

Gly

Gly

195

Leu

Gln

Glu

<210> 268
<211> 244
<212> PRT
<213> Homo sapiens

<400> 268
Gln Val Gln Leu Val

1

Ser

Ser

Lys

180

Val

Thr

Gln

Ile

Leu

Gln

165

Pro

Pro

Ile

Ser

Lys
245

5

Ser Leu Lys Ile Ser

20

Trp Ile Gly Trp Val

35

Gly Ile Ile Tyr Pro

Ser

150

Pro

Ser

Ser

Asn
230

Gln

Cys

Arg

Ala

Ile

Gln

Arg

Ser

215

Asn

Ser

Lys

Gln

Asp

Ser

Gly

Leu

Phe

200

Leu

Phe

Gly

Gly

Met

40

Ser

Val

Ile

Leu

185

Ser

Gln

Pro

Ala

Ser

25

Pro

Asp

_SL
Gly Asp Arg
155

Tyr Leu Ala
170

Ile His Gly

Gly Ser Gly

Pro Glu Asp
220

Pro Thr Phe
235

Glu val Lys
10

Gly Tyr Ser

Gly Lys Gly

Thr Arg Tyr

Page 212

Val

Trp

Ala

Ser

205

Phe

Gly

Lys

Phe

Leu

45

Ser

Thr

Tyr

Ser

190

Gly

Ala

Gln

Pro

Thr

30

Glu

Pro

Ile

Gln

175

Thr

Thr

Ser

Gly

Gly

15

Asn

Trp

Ser

Ser

160

Gln

Leu

Asp

Tyr

Thr
240

Glu

Tyr

Met

Phe



Gln

65

Leu

Ala

Gly

Gly

Pro

145

Arg

Pro

Ser

Thr

Cys

225

Val

50

Gly

Gln

Arg

Thr

Gly

130

Ser

Ala

Gly

Gly

Leu

210

Gln

Asp

Gln

Trp

His

Leu

115

Gly

Ser

Ser

Lys

Val

195

Thr

Gln

Ile

Val

Ser

Gly

100

Val

Ser

Leu

Gln

Ala

180

Pro

Ile

Ser

Lys

Thr

Ser

85

Pro

Thr

Gly

Ser

Ser

165

Pro

Ser

Ser

Tyr

Ile

70

Leu

Ser

Val

Gly

Ala

150

Ile

Lys

Arg

Ser

Ser
230

55

Ser

Lys

Ser

Ser

Gly

135

Ser

Ser

Leu

Phe

Leu

215

Thr

Ala

Ala

Trp

Ser

120

Gly

Val

Ser

Leu

Ser

200

Gln

Pro

Asp

Ser

Gly

105

Ala

Ser

Gly

Tyr

Ile

185

Gly

Pro

Leu

Lys

Asp

90

Glu

Ser

Asp

Asp

Leu

170

Tyr

Ser

Glu

Thr

sL

Ser

75

Thr

Phe

Gly

Ile

Arg

155

Asn

Ala

Gly

Asp

Phe
235

60

Ile

Ala

Asp

Gly

Arg

140

Val

Trp

Ala

Ser

Phe

220

Gly
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Ser

Met

Tyr

Gly

125

Leu

Thr

Tyr

Ser

Gly

205

Ala

Gly

Thr

Tyr

Trp

110

Gly

Thr

Ile

Gln

Ser

190

Thr

Thr

Gly

Ala

Tyr

95

Gly

Ser

Gln

Thr

Gln

175

Leu

Asp

Tyr

Thr

Tyr

80

Cys

Gln

Gly

Ser

Cys

160

Lys

Gln

Phe

Tyr

Lys
240



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

sL

269

5

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

269

Ser Tyr Trp Ile Gly

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

270

5

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

270

Asn Tyr Tyr Val His

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

271

5

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

271

Ser Tyr Ala Met Ser

1

5
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Synthetic

Synthetic

Synthetic



_SL
<210> 272
<211> 5
<212> PRT
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 272
Ser Tyr Trp Ile Gly
1 5

<210> 273

<211> 5

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 273
Asp Tyr Ala Met His
1 5

<210> 274

<211> 5

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 274
Ile Phe Ala Met His
1 5

<210> 275
<211> 5
<212> PRT
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Synthetic

Synthetic

Synthetic



_SL
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 275
Ser Tyr Ala Met Ser
1 5

<210> 276

<211> 5

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 276
Asp Phe Phe Ile His
1 5

<210> 277

<211> 5

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 277
Asn Tyr Trp Ile Gly
1 5

<210> 278

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

Page 216

Synthetic

Synthetic

Synthetic



_SL
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 278
Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe Gln
1 5 10 15

Gly

<210> 279

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 279
Ile Ile Ser Pro Ser Gly Gly Ser Pro Thr Tyr Ala Gln Arg Leu Gln
1 5 10 15

Gly

<210> 280

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

peptide"
<400> 280
Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys
1 5 10 15

Gly
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sL

<210> 281

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 281
Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe Gln
1 5 10 15

Gly

<210> 282

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 282
Val Ile Trp Pro Asp Gly Gly Gln Lys Tyr Tyr Gly Asp Ser Val Lys
1 5 10 15

Gly

<210> 283

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<221> source
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_SL
<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 283
Thr Ile Ser Tyr Asp Gly Ser Asn Ala Phe Tyr Ala Asp Ser Val Glu
1 5 10 15

Gly

<210> 284

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 284
Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys
1 5 10 15

Gly

<210> 285

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

peptide"
<400> 285
Trp Ile Asn Pro Asn Ser Gly Val Thr Lys Tyr Ala Gln Lys Phe Gln
1 5 10 15

Gly
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sL

<210> 286

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 286
Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe Gln
1 5 10 15

Gly

<210> 287

<211> 12

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 287
Leu Gly Gly Ser Leu Pro Asp Tyr Gly Met Asp Val
1 5 10

<210> 288

<211> 18

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 288
Glu Ser Arg Leu Arg Gly Asn Arg Leu Gly Leu Gln Ser Ser Ile Phe
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sL

Asp His

<210> 289

<211> 16

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 289
Glu Asp Thr Ile Arg Gly Pro Asn Tyr Tyr Tyr Tyr Gly Met Asp Val
1 5 10 15

<210> 290

<211> 12

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 290
Gly Gly Tyr Ser Asp Tyr Asp Tyr Tyr Phe Asp Phe
1 5 10

<210> 291

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 291
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_SL
His Phe Asn Ala Trp Asp Tyr
1 5

<210> 292

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 292
Ala Gly Asp Gly Gly Tyr Asp Val Phe Asp Ser
1 5 10

<210> 293

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 293
Glu Thr Asp Tyr Tyr Gly Ser Gly Thr Phe Asp Tyr
1 5 10

<210> 294

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"
<400> 294
Trp Tyr Ser Ser Gly Trp Tyr Gly Ile Ala Asn Ile
1 5 10
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Synthetic

Synthetic

Synthetic



sL

<210> 295

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 295
His Gly Pro Ser Ser Trp Gly Glu Phe Asp Tyr
1 5 10

<210> 296
<211> 16
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 296
Arg Ser Ser Gln Ser Leu Leu His Ser Asn Gly Tyr Asn Tyr Leu Asp
1 5 10 15

<210> 297

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

peptide"
<400> 297
Gln Ala Ser Gln Asp Ile Asn Asn His Leu Asn
1 5 10
<210> 298
<211> 11
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_SL
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 298
Arg Ala Ser Gln Asp Ile Asp Thr Trp Leu Ala
1 5 10

<210> 299
<211> 16
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 299
Arg Ser Ser Gln Ser Leu Leu His Ser Asn Gly Tyr Asn Tyr Leu Asp
1 5 10 15

<210> 300

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 300
Gln Ala Ser Gln Gly Ile Ser Gln Phe Leu Asn
1 5 10

<210> 301
<211> 16
<212> PRT
<213> Artificial Sequence
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_SL
<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 301
Arg Ser Ser Gln Ser Leu Leu His Ser Asn Gly Tyr Asn Tyr Leu Asp
1 5 10 15

<210> 302

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 302
Arg Ala Ser Gln Gly Ile Gly Ile Tyr Leu Ala
1 5 10

<210> 303

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 303
Gln Ala Ser His Asp Ile Ser Asn Tyr Leu His
1 5 10

<210> 304

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
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_SL
peptide"

<400> 304
Arg Ala Ser Gln Ser Ile Ser Ser Tyr Leu Asn
1 5 10

<210> 305

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 305
Leu Gly Ser Asn Arg Ala Ser
1 5

<210> 306

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 306
Asp Thr Ser Asn Leu Glu Ile
1 5

<210> 307

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 307
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Synthetic

Synthetic

Synthetic



sL

Ala Ala Ser Asn Leu Gln Gly

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

308

7

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

308

Leu Gly Ser Asn Arg Ala Ser

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

309

7

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

309

Asp Ala Ser Asn Leu Glu Pro

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

310

7

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

310

Leu Gly Ser Asn Arg Ala Ser

1

5
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<210> 311

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 311
Gly Ala Ser Thr Leu Gln Ser
1 5

<210> 312

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 312
Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 313

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"
<400> 313
Ala Ala Ser Ser Leu Gln Ser
1 5
<210> 314
<211> 9
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<212> PRT
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 314
Met Gln Ala Leu Gln Thr Leu Ile Thr
1 5

<210> 315

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 315
Gln Gln Tyr Glu Asn Leu Pro Leu Thr
1 5

<210> 316

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 316
Gln Gln Ala Ser Ile Phe Pro Pro Thr
1 5

<210> 317

<211> 9

<212> PRT

<213> Artificial Sequence
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<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 317
Met Gln Ala Leu Gln Thr Pro Phe Thr
1 5

<210> 318

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 318
Gln Gln Tyr Asp Asp Leu Pro Leu Thr
1 5

<210> 319

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 319
Met Gln Ala Leu Gln Thr Pro Thr
1 5

<210> 320

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:
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_SL
peptide"

320

Gln Gln Ser Asn Asn Phe Pro Pro Thr

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

321

9

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

321

Gln Gln Ser Asp Asp Leu Pro His Thr

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

322

9

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

322

Gln Gln Ser Tyr Ser Thr Pro Leu Thr

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

323

7

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

323
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Gly Tyr Ser Phe Thr Ser Tyr
1 5

<210> 324

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 324
Gly Tyr Ile Phe Thr Asn Tyr
1 5

<210> 325

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 325
Gly Phe Thr Phe Ser Ser Tyr
1 5

<210> 326

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"
<400> 326
Gly Tyr Ser Phe Thr Ser Tyr
1 5
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<210> 327

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 327
Gly Phe Thr Phe Asp Asp Tyr
1 5

<210> 328

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 328
Gly Phe Thr Phe Ser Ile Phe
1 5

<210> 329

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"
<400> 329
Gly Phe Thr Phe Ser Ser Tyr
1 5
<210> 330
<211> 7
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<212> PRT
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 330
Gly Tyr Met Phe Thr Asp Phe
1 5

<210> 331

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 331
Gly Tyr Ser Phe Thr Asn Tyr
1 5

<210> 332

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 332
Tyr Pro Gly Asp Ser Asp
1 5

<210> 333

<211> 6

<212> PRT

<213> Artificial Sequence
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<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 333
Ser Pro Ser Gly Gly Ser
1 5

<210> 334

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 334
Ser Gly Ser Gly Gly Ser
1 5

<210> 335

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 335
Tyr Pro Gly Asp Ser Asp
1 5

<210> 336

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:
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<400>

_SL
peptide"

336

Trp Pro Asp Gly Gly Gln

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

337

6

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

337

Ser Tyr Asp Gly Ser Asn

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

338

6

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

338

Ser Gly Ser Gly Gly Ser

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

339

6

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

339
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Asn Pro Asn Ser Gly Val
1 5

<210> 340

<211> 6

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 340
Tyr Pro Gly Asp Ser Asp
1 5

<210> 341

<211> 12

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 341
Leu Gly Gly Ser Leu Pro Asp Tyr Gly Met Asp Val
1 5 10

<210> 342

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

peptide"
<400> 342
Glu Ser Arg Leu Arg Gly Asn Arg Leu Gly Leu Gln Ser Ser Ile Phe
1 5 10 15
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Asp His

<210> 343

<211> 16

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 343
Glu Asp Thr Ile Arg Gly Pro Asn Tyr Tyr Tyr Tyr Gly Met Asp Val
1 5 10 15

<210> 344

<211> 12

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 344
Gly Gly Tyr Ser Asp Tyr Asp Tyr Tyr Phe Asp Phe
1 5 10

<210> 345

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

peptide"
<400> 345
His Phe Asn Ala Trp Asp Tyr
1 5
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<210> 346

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 346
Ala Gly Asp Gly Gly Tyr Asp Val Phe Asp Ser
1 5 10

<210> 347

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 347
Glu Thr Asp Tyr Tyr Gly Ser Gly Thr Phe Asp Tyr
1 5 10

<210> 348

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"
<400> 348
Trp Tyr Ser Ser Gly Trp Tyr Gly Ile Ala Asn Ile
1 5 10
<210> 349
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<211> 11
<212> PRT
<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 349
His Gly Pro Ser Ser Trp Gly Glu Phe Asp Tyr
1 5 10

<210> 350

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 350
Ser Gln Ser Leu Leu His Ser Asn Gly Tyr Asn Tyr
1 5 10

<210> 351

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 351
Ser Gln Asp Ile Asn Asn His
1 5

<210> 352

<211> 7

<212> PRT

<213> Artificial Sequence
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<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 352
Ser Gln Asp Ile Asp Thr Trp
1 5

<210> 353

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 353
Ser Gln Ser Leu Leu His Ser Asn Gly Tyr Asn Tyr
1 5 10

<210> 354

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 354
Ser Gln Gly Ile Ser Gln Phe
1 5

<210> 355

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<221> source
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<223> /note="Description of Artificial Sgduence:

peptide"

<400> 355
Ser Gln Ser Leu Leu His Ser Asn Gly Tyr Asn Tyr
1 5 10

<210> 356

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 356
Ser Gln Gly Ile Gly Ile Tyr
1 5

<210> 357

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 357
Ser His Asp Ile Ser Asn Tyr
1 5

<210> 358

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"
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sL
358

Ser Gln Ser Ile Ser Ser Tyr

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

359

3

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

359

Leu Gly Ser

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

360

3

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

360

Asp Thr Ser

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

361

3

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

361

Ala Ala Ser

1
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sL

362

3

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

362

Leu Gly Ser

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

363

3

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

363

Asp Ala Ser

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

364

3

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

364

Leu Gly Ser

1

<210>

365
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<212>
<213>

<220>

<221>
<223>

<400>

_SL
3
PRT
Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

365

Gly Ala Ser

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

366

3

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

366

Asp Ala Ser

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

367

3

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

367

Ala Ala Ser

1

<210>
<211>
<212>
<213>

368

6

PRT

Artificial Sequence
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<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 368
Ala Leu Gln Thr Leu Ile
1 5

<210> 369

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 369
Tyr Glu Asn Leu Pro Leu
1 5

<210> 370

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<221> source

<223> /note="Description of Artificial Sequence:

peptide"

<400> 370
Ala Ser Ile Phe Pro Pro
1 5

<210> 371

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<221> source
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<400>

SL

/note="Description of Artificial SEQuence:

peptide"

371

Ala Leu Gln Thr Pro Phe

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

372

6

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

372

Tyr Asp Asp Leu Pro Leu

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

373

5

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

373

Ala Leu Gln Thr Pro

1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

5

374

6

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"
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sL
374

Ser Asn Asn Phe Pro Pro

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

375

6

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

375

Ser Asp Asp Leu Pro His

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

376

6

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

peptide"

376

Ser Tyr Ser Thr Pro Leu

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

5

377
150
DNA
Artificial Sequence

source

/note="Description of Artificial Sequence:

polynucleotide™

377

Synthetic

Synthetic

Synthetic

dddddddddad dddddddddd dddddddddad dddddddddd dddadddadddad ddaddddddaad
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daaaaadaaa aadaaaaaaa aaaaaaaaaa aadaaaadaaaa aaaaaaaaaa aaaaaaaaaa 120
daaaaaaaaa aaaaaaaaaa aaaaaaaaaa 150
<210> 378

<211> 4

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 378

Arg Gly Asp Ser
1
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