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Fig. 1

SEQID1

AGGGCATCATTGAGGTTTCCACAAAAGGAAGARAACATGGATCCAGAGACATCAACAGAGAGGARAGCGGGTAGTGA
AGCCGAAGCCACAACACAGCCCGATTTGGAAGGGAGTTCACAATCAAGGTGAGTCCAGCCATTTTTTTTCTTTTTT
TTTTTTTTATTCAGGTGAACCCACCTAACTATTTTTAACTGGGATCCAGTGAGCTCGCTGGGTGAAAGCCAACCAT
CTTTTGTTTCGGGGAACCGTGCTCGCCCCGTAAAGTTAATTTTTTTTTCCCGCGCAGCTTTAATCTTTCGGCAGAG
AAGGCGTTTTCATCGTAGCGTGGGAACAGAATAATCAGTTCATGTGCTATACAGGCACATGGCAGCAGTCACTATT
TTGCTTTTTAACCTTAAAGTCGTTCATCAATCATTAACTGACCAATCAGATTTTTTGCATTTGCCACTTATCTAAA
AATACTTTTGTATCTCGCAGATACGTTCAGTGGTTTCCAGGACAACACCCAAAAAAAGGTATCAATGCCACTAGGC
AGTCGGTTTTATTTTTGGTCACCCACGCAAAGAAGCACCCACCTCTTTTAGGTTTTAAGTTGTGGGAACAGTAACA
CCGCCTAGAGCTTCAGGAAAAACCAGTACCTGTGACCGCAATTCACCATGATGCAGAATGTTAATTTAAACGAGTG
CCAAATCAAGATTTCAACAGACAAATCAATCGATCCATAGTTACCCATTCCAGCCTTTTCGTCGTCGAGCCTGCTT
CATTCCTGCCTCAGGTGCATAACTTTGCATGAAAAGTCCAGATTAGGGCAGATTTTGAGTTTAAAATAGGAAATAT
AAACAAATATACCGCGAAAAAGGTTTGTTTATAGCTTTTCGCCTGGTGCCGTACGGTATAAATACATACTCTCCTC
CCCCCCCTGGTTCTICTTTTTCTTTTGTTACTTACATTTTACCGTTCCGTCACTCGCTTCACTCAACAACAARAA

SEQID 2

GATAGTTCTAGAAGACCTGGCGTCGCTGGTCAACTACTCGTTTCACAAGTTGACAAAGACTTTTACCAAGAGAAGA
GCAGTTGTCACCGACCACAATAACAACCTGGAAGCCGAGAAAAAACTTGGAATCTCCAAGGTGAGACTGCCTAGAA
ATCCGTACTCTGCGGCCGATCGAAGACTGCATTTCCTCCAAGAATTGATGCTCATGGTCTCATCTTACAATCGCAC
ACACAACAGTGTCAGTCTTCITTGCGGTCCCTTGAACACAACCAACCGAAAGGTGGGGAAGTCTAATGTCACGCAA
ACGATATTGCAACCAATGTTGGGCTCTACTGGCGTCTGGCTGCATCAAATAGCTGATCGGTTCGTAATCTTCAAAG
ATTGGTGTAGGACGAACGAGTCTGCTGGGCTACAAGTTTTGCCCCATATCGCTGTTCAAGCCAACCCGCGGAATCC
CAAAACACCCCATCCGACAAAAGTTGTTGTTTTCAGCAGATCTAGGGAGGGCATCATTGAGGTTTCCACAAAAGGA
AGAAACATGGATCCAGAGACATCAACAGAGAGGAAAGCGGGTAGTGAAGCCGAAGCCACAACACAGCCCGATTTGG
AAGGGAGTTCACAATCAAGGTGAGTCCAGCCATTTTTTTTCTTTTTTTTTTTTTTATTCAGGTGAACCCACCTAAC
TATTTTTAACTGGGATCCAGTGAGCTCCGCTGGGTGAAAGCCAACCATCTTTTGTTTCGGGGAACCGTGCTCGCCCC
GTAAAGTTAATTTTTTTTTCCCGCGCAGCTTTAATCTTTCGGCAGAGAAGGCGTTTTCATCGTAGCGTGGGAACAG
AATAATCAGTTCATGTGCTATACAGGCACATGGCAGCAGTCACTATTTTGCTTTTTAACCTTARAGTCGTTCATCA
ATCATTAACTGACCAATCAGATTTTTTGCATTTGCCACTTATCTAAAAATACTTTTGTATCTCGCAGATACGTTCA
GTGGTTTCCAGGACAACACCCAAAAAAAGGTATCAATGCCACTAGGCAGTCGGTTTTATTTTTGGTCACCCACGCA
AAGAAGCACCCACCTCTTTTAGGTTTTAAGTTGTGGGAACAGTAACACCGCCTAGAGCTTCAGGAARAACCAGTAC
CTGTGACCGCAATTCACCATGATGCAGAATGTTAATTTAAACGAGTGCCAAATCAAGATTTCAACAGACAAATCAA
TCGATCCATAGTTACCCATTCCAGCCTTTTCGTCGTCGAGCCTGCTTCATTCCTGCCTCAGGTGCATAACTTTGCA
TGAAAAGTCCAGATTAGGGCAGATTTTGAGTTTAAAATAGGAAATATAAACAAATATACCGCGAAAAAGGTTTGTT
TATAGCTTTTCGCCTGGTGCCGTACGGTATAAATACATACTCTCCTCCCCCCCCTGGTITCTCTTTTTCTTTTGTTA
CTTACATTTTACCGTTCCGTCACTCGCTTCACTCAACAACAAAA

SEQID 3

AGCCAACCATCTTITTGTTTCGGGGRACCGTGCTCGCCCCGTAAAGTTAATTTTITTTTTCCCGCGCAGCTTTAATCT
TTCGGCAGAGRAGGCGTTTTCATCGTAGCGTGGGAACAGAATAATCAGTTCATGTGCTATACAGGCACATGGCAGC
AGTCACTATTTTGCTTTTTAACCTTAAAGTCGTTCATCAATCATTAACTGACCAATCAGATTTTTTGCATTTGCCA
CTTATCTAAAAATACTTTTGTATCTCGCAGATACGTTCAGTGGTTTCCAGGACAACACCCAAAAAAAGGTATCAAT
GCCACTAGGCAGTCGGTTTTATTTTTGGTCACCCACGCAAAGAAGCACCCACCTCTTTTAGGTTTTAAGTTGTGGE
BAACAGTAACACCGCCTAGAGCTTCAGGAAAAACCAGTACCTGTGACCGCAATTCACCATGATGCAGAATGTTAATT
TAAACGAGTGCCARATCAAGATTTCAACAGACARATCAATCGATCCATAGTTACCCATTCCAGCCTTTTCGTCGTC
GAGCCTGCTTCATTCCTIGCCTCAGGTGCATAACTTTGCATGAAAAGTCCAGATTAGGGCAGATTTTGAGTTTAAAA
TAGGAAATATARACAARATATACCGCGAAAAAGGTTTGTTTATAGCTTTTCGCCTGGTGCCGTACGGTATAARATACA
TACTCTCCTCCCCCCCCTGGITCTCTTTTTCTTTTGTTACTTACATTTTACCGTTCCGTCACTCGCTTCACTCAAC
AACAAAA
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SEQID 4

GTGGTTTCCAGGACAACACCCAAAAAAAGGTATCAATGCCACTAGGCAGTCGGTTTTATTTTTGGTCACCCACGCA
AAGAAGCACCCACCTCTTTTAGGTTTTAAGTTGTGGGAACAGTAACACCGCCTAGAGCTTCAGGAAAAACCAGTAC
CTGTGACCGCAATTCACCATGATGCAGAATGTTAATTTAAACGAGTGCCAAATCAAGATTTCAACAGACAAATCAA
TCGATCCATAGTTACCCATTCCAGCCTTTTCGTCGTCGAGCCTGCTTCATTCCTGCCTCAGGTGCATAACTTTGCA
TGAAAAGTCCAGATTAGGGCAGATTTTGAGTTTAAAATAGGAAATATAAACAAATATACCGCGAAAAAGGTTTGTT
TATAGCTTTTCGCCTGGTGCCGTACGGTATAAATACATACTCTCCTCCCCCCCCTGGTTCTCTTTTTCTTTTGTTA
CTTACATTTTACCGTTCCGTCACTCGCTTCACTCAACAACAARA

SEQID5

GACCGCAATTCACCATGATGCAGAATGTTAATTTAAACGAGTGCCAAATCAAGATTTCAACAGACAAATCAATCGA
TCCATAGTTACCCATTCCAGCCTTTTCGTCGTCGAGCCTGCTTCATTCCTGCCTCAGGTGCATAACTTTGCATGAA
AAGTCCAGATTAGGGCAGATTTTGAGTTTAAAATAGGAAATATAAACAAATATACCGCGAAAAAGGTTTGTTTATA
GCTTTTCGCCTGGTGCCGTACGGTATAAATACATACTCTCCTCCCCCCCCTGGTTCTCTTTTTCTTTTGTTACTTA
CATTTTACCGTTCCGTCACTCGCTTCACTCAACAACAAAA

SEQID6

AGCCTGCTTCATTCCTGCCTCAGGTGCATAACTTTGCATGAAAAGTCCAGATTAGGGCAGATTTTGAGTTTAAAAT
AGGAAATATAAACAAATATACCGCGAAAAAGGTTTGTTTATAGCTTTTCGCCTGGTGCCGTACGGTATAAATACAT
ACTCTCCTCCCCCCCCTGGTTCTCTTTTTCTTTTGTTACTTACATTTTACCGTTCCGTCACTCGCTTCACTCAACA
ACAAAA

SEQID7

CCGCGAAAAAGGTTTGTTTATAGCTTTTCGCCTGGTGCCGTACGGTATAAATACATACTCTCCTCCCCCCCCTGGT
TCTCTTTTTCTTTTGTTACTTACATTTTACCGTTCCGTCACTCGCTTCACTCAACAACAAAA

SEQID 8

CATACTCTCCTCCCCCCCCTGGTTCTCTTTTTCTTTTGTTACTTACATTTTACCGTTCCGTCACTCGCTTCACTCA
ACAACAARA
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Fig. 2

SEQID9

ATGCAATTCTCTATCGTCGCTACTTTGGCTCTTGCTGGTTCCGCTCTGGCTGCTTACTCTAACGTAACTTACACTT
ACGAGACTACCATCACCGATGTTGTCACCGAGCTCACCACTTACTGCCCAGAGCCAACCACCTTCGTTCACAAGAA
CAAGACCATCACTGTGACCGCCCCAACCACTTTGACCATCACTGACTGTCCTTGCACCATCTCCAAGACCACCAAG
ATCACCACTGATGTTCCACCAACCACCCACTCCACCCCACACACCACCACCACTCACGTGCCATCTACCTCTACCC
CAGCTCCAACCCACTCTGTTTCTACCATCTCTCACGGTGGTGCTGCTAAGGCTGGTGTTGCTGGTITGGCCGGTGT
TGCTGCTGCCGCTGCTTACTTCTTGTAA

SEQID 10

MOFSIVATLALAGSALAAYSNVTYTYETTITDVVIELTTYCPEPTTEFVHKNKTITVTAPTTLTITDCPCTISKTTK
ITTDVPPTTHSTPHTTTTHVPSTSTPAPTHSVSTISHGGAAKAGVAGCGLAGVAAAAAYFL

SEQID 11

ATGCAATTCTCTATCGTCGCTACTTTGGCTCTTGCTGGTTCCGCTCTGGCTGCTTACTCTAACG
TAACTTACACTTACGAGACTACCATCACCGATGTTGTCACTGAGTTGACCACTTACTGCCCAGA
GCCAACCACCTTTGTTTACAAGAACAAGACCATCACCGTGACTGAGCCAACCACTTTGACCATC
ACTGACTGCCCATGCACCATCTCAAAGACCACCAAGATCACCACTGATGTTCCACCAACCACCC
ACGTCACCCCATCCACCACTCACGTGCCATCTACCTCTACCCCAGCTCCAACCCACTCTGTTIC
TACCATCTCTCACGGTGGTGCTGCTAAGGCTGGTGTTGCTGGTTTGGCCGGTGTTGCTGCTGCC
GCTGCTTACTTCTTGTAA

SEQID 12

MOFSIVATLALAGSALAAYSNVTYTYETTITDVVTELTTYCPEPTTEFVYRKNKTITVTEPTTLTITDCPCTISKTTK
ITTDVPPTTHVTPSTTHVPSTSTPAPTHSVSTISHGGAAKAGVAGLAGVAAAAAYFL
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Fig. 3

SEQ ID 13

CTTTTTTGTAGAAATGTICTTGGTGTCCTCGTCCAATCAGGTAGCCATCTCTGAAATATCTGGCT
CCGTTGCAACTCCGAACGACCTGCTGGCAACGTAAAATTCTCCGGGGTAAAACTTAAATGTGGA
GTAATGGAACCAGAAACGTCTCTTCCCTTCTCTCTCCTTCCACCGCCCGTTACCGTCCCTAGGA
AATTTTACTCTGCTGGAGAGCTTCTTCTACGGCCCCCTTGCAGCAATGCTCTTCCCAGCATTAC
GTTGCGGGTAAAACGGAGGTCGTGTACCCGACCTAGCAGCCCAGGGATGGAAAAGTCCCGGCCG
TCGCTGGCAATAATAGCGGGCGGACGCATGTCATGAGATTATTGGAAACCACCAGAATCGAATA
TAAAAGGCGAACACCTTTCCCAATTTTGGTITTCTCCTGACCCAAAGACTTTAAATTTAATTTAT
TTGTCCCTATTTCAATCAATTGAACAACTATCACCTGCAGGCC



