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>mS4-3a-trunc-pStalk-PDGFR, amino acid sequence: (SEQ [D NO: 28):

MKKTQTWHTCIYLOLLLFNPLVKTKEICGDPYTDNVKDITKLVANLPNDYMITLNYVAGMDVLPSHCWLRDMVIQLSLS
LTTLLDKFSNISEGLSNYSIHKLGHVDDLFFCMEENAPKNIKEFPKRPETRSFTPEEFFSIFNRSIDAFKDFMVASDTSDCVL

SYPYDVPDYAASAVGQDTOQEVIVVPHSLPEKVVVISAILALVVLTHSLULIMLWQKKPR*

m54-3a -~ Truncated
HA tag
Linker + PDGFR Stalk

PDGFRA Transmembrane Domain

FIG. 18A

>mFLT3LG-pStalk-PDGFR, amino acid sequence; (SEQ ID NO: 29): M

MIVLAPAWSPNSSLLLLLLLLSPCLRGTPDCYFSHSPISSNFKVKFRELTDHLLKDYPYTVAVNLQDEKHCKALWSLFLAQ
RWIEQLKTVAGSKMQTLLEDVYNTEIHFVTSCTFQPLPECLRFVQTNISHLLKDTCTQLLALKPCIGKACQNFSRCLEVQCQ

PDSSTLLPPRSPIALEATELPEPRPRQYPYDVPDYAASAVGODTQEVIVVPHSLPFKVVVISAILALVVL THSLILIMLWOK
KPR*

Legend

mFLT3 Ligand Signal Peptide
mFLT3 Ligand

HAtag

Linker + PDGFR Stalk

PDGFRS Transmembrane Domain

FIG. 18B

>mSCFa-trunc-pStalk-PDGFR, amino acid sequence: (SEQ ID NO: 32):

MKKTCTWHTCIVLOLLLFNPLYKTKEICGNPYTONVKDITKLYANLPNDYMITLNYVAGMDVEPSHOWLRDMVIQLSLS
LTTLLDKFSNISEGLSNYSHDKLGKIVDDLVLCMEENAPKNIKESPKRPETRSFTPEEFFSIFNRSIDAFKDFMVASDTSDCY

LSYPYDVPDYAASAVGODTOEVIVVPHSLPFKVVVISAILALVVLTHSLELIML WQKKPR"

Legend

mSCFa Signal Peptide
mSCFa - Truncated

HA tag

Linker + PDGFR Stalk

PDGFRE Transmembrane Domain

FIG. 18C
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>mTPO-trunc-pStalk-PDGFR, amino acid sequence (SEQ ID NO: 34):
MELTDLLLAAMLLAVARLTLSSPVAPACDPRLLNKLLRDSHLLHSRLSQCPDVDPLSIPVLLPAVDFSLGEWKTQTEQSKA
QDILGAVSLLLEGYMAARGQLEPSCLSSLLGQLSGQVRLLLGALQGLLGTQLPLQGRTTAHKDPNALFLSLQOLLRGKVR
FLLLVEGPTLCVRYPYDVPDYAASAVGQDTQEVIVVPHSLPFKVVVISAILALVVLTISLILIMLWGKKPR®

Legend

mSCF Signal Peptide
mTPO-Truncaied

HA tag

Linker + PDGFR Stalk

PDGFRA Transmembrane Domain

FIG. 18D

m54-3a- EgG4hmge PDGFR (SEQ ID NO: 36)

MKKTOTWHTCYLOLLLFNPLVKTKEICGDPYTDNVKDITKLVANLPNDYMITLNYVAGMDVLPSHCWLRDMVIQLSLS
LTTf.LDKFSNISEGLSNY.SHHKf.GEIVDDLFFCMEENAPKN!KEFPKRPETRSFTFEEFFS!FNRSEDAFKBFMVASDTSDC VL
SYPYDVPDYAASESKYGPPCPPCPAVGQRDTQEVIVYPHSLPFKVVVISAILALVVLTHSLHLIMLWOKKPR

Legend

mSCFa Signal Peptide
mS4-3g-Truncated
HAtag

Linker + laG4hinge
PDGERB Transmembrane Domain

FIG. 18E

mFLT3LG-IgG4hinge-PDGFR (SEQ 1D NO: 38)
MTVLAPAWSPNSSLLLLLLLLSPCLRGTPDCYFSHSPISSNFKVKFRELTDHLLKDYPYTVAVNLGDEKHCKALWSLFLAQ

RWIEQLKTVAGSKMQTLLEDYNTEIHFVTSCTFQPLPECLRFVQTNISHLLKDTCTOLLALKPCIGKACQNFSRCLEVQLQ
PDSSTLLPPRSPIALEATELPEPRPRQYPYDVPDYAASESKYGPPCPPCPAVG QD TQEVIVVPHILPFKVVVISAILALVVLT

HSLELIMLWOKKPR®

Legend

mFLT3 Ligand Signal Peptide
mFLT3 Ligand

HA tag

Linker + IgG4hinge

PDGFRA Transmembrane Domain

FIG. 18F

SUBSTITUTE SHEET (RULE 26)



WO 2022/221745 PCT/US2022/025142

21/22

mTPO-trunc-lgG4hinge-PDGFR (SEQ ID NO: 40)

LLLAAMELAVARLTLSSPVAPACDPRLLNKLLRDSHLLHSRLSQCPDVDPLSIPVLLPAVDFSLGEWKTQTEQSKA
QD!LGAVSLLLEGVMAARGQLEPSCLSSLLGQLSGQVRLLLGALQGLLGTQ:LPLQGRTTAHKBPNALFLSLQQLLRGKVR
FLLLYEGPTLCVRYPYDVPDYAASESKYGPPCPPCPAVG QD TQEVIVVPHSLPFKVVVISAILALVVLTHSLULIMLWOKKP
R*

Legend

mTPO Signal Peptide

mTPO - Truncated

HA tag

Linker + igG4hinge

PDGFRE Transmembrane Domain

FIG. 18G

mSCFa-lgG4hinge-PDGFR (SEQ ID NO: 42)

MKKTOTWHTCYLOLLLENPLVKTKEICGNPVTDNVKDITKLVANLPNDYMITLNYVAGMDVLPSHCWLRDMVIQLSLS
LTTLLDKFSNISEGLSNYSHDKLGKIVDDLYLCMEENAPKNIKESPKRPETRSFTPEEFFSIFNRSIDAFKDFMVASDTSDCY

LSYPYDVPDYAASESKYGPPCPPCPAVGODTOEVIVYPHSLPFKVVVISAILALYVLTHSLHLIMLWOKKPR®

Legend

mSCFa Signal Peptide
mSCFa - Truncated
HAtag

Linker + lgG4hinge
PDGFRB Transmembrane Domain

FIG. 18H

hSCFa-trunc-pStalk-PDGFR (SEQ ID NO: 44)

MEKKTOTWILTCIVLOLLLFNPLVKTFGICRNRVTNNVKDVTKLVANLPKDYMITLKYVPGMDVLPSHCWISEMYVQLSD
SLTDLLDKFSNISEGLSNYSHDKLYNIVDDLVECVKENSSKDLKKSFKSPEPRLFTPEEFFRIFNRSIDAFKDFVVASETSDCY

VSYPYDVPDYAASAVGQDTQEVIVVPHSLPFKVVVISAILALVVLTHSLILIMLWQKKPR”

Legend
hSCF Signal Peptide
f5CFa- Truncated

HA tag
Linker + PDGFR Stalk

PDGFRB Transmembrane Domain
FIG. 19A
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hSCFa-trunc-lgG4hinge-PDGFR (SEQ 1D NO: 46)
MKKTQTWILTCIYLOLLLENPLVKTEGICRNRVTNNVKDVTKLVANLPKDYMITLKYVPGMDVLPSHCWISEMVVQLSD
SLTDLLDKFSNISEGLSNYSHDKLVNIVDDLVECVKENSSKDLKKSFKSPEPRLF TPEEFFRIFNRSIDAFKDFVVASETSDCY
VSYPYDVPDYAASAVGQDTQEVIVVPHSLPEKVYVISAILALYVLTHSLULIMLWOKKPR®

Legend

hSCF Signal Peptide
hSCFa- Truncated

HA tag
Linker + lgG4hinge

PDGFRB Transmembrane Domain

FIG. 19B

hFLT3LG-trunc-lgG4hinge-PDGFR (SEQ ID NO: 48)
MTVLAPAWSPTTYLLLLLLLSSGLSGTQDCSFQHSPISSDFAVKIRELSDYLLQDY PYTVASNLQDEELCGGLWRLVLAQR
WMERLKTVAGSKMQGLLERVNTEIHFVTKCAFQPPPSCLRFVQTNISRLLQETSEQLYALKPWITRONFSRCLELQCQP

DSSTLPPPWSPRPLEATAPTAPGPYPYDVPDYAASESKYGPPCPPCPAVGODTQEVIVVPHSLPFKVIVISAILALVVLTH
SLULIMLWOKKPR™

Legend

hFLT3 Ligand Signal Peptide
hFLT3 Ligand

HA tag

Linker + lgG4hinge

PDGFRE Transmembrane Domain

FIG. 19C

hFLT3LG pStaEk PDGFR (SEQ ID NO: 50)
GLSGTQDCSFQHSPISSDFAVKIRELSDYLLQDYPVTVASNLQDEELCGGLWRLVLAQR

WMERLK TVAGSKMQGLLER VNTEIHFVTKCAFQPPPSCLRFVQTNISRLLOETSEQLVALKPWITRONFSRCLELQCQP
%ESTLPPPWSPRPLEAFAPTAPQPYPYD\’PDVAASAV GODTQEVIVVPHSLPFKVVVISAILAL VVL THSLULIML WOKKP

Legend
hFLT3 Ligand Signal Peptide
hFLT3 Ligand

HA tag
Linker + PDGFR Stalk

PDGFRS Transmembrane Domain

FIG. 19D

SUBSTITUTE SHEET (RULE 26)



