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FIG. 1

(57) Abstract: A computer-implemented method of predicting whether a protein comprises a IB-cell epitope that is likely to instigate a
binding event with an antibody is disclosed. The method comprises: (a) accessing one or more structure and/or surface characteristics of
the protein; and (b) inputting the one or more structure and/or surface characteristics of the protein into a trained first machine learning
model to predict whether the protein comprises a true B-cell epitope, wherein the first machine learning model is trained by: generating
a first reference dataset that comprises: (i) a plurality of first reference proteins, each first reference protein comprising at least one B-
cell epitope classified as a true B-cell epitope; and (ii) one or more structure and/or surface characteristics of each first reference protein
in an unbound state; and training the first machine learning model using the first reference dataset to learn a relationship between the
structure and/or surface characteristic(s) of the first reference proteins in an unbound state, and the B-cell epitopes classified as true

B-cell epitopes.
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