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Specific lysis of HL60 target cells (FBS)
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Specific lysis of HL60 target cells (HS)
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Specific lysis CD3xCLEC12A, Fc silencing
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Figure 14A

100883 5

HIGD

W

S0 SN 0.5
12E gafml

.

7.

% probferat




12/18

7
BER

Figure 15

IG56xCLECIZA benchmark
385ExCLECTI2A henchmark

e
5

@
T

g §

% HLBO cell lysis

o P P
' S %:::3

Antibody concentration per mi

Figure 18

“®- CIEC12A henchmark IgG
3918 (LECIZA 1gG
4327 CLECI2A gz
4331 CLECI24 4G

.

sotype contral gl

]

Sht

g 2 4 &
1gG {pgimi

ey =
<3



13/18

Figure 17
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Figure 18

R



15/18

Figrure 19
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Figure 20

3056
VH (VDJ):

caggtgcagctggtgcagtctggeggcggagtggtgcageceggcagaagectgagactgagetgegtygg
ccagcggcttcaccttcagecagctacggecatgcactgggtccgecaggeccctggcaagggactggaatyg
ggtggccgccatctggtacaacggecggaagcaggactacgecgacagegtgaagggecggttcaccate
agccgggacaacagcaagaacaccctgtacctgcagatgaacagectececgggecgaggacaccgecgtgt
actactgtacccggggcaccggctacaattggttcgacccttggggecagggcacectggtcacegtete
cagt

OVOLVQSGGGVVOPGRSLRLSCVASGEFTEFS S
SRDNSKNTLYLOMNSLRAEDTAVYYCTRE

WVROAPGKGLEWVAR TR Y RERNQD Y ALSVRGRE T T
YWGQGTLVTVSS

VL/O12 (VJ):

Gacatccagatgacccagtctccatecteccetgtetgecatetgtaggagacagagtcaccatcacttgecgggea
agtcagagcattagcagctacttaaattggtatcagcagaaaccagggaaageccctaagetectgatetatget
gcatccagtttgcaaagtggggtccecatcaaggttcagtggcagtggatctgggacagatttcactetcaccate
agcagtctgcaacctgaagattttgcaacttactactgtcaacagagttacagtacccectecaacgttecggecaa
gggaccaaggtggagatcaaac

DIQMTQSPSSLSASVGDRVIITCE NWYQOKPGKAPKLLI YA YGVPSRFSGSGSGTD
FTLTISSLOPEDFATYYC(S FGQGTKVEIK

38396

VH:

caggtgcagctggtggagtctggcggcggagtggtgcagececggcagaagectgagactgagetgegecy
ccagceggcettceaccttcagaagctacggecatgcactgggtcecgecaggeccctggcaagggactggaaty
ggtggccatcatctggtacagecggcagcaagaagaactacgecgacagegtgaagggecggttcaccate
agccgggacaacagcaagaacaccctgtacctgcagatgaacagectcecgggecgaggacaccgeegtgt
actactgtgcccggggcaccggctacaattggttcgaccettggggecagggcaccctggtcacegtete
cagt

QVOLVESGGGVVOPGRSLRLSCAASGFTFRS
SRDNSKNTLYLOMNSLRAEDTAVYYCARS

VL:
012



17/18

CLEC12A BENCHMARK {3116)
VH:

caggtgcagctgcaggaatctggacceggactggtcaageccagegagacactgagectgacctgtgtygg
tgtccggcggcageatcageagcagcaattggtggtettigggtecgacagececctggcaagggectgga
atggatcggcgagatctaccacageggcagceccgactacaaccecagectgaagtccagagtgaccate
agcgtggacaagagccggaaccagttcagectgaagetgagecagegtgacagecgecgataccgeegtgt
actactgcgccaaagtgtccaccggegygctttttegactactggggecagggecacactggtcacegtete
cagt

QVQLOESGPGLVKPSETLSLTCVVS
SVDKSRNQFSLKLSSVIAADTAVYYCAKN

\WWSWVROPPGKGLEWIGELY
DYWGOGTLVISS

*PDYNPSLKSRVTI

VL:
012

3918
VH:

caggtgcagctggtgcagtectggggctgaggtgaagaagectggggectcagtgaaggtctectgecaagy
cttctggatacaccttcaccggctactatatgecactgggtgegacaggeccctggacaagggettgagty
gatgggatggatcaaccctaacagtggtggcacaaactatgcacagaagtttcagggcagggtcacgatyg
accagggacacgtccatcagcacagectacatggagctgagcaggctgagatectgacgacacggeecgtgt
attactgtgcaagagatggttacttcgctgacgectttgattattggggeccaaggtaccetggtcacegt
ctccagt

QVOLVQSGAEVKKPGASVKVSCKA SR

TRDTSISTAYMELSRLRSDDTAVYYCAI

Y YMHWVRQAPGOGLEWMCRINFNSSE TNYAQKF QGRVTM
ARAFRYWEOGTLVTVSS

VL:
012

4327
VH:

caggtgcagctggtgcagtctggggctgaggtgaagaageetggggectecagtgaaggtttectgecaagg
catctggatacaccttcaccagctactatatgcactgggtgegacaggeccctggacaagggcttgagty
gatgggaataatcaaccctagtggtggtagcacaagctacgcacagaagttccagggcagagtcaccatg
accagggacacgtccacgagcacagtctacatggagectgagcagectgagatctgaggacacggeegtgt
attactgtgcaaagggcactactggtgattggtttgactactggggccaaggtaccctyggtcacegtete
cagt

QVOLVQSGAEVKKPGASVKVSCKARE
TRDTSTSTVYMELSSLRSEDTAVYYCA

YMHWVRQAPGQGLEWMGY
YWGQGTLVIVSS

s

SRTSYAQKFQGRVTM
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VL
012

4331
VH:

gaggtccagcectggtgecagtetggggetgaggtgaagaagectggggectcagtgaaggtttecctgecaagy
catctggatacaccttcaccagctactatatgecactgggtygcgacaggeccctggacaagggcttgagty
gatgggaataatcaaccctagtggtggtagcacaagctacgcacagaagttcecagggcagagtcaccaty
accagggacacgtccacgagcacagtctacatggagctgagcagectgagatctgaggacacggeegtgt
attactgtgcaaggggcaattatggtgatgagtttgactactggggeccaaggtaccectggtcacegtete
cagt

EVQLVQSGAEVKKPGASVKVSCKARS
TRDTSTSTVYMELSSLRSEDTAVYYCA

‘S Y YMHWVROAPGOGLEWMG I INES
YWGQGTLVTVSS

TSYAQKFQGRVTM

VL:
012



