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SEQUENCE LISTING 

<110> 	Agency For Science, Technology and Research (A*STAR) 

Zeng, Qi 

<120> 	VHZ for Diagnosis and Treatment of Cancers 

<130> 	P000049W01 

<150> 	PCT/SG2008/000294 

<151> 	2008-08-08 • <150> 	SG200901445-7 

<151> 	2009-02-18 

<160> 	5 

<170> 	Patentln version 3.3 

<210> 	1 

<211> 	718 

<212> 	DNA 

<213> 	Homo sapiens • <400> 	1 

gtggcccggg aggcgccgag gccagcgatg ggcgtgcagc cccccaactt ctcctgggtg 60 

cttccgggcc ggctggcggg actggcgctg ccgcggctcc ccgcccacta ccagttcctg 120 

ttggacctgg gcgtgcggca cctggtgtcc ctgacggagc gcgggccccc tcacagcgac 180 

agctgccccg gcctcaccct gcaccgcctg cgcatccccg acttctgccc gccggccccc 240 

gaccagatcg accgcttcgt gcagatcgtg gacgaggcca acgcacgggg agaggctgtg 300 

ggagtgcact gtgctctggg ctttggccgc actggcacca tgctggcctg ttacctggtg 360 

aaggagcggg gcttggctgc aggagatgcc attgctgaaa tccgacgact acgacccggc 420 

tccatcgaga cctatgagca ggagaaagca gtcttccagt tctaccagcg aacgaaataa 480 
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ggggccttag tacccttcta ccaggccctc actccccttc cccatgttgt cgatggggcc 540 

agagatgaag ggaagtggac taaagtatta aaccctctag ctcccattgg ctgaagacac 600 

tgaagtagcc cacccctgca ggcaggtcct gattgaaggg gaggcttgta ctgctttgtt 660 

gaataaatga gttttacgaa ccaggaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 718 

<210> 	2 

<211> 	150 

<212> 	PRT 

• <213> 	Homo sapiens 

<400> 	2 

Met Gly Val Gln Pro Pro Asn Phe Ser Trp Val Leu Pro Gly Arg Leu 

1 5  10 15 

Ala Gly Leu Ala Leu Pro Arg Leu Pro Ala His Tyr Gln Phe Leu Leu 

20 25 30 

Asp Leu Gly Val Arg His Leu Val Ser Leu Thr Glu Arg Gly Pro Pro 

35 40 45 

• His Ser Asp Ser Cys Pro Gly Leu Thr Leu His Arg Leu Arg Ile Pro 

50 55 60 

Asp Phe Cys Pro Pro Ala Pro Asp Gln Ile Asp Arg Phe Val Gln Ile 

65 70 75 80 

Val Asp Glu Ala Asn Ala Arg Gly Glu Ala Val Gly Val His Cys Ala 

85 90 95 

Leu Gly Phe Gly Arg Thr Gly Thr Met Leu Ala Cys Tyr Leu Val Lys 

100 105 110 

Glu Arg Gly Leu Ala Ala Gly Asp Ala Ile Ala Glu Ile Arg Arg Leu 
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115 120 125 

Arg Pro Gly Ser Ile Glu Thr Tyr Glu Gln Glu Lys Ala Val Phe Gln 

130 	 135 140 

Phe Tyr Gln Arg Thr Lys 

145 	 150 

<210> 	3 

<211> 	15 

• <212> 	PRT 

<213> 	Homo sapiens 

<400> 	3 

Arg Arg Leu Arg Pro Gly Ser Ile Glu Thr Tyr Glu Gln Glu Lys 

1 	 5 10 15 

<210> 	4 

<211> 	145 

<212> 	PRT 

• <213> 	Mus musculus 

<400> 

Leu Val Asp Met Asp Ser Arg Leu Asn Leu Val Phe Leu Val Leu Ile 

1 	 5 10 15 

Leu Lys Gly Val Gln Cys Asp Val Gln Leu Val Glu Ser Gly Gly Gly 

20 25 30 

Leu Val Gln Pro Gly Gly Ser Arg Lys Leu Ser Cys Ala Ala Ser Gly 

35 40 45 

Phe Thr Phe Ser Ser Phe Gly Met His Trp Val Arg Gln Ala Pro Glu 
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50 55 60 

Lys Gly Leu Glu Trp Val Ala Tyr Ile Ser Ser Gly Ser Ser Thr Ile 

65 70 75 80 

Tyr Tyr Ala Asp Thr Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn 

85 90 95 

Pro Lys Asn Thr Leu Phe Leu Gln Met Thr Ser Leu Arg Ser Glu Asp 

100 105 110 • Thr Ala Met Tyr Tyr Cys Ala Arg Trp Gln Thr Ala Arg Ala Thr Arg 

115 120 125 

Gly Tyr Ala Met Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser 

130 135 140 

Ser 

145 

<210> 5 

<211> 123 

<212> PRT 

<213> Mus musculus 

<400> 5 

Val Met Thr Gln Ser His Lys Phe Met Ser Thr Ser Val Gly Asp Arg 

1 5 10 15 

Val Ser Ile Thr Cys Lys Ala Ser Gln Asp Val Asn Thr Ala Val Ala 

20 25 30 

Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Lys Leu Leu Ile Tyr Ser 

35 40 45 
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Ala Ser Tyr Arg Phe Thr Gly Val Pro Asp Leu Phe Thr Gly Ser Gly 

50 55 60 

Ser Gly Thr Asp Phe Thr Phe Thr Ile Asn Ser Val Gln Ala Glu Asp 

65 70 75 80 

Leu Ala Val Tyr Tyr Cys Gln Gln His Tyr Ser Ser Pro Trp Thr Phe 

85 90 95 

Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Ala Ala Pro Thr 

111 	 100 105 110 

Val Ser Ile Phe His His Pro Val Ser Leu Gly 

115 120 


