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ATCAGCTGGGTGCGACAGGCCCCTGGACAAGGGCTTGAGTGGATGGGAAGE
ATCAGCTGGGTGCGACAGGCCCCTGGACAAGGGCTTGAGTGGATGGGAGGG
ATCAGCTGGGTGCGACAGGCCCCTGGACAAGGGCTTGAGTGGATGGGAGGE
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AACTACGCACAGAAGTTCCAGGGCAGAGTCACGATTACCGCGGACGAATCC
AACTACGCACAGAAGTTCCAGGGCAGAGTCACGATTACCGCGGACAAATCC
AACTACGCACAGAAGTTCCAGGGCAGAGTCACGATTACCGCGGACAAATCC
AACTACGCACAGAAGTTCCAGGGCAGAGTCACGATTACCGCGGACAAATCC
AACTACGCACAGAAGTTCCAGGGCAGAGTCACGATTACCGCGGACGAATCC
[AACTACGCACAGAAGTTCCAGGGCAGAGTCACGATTACCGCGGACGAATCC
AACTACGCACAGAAGTTCCAGGGCAGAGTCACGATTACCGCGGACGAATCC
JAACTACGCACAGAAGTTCCAGGGCAGAGTCACGATTACCGCGGACGAATCC
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ACGAGCACAGCCTACATGGAGCTGAGCAGCCTGAGATCTGAGGACACGGCCGTGTATTACTGT|GCGAGA -~~~
ACGAGCACAGCCTACATGGAGCTGAGCAGCCTGAGATCTGALGACACGGC
ACGAGCACAGCCTACATGGAGCTGAGCAGCCTGAGATCTGAGGACACGGCCGTGTATTACTGTGCGAGAGAA
ACGAGCACAGCCTACATGGAGCTGAGCAGCCTGAGATCTGAGGACACGGCCGTGTATTACTGIGCGAGA~~~
ACGAGCACAGCCTACATGGAGCTGAGCAGCCTGAGATCTGAGGACACGGCCGTGTATTACTGTIGCGAGAGAA
ACGAGCACAGCCTACATGGAGCTGAGCAGCCTGAGATCTGAG
ACGAGCACAGCCTACATGGAGCTGAGCAGCCTGAGATCTGAGGACACGGCCGTGTATTACTGTIGCGAGAGARA
ACGAGCACAGCCTACATGGAGCTGAGCAGCCTGAGATCTGAGGACACGGCCGTGTATTACTGTIGCGAGAGAA
ACGAGCACAGCCTACATGGAGCTGAGCAGCCTGAGATCTGAGGACACGGCCGTGTATTACTGTIGCGAGAGAA
ACGAGCACAGCCTACATGGAGCTGAGCAGCCTGAGATCTGAGGACACGGCCGTGTATTACTGTIGCGAGAGAA
ACGAGCACAGCCTACATGGAGCTGAGCAGCCTGAGATCTGAGGACACGGCCGTGTATTACTGTIGCGAGAGARA
ACGAGCACAGCCTACATGGAGCTGAGCAGCCTGAGATCTGAGGACACGGCCGTGTATTACTGTIGCGAGAGAA
ACGAGCACAGCCTACATGGAGCTGAGCAGCCTGAGATCTGAGGACACGGCCGTGTATTACTGTIGCGAGAGA
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