SEQUENCE LISTING

<110> Genmab A/S

<120> ANTIBODY VARIANTS HAVING MODIFICATIONS IN THE CONSTANT REGION

<130> P/58.W0

<160> 9

<170> PatentIn version 3.5

<210> 1

<211> 1588

<212> DNA

<213> Homo sapiens

<400> 1

gctagcacca agggcccatc cgtcttcccc ctggecgeecct gectccaggag cacctccgag 60
agcacagccg ccctgggetg cctggtcaag gactacttcc ccgaaccggt gacggtgtcg 120
tggaactcag gcgccctgac cagcggegtg cacaccttcc cggectgtcct acagtcctca 180
ggactctact ccctcagcag cgtggtgacc gtgccctcca gcagecttggg cacgaagacc 240
tacacctgca acgtagatca caagcccagc aacaccaagg tggacaagag agttggtgag 300
aggccagcac agggagggag ggtgtctget ggaagccagg ctcagccctc ctgecctggac 360
gcaccccgge tgtgcagccc cagcccaggg cagcaaggca tgccccatct gtctcctcac 420
ccggaggcct ctgaccaccc cactcatgct cagggagagg gtcttctgga tttttccacc 480
aggctccggg cagccacagg ctggatgccc ctaccccagg ccctgegecat acaggggcag 540
gtgctgecgect cagacctgcc aagagccata tccgggagga ccctgcccct gacctaagcec 600
caccccaaag gccaaactct ccactccctc agctcagaca ccttctctcc tcccagatct 660
gagtaactcc caatcttctc tctgcagagt ccaaatatgg tcccccatgec ccatcatgcc 720
caggtaagcc aacccaggcc tcgccctcca gectcaaggeg ggacaggtge cctagagtag 780
cctgcatcca gggacaggcc ccageccgggt gectgacgcat ccacctccat ctcttcctca 840
gcacctgagt tcctgggggg accatcagtc ttcctgttcc ccccaaaacc caaggacact 900
ctcatgatct cccggacccc tgaggtcacg tgcgtggtgg tggacgtgag ccaggaagac 960
cccgaggtcc agttcaactg gtacgtggat ggcgtggagg tgcataatgc caagacaaag 1020
ccgcgggagg agcagttcaa cagcacgtac cgtgtggtca gecgtcctcac cgtcctgceac 1080
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caggactggc
tccatcgaga
ggacagaggt
ccctacaggg
gaccaagaac
cgtggagtgg
ggactccgac

ggaggggaat

gaagagcctc

<210> 2

<211> 327
<212> PRT
<213>

tgaacggcaa
aaaccatctc
cagctcggcc
cagccccgag
caggtcagcc
gagagcaatg
ggctccttct
gtcttctcat

tccctgtctc

Homo sapiens

ggagtacaag

caaagccaaa
caccctctgc
agccacaggt
tgacctgcct
ggcagecegega
tcctctacag
gctccgtgat

tgggtaaa

<220>

<221> VARIANT

<222> (189)..(189)

<223> X at position 189 is Leu

<220>

<221> VARIANT

<222> (289)..(289)

<223> X at position 289 is Arg

<400> 2

Ala Ser Thr Lys Gly Pro Ser Val

1 5

Ser Thr Ser Glu Ser Thr Ala Ala

20

Phe Pro Glu Pro Val Thr Val Ser
35 40

Gly Val His Thr Phe Pro Ala Val

50

55

tgcaaggtct

ggtgggaccc
cctgggagtg
gtacaccctg
ggtcaaaggc
gaacaactac
caggctaacc

gcatgaggct

or Val

or Lysl

ccaacaaagg
acggggtgceg
accgctgtgc
cccccatccc
ttctacccca
aagaccacgc
gtggacaaga

ctgcacaacc

cctcccgtcc
agggccacat
caacctctgt
aggaggagat
gcgacatcgc
ctcccgtgcet
gcaggtggca

actacacaca

Phe Pro Leu Ala Pro Cys Ser Arg

10

15

Leu Gly Cys Leu Val Lys Asp Tyr

25

Trp Asn

Leu Gln
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30

45

60

Ser Gly Ala Leu Thr Ser

Ser Ser Gly Leu Tyr Ser

1140

1200

1260

1320

1380

1440

1500

1560

1588



Leu

65

Tyr

Arg

Glu

Asp

Asp

145

Gly

Asn

Trp

Pro

Glu

225

Asn

Ile

Ser

Thr

Val

Phe

Thr

130

Val

Val

Ser

Leu

Ser

210

Pro

Gln

Ala

Ser

Cys

Glu

Leu

115

Leu

Ser

Glu

Thr

Asn

195

Ser

Gln

Val

Val

Val

Asn

Ser

100

Met

Gln

Val

Tyr

180

Gly

Ile

Val

Ser

Glu
260

Val

Val

85

Lys

Gly

Ile

Glu

His

165

Arg

Lys

Glu

Tyr

Leu

245

Trp

Thr

70

Asp

Tyr

Pro

Ser

Asp

150

Asn

Val

Glu

Lys

Thr

230

Thr

Glu

Val

His

Gly

Ser

Arg

135

Pro

Ala

Val

Tyr

Thr

215

Leu

Cys

Ser

Pro

Lys

Pro

Val

120

Thr

Glu

Lys

Ser

Lys

200

Ile

Pro

Leu

Asn

Ser

Pro

Pro

105

Phe

Pro

Val

Thr

Val

185

Cys

Ser

Pro

Val

Gly
265

Ser Ser
75

Ser Asn
90

Cys Pro

Leu Phe

Glu Vval

Gln Phe
155

Lys Pro
170

Leu Thr

Lys Val

Lys Ala

Ser Gln

235

Lys Gly
250

Gln Pro
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Leu

Thr

Ser

Pro

Thr

140

Asn

Arg

Val

Ser

Lys

220

Glu

Phe

Glu

Gly

Lys

Cys

Pro

125

Cys

Trp

Glu

Xaa

Asn

205

Gly

Glu

Tyr

Asn

Thr

Val

Pro

110

Lys

Val

Tyr

Glu

His

190

Lys

Gln

Met

Pro

Asn
270

Lys

Asp

95

Ala

Pro

Val

Val

Gln

175

Gln

Gly

Pro

Thr

Ser

255

Tyr

Thr

80

Lys

Pro

Lys

Val

Asp

160

Phe

Asp

Leu

Arg

Lys

240

Asp

Lys



Thr Thr
275

Leu
290

Xaa

Cys Ser Val

305

Leu Ser Leu

<210> 3

<211> 1588
<212> DNA
<213> Homo

<400> 3
gctagcacca

agcacagccg
tggaactcag
ggactctact
tacacctgca
aggccagcac

gcaccccggce

ccggaggcct
aggctccggg
gtgctgegct
caccccaaag
gagtaactcc
cgggtaagcc
cctgcatcca
gcacctgagt

ctcatgatct

Met His

280

295

310

Ser Leu
325

sapiens

agggcccatc
ccctgggctg
gcgccctgac
ccctcagcag
acgtagatca
agggaggeag
tgtgcagccc
ctgaccaccc
cagccacagg
cagacctgcc
gccaaactct
caatcttctc

aacccaggcc

gg8gacaggcc

tcctgggges

ccecggacccc

Gly Lys

cgtcttcccc
cctggtcaag
cagcggegtg
cgtggtgacc
caagcccagc
ggtgtctgct
cagcccaggg
cactcatgct
ctggatgccc
aagagccata
ccactccctc
tctgcagagt
tcgccctcca
ccagccgggt
accatcagtc

tgaggtcacg

Pro Pro Val Leu Asp Ser Asp Gly Ser

Thr Val Asp Lys Ser Arg Trp Gln Glu

Glu Ala Leu His Asn His

315

ctggcgccct
gactacttcc
cacaccttcc
gtgccctcca
aacaccaagg
ggaagccagg
cagcaaggca
cagggagagg
ctaccccagg
tccgggagga
agctcagaca
Cccaaatatgg
gctcaaggcg
gctgacgcat
ttcctgttcc

tgcgtggteg
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Phe Phe Leu Tyr Ser

285

Gly Asn Val Phe Ser

300

Tyr Thr Gln Lys Ser

gctccaggag

ccgaaccggt
cggctgtcect
gcagcttggg
tggacaagag
ctcagccctc
tgccccatct
gtcttctgga
ccctgecgcat
ccctgecccct
ccttctctcc
tcccccatgce
ggacaggtgc
ccacctccat

CCCCaaaacc

tggacgtgag

320

cacctccgag
gacggtgtcg
acagtcctca
cacgaagacc
agttggtgag
ctgcctggac
gtctcctcac
tttttccacc
acaggggcasg
gacctaagcc
tcccagatct
ccaccatgcc
cctagagtag
ctcttcctca
caaggacact

ccaggaagac

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960



cccgaggtcc
ccgegeggags
caggactggc
tccatcgaga
ggacagaggt
ccctacaggg
gaccaagaac
cgtggagtgg
ggactccgac

ggaggggaat

gaagagcctc

210> 4
<211> 315
<212> PRT
<213> Homo

<400> 4

Ala Ser Thr
1

Ser Thr Ser

Phe Glu

35

Pro

Val His

50

Gly

Leu Ser Ser

65

Tyr Thr Cys

agttcaactg
agcagttcaa
tgaacggcaa
aaaccatctc
cagctcggcc
cagccccgag
caggtcagcc
gagagcaatg
ggctccttct
gtcttctcat

tccctgtctc

sapiens

Lys

Gly

Glu
20

Ser

Val

Pro

Thr

Phe

Val

Val

Val
85

Asn

Pro

Thr

Thr

Pro

Thr

70

Asp

gtacgtggat
cagcacgtac
ggagtacaag
caaagccaaa
caccctctgc
agccacaggt
tgacctgcct
ggcagccgga
tcctctacag
gctccgtgat

tgggtaaa

Ser Val

Ala Ala

Val Ser

40

Ala Val

55

Val Pro

His Lys

ggcgtggagg
cgtgtggtca
tgcaaggtct
ggtgggaccc
cctgggagtg
gtacaccctg
ggtcaaaggc
gaacaactac
caggctaacc

gcatgaggct

Phe Pro Leu

10

Leu
25

Gly Cys

Trp Asn Ser

Leu Gln Ser

Ser
75

Ser Ser

Ser Asn

920

Pro
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tgcataatgc
gcgtcctcac
ccaacaaagg
acggggtgcg
accgctgtgc
cccccatccc
ttctacccca
aagaccacgc
gtggacaaga

ctgcacaacc

Ala Pro Cys

Leu Val Lys

30

Ala
45

Gly Leu

Ser Leu

60

Gly

Leu Gly Thr

Thr Lys Val

caagacaaag
cgtcctgcac
cctcccgtcc
agggccacat
caacctctgt
aggaggagat
gcgacatcgc
ctcccgtgcet
gcaggtggca

actacacaca

Ser
15

Arg
Asp

Tyr

Thr Ser

Ser

Tyr

Thr
80

Lys

Asp
95

Lys

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1588



Arg

Pro

Cys

Trp

145

Glu

Leu

Asn

Gly

Glu

225

Tyr

Asn

Phe

Asn

Val

Lys

Val

130

Tyr

Glu

His

Lys

Gln

210

Met

Pro

Asn

Leu

Val
290

Ala

Pro

115

Val

Val

Gln

Gln

Gly

195

Pro

Thr

Ser

Tyr

Tyr

275

Phe

Pro

100

Val

Asp

Phe

Asp

180

Leu

Arg

Lys

Asp

Lys

260

Ser

Ser

Glu

Asp

Asp

Gly

Asn

165

Trp

Pro

Glu

Asn

Ile

245

Thr

Arg

Cys

Phe

Thr

Val

Val

150

Ser

Leu

Ser

Pro

Gln

230

Ala

Thr

Leu

Ser

Leu

Leu

Ser

135

Glu

Thr

Asn

Ser

Gln

215

Val

Val

Pro

Thr

Val
295

Gly

Met

120

Gln

Val

Tyr

Gly

Ile

200

Val

Ser

Glu

Pro

Val

280

Met

Gly

105

Ile

Glu

His

Arg

Lys

185

Glu

Tyr

Leu

Trp

Val

265

Asp

His

Pro Ser

Ser Arg

Asp Pro

Asn Ala
155

Val val
170

Glu Tyr

Lys Thr

Thr Leu

Thr Cys

235

Glu Ser
250

Leu Asp

Lys Ser

Glu Ala

Page 6

Val

Thr

Glu

140

Lys

Ser

Lys

Ile

Pro

220

Leu

Asn

Ser

Arg

Leu
300

Phe

Pro

125

Val

Thr

Val

Cys

Ser

205

Pro

Val

Gly

Asp

Trp

285

His

Leu

110

Glu

Gln

Lys

Leu

Lys

190

Lys

Ser

Lys

Gln

Gly

270

Gln

Asn

Phe

Val

Phe

Pro

Thr

175

Val

Ala

Gln

Gly

Pro

255

Ser

Glu

His

Pro

Thr

Asn

Arg

160

Val

Ser

Lys

Glu

Phe

240

Glu

Phe

Gly

Tyr



Thr Gln Lys

305
<210> 5
<211> 105
<212> PRT
<213> Homo
<400> 5
Gln Pro Lys
1
Glu Leu Gln
Tyr Pro Gly
35
Lys Ala Gly
50
Tyr Ala Ala
65
His Arg Ser
Lys Thr Val
<210> 6
<211> 106
<212> PRT
<213> Homo
<400> 6
Thr Val Ala
1
Leu Lys Ser

Ser Leu Ser Leu Ser Leu Gly Lys
310 315

sapiens

Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu

Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe
20 25 30

Ala Val Thr Vval Ala Trp Lys Ala Asp Ser Ser Pro Val
40 45

Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys
55 60

Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser
70 75 80

Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu
85 90 95

Ala Pro Thr Glu Cys Ser
100 105

sapiens

Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln
5 10 15

Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
20 25 30
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Pro

Gly

Tyr

65

His

Val

Arg

Asn

50

Ser

Lys

Thr

<210>
<211>
<212>
<213>

<400>

3
P
H

7

Glu

35

Ser

Leu

Val

Lys

30
RT
omo

Ala Ser Thr

1

Ser

Phe

Gly

Leu

65

Tyr

Thr

Pro

Val

50

Ser

Ile

Ser

Glu

35

His

Ser

Cys

Ala

Gln

Ser

Tyr

Ser
100

Lys

Glu

Ser

Ala

85

Phe

sapiens

Lys

Gly

20

Pro

Thr

Val

Asn

Gly

Gly

Val

Phe

Val

Val
85

Val

Ser

Thr

70

Cys

Asn

Pro

Thr

Thr

Pro

Thr

70

Asn

Gln

Val

55

Leu

Glu

Arg

Ser

Ala

Val

Ala

55

Val

His

Trp

40

Thr

Thr

Val

Gly

Val

Ala

Ser

40

Val

Pro

Lys

Lys

Glu

Leu

Thr

Glu
105

Phe

Leu

25

Trp

Leu

Ser

Pro

Val Asp

Gln Asp

Ser Lys
75

His Gln
90

Cys

Pro Leu
10

Gly Cys

Asn Ser

Gln Ser

Ser Ser
75

Ser Asn
90
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Asn

Ser

60

Ala

Gly

Ala

Leu

Gly

Ser

60

Leu

Thr

Ala

45

Lys

Asp

Leu

Pro

Val

Ala

45

Gly

Gly

Lys

Leu

Asp

Tyr

Ser

Ser

Lys

30

Leu

Leu

Thr

Val

Gln

Ser

Glu

Ser
95

Ser

15

Asp

Thr

Tyr

Gln

Asp
95

Ser

Thr

Lys

80

Pro

Lys

Tyr

Ser

Ser

Thr

80

Lys



Lys

Pro

Lys

Val

145

Tyr

Glu

His

Lys

Gln

225

Met

Pro

Asn

Leu

Val

Val

Ala

Pro

130

Val

Val

Gln

Gln

Ala

210

Pro

Thr

Ser

Tyr

Tyr

290

Phe

Glu

Pro

115

Lys

Val

Asp

Tyr

Asp

195

Leu

Arg

Lys

Asp

Lys

275

Ser

Ser

Pro

100

Glu

Asp

Asp

Gly

Asn

180

Trp

Pro

Glu

Asn

Ile

260

Thr

Lys

Cys

Lys

Leu

Thr

Val

Val

165

Ser

Leu

Ala

Pro

Gln

245

Ala

Thr

Leu

Ser

Ser

Leu

Leu

Ser

150

Glu

Thr

Asn

Pro

Gln

230

Val

Val

Pro

Thr

Val

Cys

Gly

Met

135

His

Val

Tyr

Gly

Ile

215

Val

Ser

Glu

Pro

Val

295

Met

Asp

Gly

120

Ile

Glu

His

Arg

Lys

200

Glu

Tyr

Leu

Trp

Val

280

Asp

His

Lys

105

Pro

Ser

Asp

Asn

Val

185

Glu

Lys

Thr

Thr

Glu

265

Leu

Lys

Glu

Thr His

Ser Val

Arg Thr

Pro Glu
155

Ala Lys
170

Val Ser

Tyr Lys

Thr Ile

Leu Pro

235

Cys Leu

250

Ser Asn

Asp Ser

Ser Arg

Ala Leu
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Thr

Phe

Pro

140

Val

Thr

Val

Ser

220

Pro

Val

Gly

Asp

Trp

300

His

Cys

Leu

125

Glu

Lys

Lys

Leu

Lys

205

Lys

Ser

Lys

Gln

Gly

285

Gln

Asn

Pro

110

Phe

Val

Phe

Pro

Thr

190

Val

Ala

Arg

Gly

Pro

270

Ser

Gln

His

Pro

Pro

Thr

Asn

Arg

175

Val

Ser

Lys

Asp

Phe

255

Glu

Phe

Gly

Tyr

Cys

Pro

Cys

Trp

160

Glu

Leu

Asn

Gly

Glu

240

Tyr

Asn

Phe

Asn

Thr



305

Gln Lys Ser

<210>
<211>
<212>
<213>

<400>

3
P
H

8

26
RT
omo

Ala Ser Thr

1

Ser

Phe

Gly

Leu

65

Tyr

Thr

Pro

Thr

Val
145

Thr

Pro

Val

50

Ser

Thr

Val

Val

Leu

130

Ser

Ser

Glu

35

His

Ser

Cys

Glu

Ala

115

Met

His

310

Leu Ser Leu Ser Pro Gly Lys

325

sapiens

Lys

Glu

20

Pro

Thr

Val

Asn

Arg

100

Ile

Glu

Gly

Ser

Val

Phe

Val

Val

85

Lys

Pro

Ser

Asp

Pro

Thr

Thr

Pro

Thr

70

Asp

Cys

Ser

Arg

Pro
150

Ser

Ala

Val

Ala

55

Val

His

Cys

Val

Thr

135

Glu

Val

Ala

Ser

40

Val

Pro

Lys

Val

Phe

120

Pro

Val

Phe

Leu

25

Trp

Leu

Ser

Pro

Glu

105

Leu

Glu

Gln

330

Pro

10

Gly

Asn

Gln

Ser

Ser

90

Cys

Phe

Val

Phe

315

Leu

Cys

Ser

Ser

Asn

75

Asn

Pro

Pro

Thr

Asn
155
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Ala

Leu

Gly

Ser

60

Phe

Thr

Pro

Pro

Cys

140

Trp

Pro

Val

Ala

45

Gly

Gly

Lys

Cys

Lys

125

Val

Tyr

Cys

Lys

30

Leu

Leu

Thr

Val

Pro

110

Pro

Val

Val

Ser

15

Asp

Thr

Tyr

Gln

Asp

95

Ala

Lys

Val

Asp

320

Arg

Tyr

Ser

Ser

Thr

80

Lys

Pro

Asp

Asp

Gly
160



Val

Ser

Leu

Ala

Pro

225

Gln

Ala

Thr

Leu

Ser

305

Ser

Glu

Thr

Asn

Pro

210

Gln

Val

Val

Pro

Thr

290

Val

Leu

<210>
<211>
<212>
<213>

<400>

3
P
H

9

Val

Phe

Gly

195

Ile

Val

Ser

Glu

Pro

275

Val

Met

Ser

77
RT
omo

Ala Ser Thr

His

Arg

180

Lys

Glu

Tyr

Leu

Trp

260

Met

Asp

His

Pro

Asn

165

Val

Glu

Lys

Thr

Thr

245

Glu

Leu

Lys

Glu

Gly
325

sapiens

Ala

Val

Tyr

Thr

Leu

230

Cys

Ser

Asp

Ser

Ala

310

Lys

Lys

Ser

Lys

Ile

215

Pro

Leu

Asn

Ser

Arg

295

Leu

Thr

Val

Cys

200

Ser

Pro

Val

Gly

Asp

280

Trp

His

Lys

Leu

185

Lys

Lys

Ser

Lys

Gln

265

Gly

Gln

Asn

Pro

170

Thr

Val

Thr

Arg

Gly

250

Pro

Ser

Gln

His

Arg

Val

Ser

Lys

Glu

235

Phe

Glu

Phe

Gly

Tyr
315

Glu

Val

Asn

Gly

220

Glu

Tyr

Asn

Phe

Asn

300

Thr

Glu

His

Lys

205

Gln

Met

Pro

Asn

Leu

285

Val

Gln

Gln

Gln

190

Gly

Pro

Thr

Ser

Tyr

270

Tyr

Phe

Lys

Phe

175

Asp

Leu

Arg

Lys

Asp

255

Lys

Ser

Ser

Ser

Asn

Trp

Pro

Glu

Asn

240

Ile

Thr

Lys

Cys

Leu
320

Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg
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Ser

Phe

Gly

Leu

65

Tyr

Arg

Arg

Cys

Pro

145

Ala

Pro

Val

Val

Thr

Pro

Val

50

Ser

Thr

Val

Cys

Pro

130

Glu

Pro

Lys

Val

Asp
210

Ser

Glu

35

His

Ser

Cys

Glu

Pro

115

Glu

Pro

Glu

Asp

Asp

195

Gly

Gly

20

Pro

Thr

Val

Asn

Leu

100

Glu

Pro

Lys

Leu

Thr

180

Val

Val

Gly

Val

Phe

Val

Val

85

Lys

Pro

Lys

Ser

Leu

165

Leu

Ser

Glu

Thr

Thr

Pro

Thr

70

Asn

Thr

Lys

Ser

Cys

150

Gly

Met

His

Val

Ala

Val

Ala

55

Val

His

Pro

Ser

Cys

135

Asp

Gly

Ile

Glu

His
215

Ala

Ser

40

Val

Pro

Lys

Leu

Cys

120

Asp

Thr

Pro

Ser

Asp

200

Asn

Leu

25

Trp

Leu

Ser

Pro

Gly

105

Asp

Thr

Pro

Ser

Arg

185

Pro

Ala

10

Gly Cys

Asn Ser

Gln Ser

Ser Ser
75

Ser Asn
90

Asp Thr

Thr Pro

Pro Pro

Pro Pro

155

Val Phe
170

Thr Pro

Glu Vval

Lys Thr
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Leu

Gly

Ser

60

Leu

Thr

Thr

Pro

Pro

140

Cys

Leu

Glu

Gln

Lys
220

Val

Ala

45

Gly

Gly

Lys

His

Pro

125

Cys

Pro

Phe

Val

Phe

205

Pro

Lys

30

Leu

Leu

Thr

Val

Thr

110

Cys

Pro

Arg

Pro

Thr

190

Lys

Arg

15

Asp

Thr

Tyr

Gln

Asp

95

Cys

Pro

Arg

Cys

Pro

175

Cys

Trp

Glu

Tyr

Ser

Ser

Thr

80

Lys

Pro

Arg

Cys

Pro

160

Lys

Val

Tyr

Glu



Gln

225

Gln

Ala

Pro

Thr

Ser

305

Tyr

Tyr

Phe

Lys

Tyr

Asp

Leu

Arg

Lys

290

Asp

Asn

Ser

Ser

Ser
370

Asn

Trp

Pro

Glu

275

Asn

Ile

Thr

Lys

Cys

355

Leu

Ser

Leu

Ala

260

Pro

Gln

Ala

Thr

Leu

340

Ser

Ser

Thr

Asn

245

Pro

Gln

Val

Val

Pro

325

Thr

Val

Leu

Phe

230

Gly

Ile

Val

Ser

Glu

310

Pro

Val

Met

Ser

Arg

Lys

Glu

Tyr

Leu

295

Trp

Met

Asp

His

Pro
375

Val

Glu

Lys

Thr

280

Thr

Glu

Leu

Lys

Glu

360

Gly

Val

Tyr

Thr

265

Leu

Cys

Ser

Asp

Ser

345

Ala

Lys

Ser

Lys

250

Ile

Pro

Leu

Ser

Ser

330

Arg

Leu
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Val

235

Cys

Ser

Pro

Val

Gly

315

Asp

Trp

His

Leu

Lys

Lys

Ser

Lys

300

Gln

Gly

Gln

Asn

Thr

Val

Thr

Arg

285

Gly

Pro

Ser

Gln

Arg
365

Val

Ser

Lys

270

Glu

Phe

Glu

Phe

Gly

350

Phe

Leu

Asn

255

Gly

Glu

Tyr

Asn

Phe

335

Asn

Thr

His

240

Lys

Gln

Met

Pro

Asn

320

Leu

Ile

Gln



