Sequence listing
SEQUENCE LISTING

<110> Erber Aktiengesellschaft

<120> Polypeptid zur hydrolytischen spaltung von Zzearalenon und / oder
Zearalenon Derivaten

<130> PO0O5341PCT
<160> 69

<170> PatentIn version 3.5

<210> 1
<211> 328
<212> PRT

<213> Rhodococcus erythropolis

<400> 1

Met Ala Glu Glu Gly Thr Arg Ser Glu Ala Ala Asp Ala Ala Thr Gln
1 5 10 15

Ala Arg GIn Leu Pro Asp Ser Arg Asn Ile Phe val Ser His Arg Phe
20 25 30

Pro Glu Arg GIn val Asp Leu Gly Glu val val Met Asn Phe Ala Glu
35 40 45

Ala Gly Ser Pro Asp Ash Pro Ala Leu Leu Leu Leu Pro Glu Gln Thr
50 ‘ 55 60

Gly Ser Trp Trp Ser Tyr Glu Pro val Met Gly Leu Leu Ala Glu Asn
65 70 75 80

Phe His val Phe Ala val Asp Ile Arg Gly GIn Gly Arg Ser Thr Trp
85 90 95

Thr Pro Arg Arg Tyr Ser Leu Asp Asn Phe Gly Asn Asp Leu val Arg
100 105 110

Phe Ile Ala Leu val Ile Lys Arg Pro val val val Ala Gly Asn Ser
115 120 125

Ser Gly Gly Leu Leu Ala Ala Trp Leu Ser Ala Tyr Ala Met Pro Gly
130 135 140

GIn Ile Arg Ala Ala Leu Cys Glu Asp Ala Pro Phe Phe Ala Ser Glu
145 150 155 » 160

Leu val Pro Ala Tyr Gly His Ser val Leu GIn Ala Ala Gly Pro Ala
165 170 175

Phe Glu Leu Tyr Arg Asp Phe Leu Gly Asp GIn Trp Ser Ile Gly Asp
180 185 190

Page 1



Trp

GlIn

225

Cys

Thr

Ala

Ala

Met

305

ser

Lys

Leu

210

Pro

Pro

His

Leu

Ala

<210>
<211>
<212>
<213>

<400>

Gly

Phe

Glu

His

His

Ser

275

val

Leu

Thr

2
308
PRT

Phe

Pro

Trp

Asp

Ala

260

Asp

Arg

Phe

Leu

val

Thr

Gly

Arg

Arg

Leu

val

Asp

Pro
325

Streptomyces

2

Met Ala Asp Pro
1

Glu

Gly

Ser

His

65

Pro

Ile

Lys

Glu

Trp

50

val

LyS

Ala

Gln

Pro

35

Trp

Tyr

Arg

Leu

Ala

20

Asp

Gly

Ala

Tyr

val

Ala

5

ASp

Met

TYyr

val

Ser

85

val

Glu

Pro

Arg

Met

Thr

Gin

Asp

Pro

310

Ala

Ala

Asp

215

Ala

Leu

Ile

Ala

Tyr

295

Ala

Asn

Ala

200

Glu

Phe

Ser

Asp

Glu

280

Gln

Arg

Asp

Sequence listing
Lys Ala Ser Pro Ala

Ala

Phe

Gln

Pro

265

His

Ser

Tyr

violaceusniger

Gln Arg Asp val

Leu

Pro

Glu

AsSp

70

Leu

Lys

Gly

Ala

Glu

55

Leu

ASp

Arg

Glu

val

40

Ala

Arg

Asn

Pro

Ile

25

Leu

Met

Gly

Phe

val

Pro

Glu

val

250

Glu

Ala

His

Ala

Tyr

10

Thr

Leu

Gly

GlIn

Gly
90

Gln

Gly

Lys

Thr

Gin

Pro

Glu
315

val

Met

Ile

Leu

Gly

75

Asn

Asn

220

Thr

Thr

Gly

AsSp

300

Ile

Pro

Asn

Pro

Leu

60

Arg

ASp

ITe val Ala

Page 2

205

Leu

val

Pro

Glu

Ile

285

Ala

Leu

His

Tyr

Glu

45

Ala

Ser

Leu

Gly

Lys

Lys

Ala

Ile

Leu

270

Ile

Leu

Thr

Ala

Ala

30

GlIn

Glu

ser

val

Asn

Ala

Glu

Leu

Leu

255

Leu

Arg

Ser

Tyr

15

Glu

Thr

Asn

Trp

Arg

95

Ser

Met

Tyr

His

240

Gly

Ser

Met

Trp

Pro

Ala

Gly

Phe

Ala

80

Phe

Ser



Gly

val

val

145

Glu

Thr

Tyr

Glu

His

225

His

Ser

val

Gin

Thr
305

Leu

Gly

Phe

Trp

Glu

Met

Asp

Lys

Phe
290

val

115

Gly

Thr

Phe

Tyr

val

195

Ala

Gln

Arg

Glu

val

275

Asp

Leu Ala

<210>
<211>
<212>
<213>

<400>

Met val Thr Ser Pro
1

3
3

09

PRT
Streptomyces

3

100

Leu

Ala

Cys

Arg

Cys

180

Ala

Arg

Leu

Asp

GIn

260

Asp

Pro

Ala

Leu

Gly

Thr

165

Arg

Asp

Ala

Leu

Ile

245

Ala

Tyr

Pro

5

Pro Glu GIn Gln val

20

Ala

cys

His

150

Tyr

Ala

Glu

Phe

Thr

230

Asp

Ala

Ala

Arg

Trp
Glu
135
Ser
Leu

Ala

Ile

Pro

Arg

ser

Tyr
295

Leu

120

Asp

Ile

Gly

Asp

Pro

200

Glu

val

Asp

Ala

val

280

val

coelicolor

Sequence listing

105

Ser Ala Tyr

Ala Pro Phe

Arg GIn Ala
155

Asp Gln Trp
170

Ala Ser Ser
185
GIn His Met
Gly Thr val
Lys Thr Pro
235
Thr Gly His
Arg Leu Leu

Pro Asp Ala

Glu ITe Phe

Ser

Phe

140

Ala

Ser

ser

Arg

Ala

220

val

Leu

Met

Leu

Thr
300

Met

125

Ala

Gly

val

Pro

Glu

205

Leu

Leu

val

Glu

His

285

Glin

110

Pro

Ser

Pro

Gly

Met

190

Tyr

Leu

Gly

ser

270

Met

Trp

Gly

Glu

Met

Asp

Ala

Asp

Cys

Thr

Ala

255

Ala

Met

Ala

Gln

Leu

Phe

160

Trp

Arg

Pro

Pro

His

240

Leu

Gly

His

Ala Leu Arg Asp val His val Pro His Ala Tyr
10 15

Asp Leu Gly Glu ITe Thr Met Asn Tyr Ala Glu
25

Page 3

30



Ala

Phe

65

Thr

Phe

Ser

Gln

Leu

145

Phe

Trp

Arg

Pro

Pro

225

His

Leu

Gly

His

Gly

Ser

50

His

Pro

Ile

Gly

Ile

130

val

Glu

Glu

Ser

Glu

210

His

His

Ser

val

Gln
290

Asp

35

Trp

val

Lys

Ala

Arg

Pro

Leu

Gly

Phe

195

Trp

Glu

Met

Asp

Lys

Ser

Pro

Trp

Tyr

Arg

Leu

100

val

Gly

Ala

Phe

Phe

180

val

Ala

Arg

Arg

Glu

260

val

Asp

Gly

sSer

Ala

Tyr

85

val

Leu

val

His

Arg

Ala

Arg

Met

Asp

Pro

Arg

Tyr

val

70

Ser

val

Ala

Leu

ser

Asp

Ala

Leu

230

Thr

Ala

Tyr

Ala

Pro

Glu

55

Asp

Leu

Arg

Ala

Tyr

Ala

Thr

Phe

215

Asn

Asp

Ala

Glu

Arg

Ala

40

Glu

Leu

Asp

Arg

ser

Leu

Ala

Ile

200

Tyr

Arg

Pro

Gln

Ser

280

Tyr

Sequence listing

val Leu Leu Ile

Ala

Arg

Asn

Pro

105

Leu

Asp

val

Gly

Glu

val

Glu

val

265

val

Ala

Met

Gly

Phe

90

val

ser

Pro

Arg

Asp

Ala

Gln

Gly

Asn

Thr

250

Arg

Pro

Glu

Gly

Gin

75

Gly

val

Ala

Pro

Gln

155

Gln

Ser

Thr

Thr

235

Gly

Arg

Asp

Ile

Page 4

Leu

60

Gly

Asn

val

Tyr

Phe

140

Gly

Trp

Ala

Leu

val

220

Pro

Asn

Leu

Ala

Leu
300

Pro

45

Leu

Arg

Asp

Ala

Ser

125

Phe

Ala

Ser

ser

val

Leu

Met

Ser

285

Thr

Glu

Ala

Ser

Leu

Gly

110

Met

Ala

Gly

val

Pro

190

Glu

Leu

Leu

Leu

Glu

270

His

Pro

Gln

Glu

ser

val

95

Asn

Pro

Ser

Pro

Tyr

Asn

Leu

Gly

Ser

Met

Trp

Thr

His

Trp

80

Arg

ser

Gly

val

160

Asp

Ala

Asp

Cys

Thr

240

Ala

Met

Thr



Ala Ala Leu Ala Pro

305

<210>
<211>
<212>
<213>

<400>

4
309
PRT

Streptomyces

4

Sequence listing

rapamycinicus

Met val Thr Ser Pro Ala Leu

1

Pro

Ala

Gly

Phe

65

Thr

Phe

Ser

Gln

Leu

145

Phe

Trp

Arg

Pro

Glu

Gly

ser

50

His

Pro

Ile

Gly

Leu

130

val

Glu

Glu

Ser

Glu
210

GIn

Asp

35

Trp

val

Lys

Ala

Arg

Pro

Leu

Gly

Phe

195

Trp

Gln

20

Pro

Trp

Tyr

Arg

Leu

100

val

Gly

Ala

Phe

Phe

180

val

Ala

5

val

Asp

Ser

Ala

Tyr

85

val

Leu

val

His

cys

Ala

Arg

Asp

Arg

Tyr

val

70

Ser

val

Ala

Leu

Arg

Asp

Ala

Leu

Pro

Glu

55

Asp

Leu

Lys

Ala

Tyr

Ala

Gly

Phe
215

Arg Asp val

Gly

Ala

40

Glu

Leu

Asp

Arg

Ser

Leu

Ala

Ile

200

His

Glu

25

val

Ala

Arg

Asn

Pro

105

Leu

Asp

val

Gly

Gly

Pro

Glu

10

Ile

Leu

Met

Gly

Phe

90

val

Ser

Pro

Arg

Asp

Ala

Gln

His

Thr

Leu

Gly

Gln

75

Gly

val

Ala

Pro

Gln

155

Gln

Ser

His

Gly Thr

Page 5

val

Met

Ile

Leu

60

Gly

Asn

val

Tyr

Phe

140

Gly

Trp

Ala

Leu

val
220

Pro

Asn

Pro

45

Leu

Arg

Asp

Ala

ser

125

Phe

Ala

Ser

Ser

205

Gly

His

Tyr

30

Glu

Ala

Ser

Leu

Gly

Met

Ala

Gly

val

Pro

190

Glu

Leu

Ala

15

Ala

Gln

Glu

Ser

val

95

Asn

Pro

Ser

Pro

ser

175

Met

Tyr

Asn

Tyr

Glu

Thr

His

Trp

80

Arg

Ser

Gly

Glu

val

160

Asp

Ala

Asp

Cys



Pro His
225

His His
Leu Ser
Gly val

His Gln
290

Ala Ala
305

<210>
<211>
<212>
<213>

<400>

Met val
1

Pro Glu
Ala Gly
Gly ser

50
Phe His
65
Thr Pro
Phe Met

Ser Gly

Gln Ile
130

Glu Arg Met
Met Arg Gly

Asp Glu Gln
260

Arg val Asp
ser Asp Pro

Leu Ala Pro

5

309

PRT
Streptomyces

5

Thr Ser Pro

GIn Gln val
20

Asp Pro Gly
35

Trp Trp Ser
val Tyr Ala

Lys Arg Tyr
85

Ala Leu val
100

Gly val Leu

Arg Gly val

Leu Gly Arg
230

Thr Asp Pro

Ala Ala Gln

Tyr Glu Ser
280

Ala Arg Tyr
295

Tividans

Ala Leu Arg

Asp Leu Gly

Arg Pro Ala
40

Tyr Glu Glu
55

val Asp Leu
70

ser Leu Asp
val Arg Arg

Ala Ala Trp

Leu Cys Glu
135

Sequence listing

val Asn Thr Pro val

Glu

Ala

265

val

Ala

Asp

Glu

25

val

Ala

Arg

Asn

Pro

105

Leu

Asp

Thr
250
Arg

Pro

Glu

val

10

Ile

Leu

Met

Gly

Phe

90

val

Ser

Pro

235

Gly

Leu

Asp

Ile

His

Thr

Leu

Gly

Gln

75

Gly

val

Ala

Pro

Page 6

Asn

Leu

Ala

Phe
300

val

Met

Ile

Leu

60

Gly

Asn

val

Tyr

Phe
140

Leu

Met

Ser

285

Thr

Pro

Asn

Pro

45

Leu

Arg

Asp

Ala

ser

125

Phe

Leu

Leu

Glu

270

His

Arg

His

TYr

30

Glu

Ala

Ser

Leu

Gly

Met

Ala

Leu

Gly

ser

Met

Trp

Ala

15

Ala

Gln

Glu

ser

val

95

Asn

Pro

ser

Thr

240

Ala

Ala

Met

Ala

Tyr

Glu

Thr

His

Trp

80

Arg

Ser

Gly

Glu



Leu

145

Phe

Trp

Arg

Pro

Pro

225

His

Leu

Gly

His

Ala
305

val

Glu

Glu

ser

Glu

210

His

Ser

val

Gln

290

Ala

<210>
<211>
<212>
<213>

<400>

1

Pro

Leu

Gly

Phe

195

Trp

Glu

Met

Asp

LyS

ser

Leu

6
309
PRT

Ala

Phe

Phe

180

val

Ala

Arg

Arg

Glu

260

val

Asp

Ala

His

Arg

Arg

Ala

Arg

Met

Asp

Pro

Pro

Streptomyces

6

Met val Thr Ser Pro
5

Pro Glu GIn Gln val

Ala Gly ggp Pro Asp

Gly Ser Trp Trp Ser
50

Phe His val Tyr Ala

Ser

Asp

Ala

Leu

230

Thr

Ala

Tyr

Ala

His

Tyr

Thr

Phe

215

Asn

Asp

Ala

Glu

Arg

ser

Leu

Ala

Ile

200

Tyr

Arg

Pro

Gln

Ser

280

Tyr

Sequence listing
val Arg GIn Gly Ala

Gly

Gly

Pro

Glu

val

Glu

Ala

265

val

Ala

coelicoflavus

Ala Leu Arg Asp

ASp

Arg

Tyr

val

Leu Gly Glu
25

Pro Ala val

40

Glu Glu Ala

55

Asp Leu Arg

Gln

Gly

Asn

Thr

250

Arg

Pro

Glu

val
10
Ile

Leu

Met

155

Gln

ser

His

Thr

Thr

235

Gly

Arg

Asp

Ile

His

Thr

Leu

Gly

Gly Gln
Page 7

Trp

Ala

Leu

val

220

Pro

Asn

Leu

Ala

Leu
300

val

Met

Ile

Leu

60

Gly

ser

Ser

Lys

Gly

val

Leu

Met

Ser

285

Thr

Pro

Asn

Pro

45

Leu

Arg

Gly

val

Pro

190

Glu

Leu

Leu

Leu

Glu

270

His

Pro

His

Tyr

30

Glu

Ser

Ser

Pro

Gly

Met

Tyr

Asn

Leu

Gly

ser

Met

Trp

Ala

15

Ala

Gln

Glu

Ser

val

160

Asp

Ala

Asp

cys

Thr

240

Ala

Met

Ala

Tyr

Glu

Thr

His

Trp



65

Thr

Phe

ser

Gln

Leu

145

Phe

Trp

Arg

Pro

Pro

225

His

Leu

Gly

His

Ala
305

Pro

Ile

Gly

Leu

130

val

Glu

Glu

Ser

Glu

210

His

His

ser

val

Gln

290

Ala

<210>
<211>
<212>
<213>

Lys

Ala

Arg

Pro

Leu

Gly

pPhe

195

Trp

Glu

Met

Asp

Thr

275

Ser

Leu

7
300
PRT

Arg

Leu

100

val

Gly

Ala

Phe

Phe

180

val

Ala

Arg

Arg

Glu

260

val

Ala

Ala

Tyr

85

val

Leu

val

His

Cys

Ala

Arg

Met

Asp

Pro

Pro

70

ser

val

Ala

Leu

Arg

Asp

val

Leu

230

Ile

Ala

Tyr

Ala

Leu

Lys

Ala

Ccys

135

His

Tyr

Ala

Gly

Phe

215

Gly

Asp

Leu

Glu

Arg

Rhodococcus triatome

Asp

Arg

Ser

Leu

Ala

Ile

200

Tyr

Gln

Pro

Arg

Ser

280

Tyr

Sequence listing
75

Asn

Pro

105

Leu

Asp

val

Gly

Gly

Pro

Glu

val

Glu

Ala

265

val

val

Phe

90

val

ser

Pro

Arg

Gln

Gly

Lys

Thr

250

Arg

Pro

Glu

Page 8

Gly

val

Ala

Pro

Gln

155

GIn

ser

His

Thr

Thr

235

Gly

Arg

ASp

Ile

Asn

val

Tyr

Phe

140

Gly

Trp

Ala

Leu

val

220

Pro

Asn

Leu

Ala

Phe
300

Asp

Ala

ser

125

Phe

Ala

ser

Ser

Gln

205

Gly

val

Leu

Met

Ser

285

Thr

Leu

Gly

Met

Ala

Gly

val

Pro

190

Glu

Leu

Leu

Leu

Arg

val

95

Asn

Pro

ser

Pro

Tyr

ser

Leu

Gly

ser

Met

Trp

80

Arg

Ser

Gly

Glu

val

160

Asp

Ala

Asp

Cys

Thr

240

Ala

Ala

Met

Ala



<400>

7

Met Pro His
1

Leu

Ile

Leu

Gly

65

Asn

val

Phe

Phe

Ala

145

Trp

Glu

Asn

Thr

val

225

Ser

Glu

Asn

Pro

Leu

50

Arg

Asp

ser

ser

Phe

130

Ala

ser

val

Leu

val

210

Pro

Gly

Ile

Tyr

Ser

35

Ala

ser

Leu

Gly

Leu

115

Ala

Gly

val

Pro

Leu

195

Ala

Met

Leu

Ile

Asp

Ala

20

Gln

Glu

Thr

val

Asn

100

Pro

Ser

His

Gly

Met

180

Glu

Gln

Leu

val

Tyr

Glu

Ser

Asp

Trp

Arg

85

ser

Gly

Glu

Ile

Tyr

Thr

val

Gly

Gly

Glu

Ala

Glu

Tyr

Thr

70

Phe

ser

Gln

Leu

Phe

150

Tyr

Arg

Asp

Cys

Thr

230

Ala

Thr

Glu

Gly

Ser

His

55

Pro

Ile

Gly

val

Asp

val

Ala

Gln

Pro

Pro

215

His

Met

Gly

Lys

Ser

Trp

40

val

Gly

Asp

Gly

Asn

Gly

val

Glu

200

His

His

Ser

val

Sequence listing

Leu val Asp Leu Gly Glu
10

Pro

25

Trp

Phe

Arg

Leu

val

105

Ala

LysS

Trp

Phe

Pro

185

Trp

Asp

Ala

Asp

Gln
265

Asp

Gly

Ala

Tyr

val

90

val

Ala

val

Arg

Leu

170

Leu

Ala

Tyr

Arg

Leu

250

val

Page 9

Lys

Tyr

val

ser

75

Ile

Ala

Leu

Gly

Lys

Pro

Arg

Met

Met

235

Gln

Asp

Pro

Glu

Asp

60

Leu

Gly

Ala

Ala

His

140

Tyr

Ala

Glu

Ala

Leu

220

Ile

val

val

Ala

Glu

45

Met

Asp

Arg

Trp

Glu

125

Thr

Leu

Met

Thr

Phe

205

Ser

Asp

GIn

val

Leu

30

Ala

Arg

Asn

Thr

Leu

110

Asp

Ile

Gly

Lys

Ala

190

Tyr

GlIn

Glu

Lys

Asp
270

Ile

15

Leu

Met

Gly

Phe

val

95

Ala

Ala

Arg

Asp

ser

175

Pro

Glu

val

Ala

Ala

255

Leu

Asp

Leu

Gly

Gln

Gly

80

Ile

Ala

Pro

Gln

Gln

160

ser

Gly

Lys

Thr

240

Ala

Pro



Glu Ala Pro His

275

Ile Leu Ash Asn

290

<210>
<211>
<212>
<213>

<400>

8
3

07

PRT
Hirschia

8

Met Ile Gln

1

val

val

Ala

65

Tyr

val

Leu

Ile

Tyr

145

Ser

Lys

Gin

AsSp

ser

Phe

50

Ile

ser

Ile

Ala

His

130

Gly

Lys

Ala

val

Leu

Pro

35

Glu

Asp

Leu

Lys

Ala

115

Cys

His

Phe

Ala

Glu
195

Asn

Gly

20

Ala

Ala

Leu

Asn

Arg

Trp

Glu

Ala

Leu

Gln

180

Gln

Ile

Trp

Leu

val

baltica

Asn

Glu

Leu

Ala

Arg

Leu

85

Pro

Leu

Asp

Ile

Pro

Lys

Ile

Leu

Ile

Gly

70

Met

val

Ser

Ala

Gln

150

Asp

Lys

Pro

His

Glu
295

Thr

Lys

Leu

Glu

55

Gln

Gly

Ile

Ala

Pro

135

GlIn

Gln

ASp

GlIn

Gln
280

Lys

Ala

Met

Ile

40

Lys

Gly

Asn

val

Tyr

120

Phe

Ala

Trp

Thr

His
200

Sequence Tisting

Leu Ala Pro Lys Glu Tyr val Glu

Leu

Pro

Asn

25

Pro

Leu

Lys

Asp

Ser

105

Ala

Phe

Ala

Ser

His

185

Leu

Pro

Tyr

10

Tyr

Gly

Glu

Ser

Leu

90

Gly

Met

Thr

Gly

Ile

170

Pro

Lys

Pro val
300

Lys Tyr

ITe val

Gln Thr

Ser Asn

60

Thr Gln
75

val Arg

Asn Ser

Pro Asn

Ala Glu

140

Pro Ile
155
Asn Asn

Ala Asn

Glu Tyr

Page 10

285

Lys

Ala

Glu

45

Phe

Thr

Phe

ser

Gln

125

Lys

Phe

Trp

Lys

205

Glu

Gly

30

ser

Gin

Pro

Ile

Gly

110

Ile

Ala

Ser

Glu

Met

190

Pro

Trp

val

Gly

ser

95

Gly

Arg

Pro

Leu

Gly

Ile

Glu

Leu

Asp

Trp

Phe

Arg

80

Leu

Leu

Ala

Leu

Met

160

Leu

Ser

Trp



Gly Arg

Thr Leu
225

Arg Phe
Phe Gln
Phe Glu

Asp Pro
290

Asn Leu
305

<210>
<211>
<212>
<213>

<400>
Met Gly
1

Lys Phe
val Ala
Gln Gly

50

Asn Asp
65
Thr Trp

Glu Arg

Asn Ser

Ala Phe

Leu Ser

Glu Asp

Ala ser
260

Leu Ile
275

Gln Arg

Gln

9

321

PRT
Nocardia
9

ITe ser

Glu Glu
20

Ala Gly
35

Glu Ser

Phe Arg

Thr Pro

Phe Ile

100

Ser Gly
115

Ile Glu Gly Lys

Asp ITe Lys Thr
230

Pro GIn Thr Gly
245

Lys Ile Lys Glu

Asp Ala Pro Asp

Phe val Asp Ile

brasiliensis

Glu Ala Ala Asp
5

GIn Leu val Asp

Asp Pro Thr Ser
40

Trp Trp Gly Tyr
55

val phe Ala Ile
70

Gly Arg Tyr Asn
85

Asp Leu val 1le

Gly val Ile Ala
120

Sequence listing

Phe Asn Leu Asn Ser

Pro

Leu

Ile

265

Ala

Leu

Arg

Leu

25

Pro

Glu

Asp

Leu

Met

Leu

250

Ala

Phe

Thr

Ala

10

Gly

Ala

Asn

Leu

Asn

90

Arg

Trp
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Leu

235

Ile

Leu

His

ser

ASp

Glu

Leu

Ala

Arg

75

Thr

Pro

Leu

220

Tyr

Gly

Lys

ser

Thr

Ile

Leu

Ile

60

Gly

Trp

Thr

Ala

Thr

Ala

Thr

Met
285

Phe

Arg

Leu

45

Thr

Gln

Gly

Leu

Ala
125

Pro

Thr

Gly

His

Glu

val

Met

30

Ile

Leu

Gly

Asn

val

110

Tyr

His

His

ser

255

Asn

Glu

Arg

Ala

15

Asn

Pro

Leu

Arg

Asp

95

Ala

Ala

His

Met

240

Asp

Ser

Ala

Leu

His

Tyr

Ala

Ala

sSer

80

val

Gly

Lys



Sequence listing
Pro Gly GIn Ile Arg Gly Ala Met Leu Glu Asp Pro Pro Leu Phe Ala
130 135 140

ser Gln Ala Ala Pro Pro Tyr Gly Pro Gly Ile Met GIn Thr Leu Gly
145 150 155 160

Pro Ile Phe val Leu Trp Ala Lys Trp Leu Gly Pro GIn Trp Ser val
165 170 175

Gly Asp Trp Asp Gly Met val Ala Ala Ala Pro Arg Glu Leu Pro Glu
180 185 190

Phe Leu His Pro Gly Ile Ala Phe Leu Phe Gly Asp Gly Thr Gly Glu
195 200 205

Gly Ala Ala Ala Thr Pro Pro Gln His Leu Lys Glu Tyr Asp Pro Glu
210 215 220

Trp Ala GIn Ala Trp Ala Thr Asp val Ala Asn Ala Gly Cys Asp His
225 230 235 240

Ala Thr Met Leu Ala Gln Asn Arg val Pro val Leu Leu Thr His His
245 250 255

Phe His Leu Thr Asp Pro Asp Thr Gly GIn Leu Met Gly Ala Met Thr
260 265 270

Asp Ile GIn Ala Gln GIn Ala Arg Arg Leu Leu Ala Ala Thr Gly GIn

275 280 285
pro val Thr Phe Thr Ala Leu Asp Ala Pro His Thr Met His Asp Pro
290 295 300
Glu Pro Glu Arg Tyr pPhe Glu val Leu Thr Glu Trp Ala Ser Ala Leu
305 310 315 320
Asp
<210> 10
<211> 319
<212> PRT
<213> Mycobacterium vaccae
<400> 10
Met Gly Arg Tyr Ala Gly val Phe Gly Pro His Ala Pro Glu Ser Thr
1 5 10 15

Tyr val Gly His Ala Tyr Pro Glu GIn Leu Phe Asp Thr Gly Glu val
20 25 30

Arg Leu Asn Tyr Ala val Ala Gly Asp Ala Ser Ala Ser Pro Leu Leu
Page 12



Leu

Gly

65

Gln

Gly

Phe

Ala

Pro

145

ser

Gln

Glu

Glu

Phe

225

Ser

Asp

Ala

Arg

Leu

Ile

50

Leu

Gly

Asn

val

Phe

130

Phe

Thr

Trp

Leu

Pro

210

val

Gln

Asp

Arg

ser

290

Phe

35

Pro

Leu

Arg

Asp

Ser

115

Ala

Phe

val

Ser

Ala

195

Pro

Gly

val

Glu

val

275

Phe

Ala

Gly

Ala

Ser

Leu

100

Gly

Glu

Ser

Gly

Ile

180

Gly

Gln

Gly

Lys

Ser

260

val

Pro

Gly

Gln

Glu

Thr

85

val

Leu

Pro

Ser

Pro

165

Gly

Trp

Thr

val

245

Gly

Glu

Met

Thr

Thr

His

70

Arg

Arg

ser

Gly

Glu

150

Leu

Asp

Gln

Leu

Phe

230

Pro

Ser

Leu

Met

Leu

Glu

55

Phe

Thr

Phe

ser

GlIn

135

Leu

Phe

Trp

Ala

val

Leu

val

40

Ser

His

Pro

Leu

Gly

val

Asp

Ala

Asp

His

200

Glu

Thr

Leu

Ile

Glu

280

His

Asp

Sequence listing

Trp Trp Gly Tyr
60

val

Arg

Leu

Pro

Leu

Gly

val

Tyr

Gly

Phe

ser

Trp

His

Arg

90

Gly

Leu

Ala

val

Tyr

170

Phe

Ala

Asp

Ccys

Thr

250

Ala

Ser

Met

Ala

75

Tyr

val

Leu

Ala

Ile

155

val

val

Leu

Pro

Pro

235

His

Ala

Gly

His

val

Thr

Ile

Ser

cys

140

Gly

Lys

Ala

Ala

Glu

220

His

His

Thr

Ala

Ala
300

Phe Thr Ala
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Glu

Asp

Leu

Gly

Ala

125

Tyr

Pro

Tyr

Gly

Trp

GlIn

Phe

Asp

Pro

285

Gln

Ala

Pro

Leu

Asp

Arg

Trp

Glu

Gly

Leu

Ala

190

Gly

Gly

val

Arg

270

Leu

Asp

Arg

Ala

Arg

Asn

95

Pro

Leu

Asp

Leu

Thr

Arg

Met

Met

255

Gln

Thr

Pro

ser

Met

Gly

80

Ile

Ala

Ser

Pro

Met

160

Asp

Gln

Ala

Ala

Leu

240

Leu

Ala

Tyr

Ala



305

<210>
<211>
<212>
<213>

<400>

11
319
PRT

310

Mycobacterium gilvum

11

Met Gly Arg Tyr
1

Tyr

Gln

Leu

Pro

65

Gln

Gly

Phe

Ala

Pro

145

ASp

Gln

Glu

Asp

Phe
225

val

Leu

Ile

50

Leu

Gly

Asn

val

Phe

130

Phe

ser

Trp

Leu

Pro

210

Ile

Glu His
20

Asn Tyr
35

Pro Gly

Leu Ala

Arg Ser

Asp Leu
100

ser Gly
115

Ala Lys

Phe Ser

Ile Gly

ser val

180

Ala Asp
195

Pro Gln

Thr Gly

Ala

5

Gly

val

Gin

Arg

Thr

85

val

Leu

Pro

ser

Pro

165

Gly

Trp

Asn

Thr

Gly

Tyr

val

ser

His

70

Arg

Arg

Ser

Gly

Glu

150

Leu

Asp

Gln

Leu

Phe
230

val

Pro

Ala

Glu

55

Phe

Thr

Phe

Ser

Gln

135

Thr

phe

Trp

Ala

Arg

Ala

Phe

Glu

Gly

40

Ser

His

Pro

Leu

Ala

Gly

Asp

His

200

Glu

Ala

Sequence listing
315

Gly

Arg

25

ASp

Trp

val

Gly

105

Gly

val

Pro

Met

Gly

val

Tyr

ser

Pro

10

Leu

Ala

Trp

His

Arg

90

Gly

Leu

Ala

Ile

Trp

Phe

Ala

Asp

His

Phe

Ala

Gly

Ala

75

Tyr

val

Ala

Ala

val

155

Ala

val

Leu

Pro

Ala

Asp

Ala

Tyr

60

val

Thr

Ile

Ser

cys

140

Gly

Arg

Ala

val

Glu
220

Cys Pro His
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235

Pro

Thr

Pro

45

Glu

ASp

Leu

Gly

Ala

125

Trp

Pro

Tyr

Ala

val

205

Trp

His

Glu

Gly

30

Pro

Ala

Leu

Asp

Arg

Trp

Glu

Pro

Leu

val

190

Gly

Gly

val

Ala

15

Glu

Leu

Ala

Arg

Asn

95

Pro

Leu

Asp

Ile

Gly

Pro

Thr

Lys

Met

Thr

val

Leu

Ile

Gly

80

val

Ala

Ser

Pro

Thr

160

Asp

Thr

Ala

Ala

Leu
240



ser

Asp

Gly

Arg

Leu
305

LysS

Glu

Arg

Ser

290

Phe

<210>
<211>
<212>
<213>

<400>

val

Gly

val

275

Phe

ser

12
322
PRT

Lys

sSer

260

Thr

Pro

Glu

Gordonia

12

Met Pro Lys

1

Asp

val

Gln

Lys

65

Thr

val

Asn

Pro

Ser
145

Phe

val

Gly

50

His

Trp

Arg

ser

Gly

Glu

Lys

Gln

35

Glu

Phe

Thr

Phe

Ser

115

Gln

Ile

Ser

Glu

20

Gly

ser

Gln

Pro

Ile

100

Gly

val

Arg

val

245

Gly

Gln

Met

Thr

Pro

Gly

Leu

Met

Leu
310

effusa

Glu

5

Asn

Asn

Trp

val

Gly

85

Asp

Gly

Arg

Pro

Ala

Ile

Lys

Trp

Phe

70

Arg

Leu

Leu

Ala

Pro
150

val

Leu

Ala

Ala

295

val

Ala

val

Lys

Gly

55

Ala

TYyr

val

Ile

val

135

Tyr

Leu

Ile

Lys

His

Glu

Asp

Asp

ser

40

Tyr

Ile

Thr

Ile

Gly

Met

Gly

Sequence Tisting

Tyr Thr His His Phe

Gly
265
ser

Ser

Trp

Arg

Leu

25

Pro

Glu

Asp

Leu

Gly

Ala

Leu

Pro

250

Ala

Gly

Met

Phe

Ala

10

Gly

Ala

Ala

Leu

Asp

90

Arg

Trp

Glu

Gly

Page 15

Cys

Gly

His

ser
315

Asp

Glu

Leu

Ala

Arg

75

Ile

Glu

Leu

Asp

Ile
155

ser

Arg

Ser

Ile

Leu

Ile

60

Gly

Phe

Thr

Ala

Pro

140

Trp

Asp
Ser
285

Gln

Phe

Phe

Arg

Leu

45

Pro

Gln

Gly

Leu

Ala

125

Pro

Gln

Arg
Ile
270
val

Asp

Thr

val

Met

30

Ile

Leu

Gly

Asn

Ile

110

Phe

Leu

Gly

Met

255

Gln

Thr

Pro

Gly

ser

15

Asn

Pro

Leu

Arg

Asp

95

Ala

Ala

Phe

Leu

Ile

Ala

Tyr

Ala

His

Tyr

Ala

Ala

Thr

80

val

Gly

Lys

Ala



Pro

Gly

Asp

Gly

225

Glu

pPhe

Asp

Gln

Pro

305

Leu

Met

Asp

Leu

Ala

210

Gly

Ala

Arg

Leu

Glu

290

Gln

Gly

<210>
<211>
<212>
<213>

<400>

Phe

Trp

Leu

195

Ala

Ala

val

Gln

Gln

275

val

Pro

13
328
PRT

Ala

Asp

Pro

Pro

Ser

Ile

Ile

260

Ala

Thr

Glu

Togninia

13

Met Asn Tyr Ala
1

val pro Gly Gln
20

Leu Leu Lys Asp
35

Gly GIn ser Thr
50

Ala

165

Gly

Gly

Thr

Trp

Ser

245

Asn

TYyr

Arg

Trp

Met

Ile

Pro

Ala

230

Gln

Glu

Glin

val

Tyr
310

minima

Thr
5

Ser

Ala

Glu

Asp Tyr

Trp Thr

Ala

val

Gly

Pro

215

ser

val

Glu

val

ser

295

Thr

Gly

ser

GlIn

Pro
55

Lys

Lys

Phe

200

Gln

Gly

Arg

Thr

Arg

280

Leu

Asp

Ser

Trp

val

40

Gly

Sequence listing

Trp Leu Gly Pro Gln

Ala

185

Met

His

Phe

val

Gly

His

Asp

val

Ser
Trp
25

Phe

Arg

170

Leu

Leu

Leu

Ala

Pro

250

His

Ile

Ala

Leu

Asp
10
Gly

Ala

Tyr

Page 16

Pro

Gly

Lys

Asn

235

val

Leu

Ile

Pro

Leu
315

Lys

Tyr

val

Ser

Asp

ASp

Glu

220

Thr

Leu

Met

Glu

His

300

Asp

Pro

Glu

ASD

Leu
60

Glu

Tyr

Gly

Leu

Gly

Glu

285

Thr

Trp

Ala

Met

Met

45

Asp

Trp

Leu

190

Glu

Asp

Cys

Thr

Ala

270

val

Met

val

Leu

Ala

30

Arg

Thr

Ser

175

Pro

Ser

Pro

Glu

His

255

Leu

Ala

His

Lys

Leu
15
Met

Gly

Phe

Ile

Glu

Asp

Glu

His

240

His

Ser

Gly

Glu

Lys

Leu

Trp

Gin

Gly



Asn

65

val

Phe

Leu

Thr

GlIn

145

Glu

Pro

His

Met

Ala

225

Gln

Phe

ASp

Gly

ser

305

Thr

Asp

Ser

Ala

Phe

val

130

Trp

Ile

Thr

Gly

Leu

210

Ile

val

Thr

Pro

Ile

290

Ala

Ser

Leu

Gly

Lys

Ala

115

Ala

Thr

Pro

Gly

Phe

195

Thr

Asp

ser

Leu

Ala

275

Gly

Gln

Ala

val

Leu

Pro

100

ser

Gly

ITe

Ala

Leu

180

val

Pro

Tyr

Lys

Thr

ser

val

Pro

Lys

ser

85

Gly

Gln

Pro

Gly

ASp

ser

val

Tyr

Ala

245

Asn

Tyr

Ala

ser

ser
325

Phe

70

Ser

Gln

Ser

Phe

Asp

Ile

Leu

Gly

Lys

Thr

230

Gln

Phe

val

val

Ala

310

Thr

Ile

Gly

Ile

LYS

Phe

135

GIn

Leu

Thr

Thr

val

215

Gly

Gly

Pro

ser

Ile

295

Gly

Asp

Gly

Arg

Pro

120

Asn

Ala

Gln

Leu

val

200

Pro

AsSn

Leu

Leu

Ala

280

Pro

ser

Sequence listing
Ile val Ile Lys Arg
75

val

Ala

105

Ala

Leu

Gly

Tyr

Asn

185

Asp

val

Leu

Ile

Ala

265

Ile

Gly

Thr

val

90

Ala

Ile

Trp

Met

Leu

170

Glu

Ala

Leu

Ile

Thr

250

ser

Thr

Pro

Ala

Page 17

Ser

val

Gly

Tyr

val

155

Gly

Tyr

Thr

Phe

Gly

Thr

His

Thr

val

Pro
315

Ala

Tyr

Gln

Lys

140

Ala

Asn

Asp

cys

Thr

220

ser

Asn

Asp

Trp

Trp

Glu

Ser

125

Trp

Ala

Thr

Pro

Asp

205

His

val

Gly

Met

Met

285

val

Ser

Pro

Leu

Asp

110

val

Leu

Met

Thr

Glu

190

His

His

Ser

Asn

His

270

Ala

Ala

Cys

val

Ser

95

Pro

Met

Gly

Pro

ser

175

Trp

Glu

Ser

Asp

Gln

255

Asn

ser

sSer

Thr

val
80
Ala

Pro

Glin

Lys

160

Gly

Gly

Ala

Arg

Thr

240

Ser

Ser

Leu

Ser
320



<210>
<211>
<212>
<213>

<400>

14
280
PRT

Actinosynnema mirum

14

Met Thr val val Asp Pro Pro
1 5

val

Asp

Ser

Ala

65

Tyr

val

Leu

val

His

val

Ala

Gly

Gly

Asp

Arg

TYyr

50

val

Ser

val

Ala

Leu

130

Gly

Thr

Gly

Ala

sSer

Leu

Pro

35

Glu

AsSp

Leu

Arg

Ala

115

Leu

Pro

His

Gly

Arg

Arg

Gly

20

Ala

Arg

Leu

Asp

Trp

Glu

Gly

Leu

val

180

Arg

Arg

Glu

Thr

Glu

Leu

val

Arg

Asp

85

Pro

Ser

Asp

val

Ala

Pro

Arg

Ser

val

val

Met

Gly

70

Phe

Ala

ser

Pro

Arg

Ala

Ala

Thr

230

Gly

val

Pro

Pro

55

Arg

Gly

val

Ala

Pro

135

GlIn

Gln

Leu

Ala

Gly

Thr

Ala

Leu

val

40

Leu

Gly

Asn

val

Tyr

120

Leu

Ala

Trp

Gly

Thr

200

val

Thr

Gly

Sequence listing

Pro

Asn

25

Pro

Pro

Arg

Asp

Ala

105

Ala

Phe

Ala

Gly

Leu

185

Asp

Gly

Thr

Arg

Arg

10

His

Glu

Ala

ser

Leu

90

Gly

Met

Ser

Gly

Gly

Ala

Ala

Gly

Thr

Asp

Ala

Gln

Arg

Thr

75

val

Asn

Pro

ser

Pro

155

Gly

Ala

Arg

Ala

val
235

Phe

Glu

Gly

Asp

60

Arg

Arg

ser

Gly

Glu

140

Leu

Arg

Ala

Gly

Ala

220

Leu

Cys Arg Lys
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Pro

Ala

Gly

45

Phe

Thr

Phe

Ser

Gln

125

Leu

Phe

Pro

Ala

205

Arg

Ser

Pro

Glu

Gly

30

Ser

His

Pro

Leu

Gly

val

Thr

Glu

Gly

Ala

190

Pro

Arg

Gly

Phe

Leu

15

ser

Trp

val

Arg

Ala

95

Gly

Arg

Pro

Leu

Arg

val

Gly

Gly

Leu

Arg

Leu

Pro

Trp

Phe

Arg

80

Leu

val

Ala

val

Leu

160

val

Arg

Ala

Arg

Thr

240

Leu



245

Arg GIn Trp Trp Ala Gly
260

Ile Arg Ala Asp val Arg
275

<210>
<211>
<212>
<213>

<400>

15
326
PRT

Kutzneria albida

15

Met Ser val Pro
1

Ala

Ala

Gln

Glu

65

Thr

val

Cys

Pro

ser

145

Pro

Gly

Met

Phe

Glu

Thr

50

His

Trp

Arg

ser

val

Asp

Met

Pro

Ala

35

Gly

Phe

Thr

Phe

ser

115

Gln

Leu

Phe

Trp

Ser
195

Glu

20

Gly

ser

His

Pro

Ile

100

Gly

Ile

Thr

Glu

Ala

180

Leu

val
5
Lys
Thr
Trp
val
Gly
85
Ala
Gly
Arg
Pro
Leu
165

Gly

Phe

Thr

Gln

Pro

Trp

Phe

70

Arg

Leu

val

Gly

Ala

150

Tyr

Leu

Lys

Gly

Thr

Pro

Ile

Asp

Ser

55

Ala

Tyr

Ala

Leu

Ala

135

His

Arg

val

Met

Sequence 1isting

250

255

Ala Arg Gly Pro Pro Pro Pro Arg Gln
265

Ser

Asp

Tyr

val

Ser

Ile

Ala

120

Leu

Gly

Asp

Ala

Pro
200

Ala

Leu

25

Pro

Glu

Asp

Leu

Cys

His

Tyr

Ala

185

Gly

Arg
10

Gly
Ala
Pro
Leu
Asp
90

Arg
Trp
Glu
Gly
Leu

170

Ala

Asn

Glu

Leu

Ala

Arg

75

Asn

Pro

Leu

Asp

val

155

Gly

Gln

val

val

Leu

Met

60

Gly

Phe

val

Ser

Ala

140

Arg

Asp

Ala

Glu Pro Pro
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Phe

val

Leu

45

Gly

Gln

Gly

val

Ala

125

Pro

Gln

Glin

Ser

Gln
205

270

val

Leu

30

Leu

Leu

Gly

Asnh

val

110

Tyr

Leu

Gly

Trp

Pro

190

Asn

Pro

15

Asn

Pro

Leu

Arg

Asp

95

Ala

Ala

Phe

Ala

ser

175

Ala

Leu

His

Tyr

Glu

Ala

ser

80

Leu

Gly

Leu

Ala

Lys

Arg



Sequence listing

Glu Tyr Asp Pro Glu Trp Ala Arg val Phe Phe Glu Gly Thr val Gly
210 215 220

Leu His Cys Pro His Asp Arg Met Leu Ser GIn val Lys Thr Pro val
225 230 235 240

Lteu ITe Thr His His Ala Arg Thr Thr Asp Pro Giu Thr Gly Glu Phe
245 250 255

Leu Gly Ala Leu Ser Glu Leu GIn Ala Glu Arg Ala Gln Ala Ile Ile
260 265 270

Arg Ala Ala Gly val Pro val Asp Tyr GIn Ser Phe Pro Asp Ala Ala
275 280 285

His Ala Met His Thr Thr Glu Pro Ala Arg Tyr Ala Ala val Leu Thr
290 295 300

Ala Trp Ala Ala Lys Leu Pro Pro val Ala Asp Thr Ser Pro Ser Ala
305 310 315 320

Ala Ala Ser Ala His val

325
<210> 16
<211> 987
<212> DNA

<213> Rhodococcus erythropolis

<220>
<221> misc_feature
<223> Artificial DNA sequence encodes polypeptid with SEQ ID NO: 1

zﬁgchgigg aaggaactag gtccgaagca gcggatgctg ccacacaagc gagacagcta 60
cccgattcge ggaacatctt tgtctcgcac cgatttccgg aaaggcaggt cgatctcggt 120
gaagtggtga tgaacttcgc ggaggcggge tctccggaca acccggcact gectectectc 180
cccgagcaga ccgggtcgtg gtggagttac gagccagtga tgggtcttct ggcagagaac 240
tttcatgtct ttgccgtcga tatccgtggg caaggtcgca gtacctggac gccacggcga 300
tacagcctygg acaacttcgg caatgatctg gtgcgtttca tcgctctggt catcaagegce 360
cctgtcgtcg tggcagggaa ctcctcgggg gggctgetgg ccgectgget ctcggegtac 420
gcgatgcccg gccagatccg tgcagcattg tgtgaggacg caccgttctt tgcgtcggag 480
ttggtccccg catacggtca ctcggttctg caggcggcgg gtccggecatt cgagttgtac 540
cgggacttcc tcggggacca gtggtcgatt ggggactgga aagggttcgt tgaggcagcec 600
aaagcgtcgc cggcaaaggc tatgcaatta tttccgaccc cggatgaggc gccgcagaat 660
ctcaaggaat acgacccgga atgggggcgce gcattcttcg aagggactgt ggcactgeac 720

Page 20
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<221>
<223>

<400> 18
atggcagatc

gatctgggtg
ctgctgattc
gcagaaaact
ccgaaacgtt
gttaaacgtc
agcgcatata
gcaagcgaac
gaactgtttc
cgtgcagcag
cagcacatgc
ctgcattgtc
cacatgcgcg
gcagcccgtyg
ccggatgcac

cagtgggcag

<210>
<211>
<212>
<213>

<220>
<223>

19
930
DNA

DNA

<220>
<221>
<223>

<400> 19
atggttacca

gttgatctgg
gttctgctga
ctggcagaac
accccgaaac
gttgttcgtc
ctgagcgceat

tttgcaagcg

misc_feature
Artificial DNA

cggcacagcg
aaattaccat
cggaacagac
ttcatgttta
atagcctgga
cggttattgt
gcatgectygg
tggttaccac
gtacctatct
atgcaagcag
gtgaatatga
cgcatgaaca
atattgatcc
cacgtctgct
tgcacatgat

caaccctggc

sequence.

misc_feature
Artificial DNA

gtccggecact
gtgaaattac
tcccggaaca
attttcatgt
gttatagcect
gtccggttgt
atagcatgcc

aactggttcc

Sequence listing

sequence encodes polypeptid with

tgatgtttat
gaattatgcc
cggtagttgg
tgcagttgat
taattttggt
tgcaggtaat
tcaggttcgt
ctgtggtcat
gggcgatcag
cagcccgatg
tccggaatgg
gctgctgacc
tgataccggt
gatggaaagt
gcaccagttt

agcataa

Artificial sequence

gttccgcatg
gaagccggtg
tggggttatg
ctgcgtggtc
aatgatctgg
agcagcggtg
ggtgcactgt
agcattcgtc
tggtcagttg
gcacgttatt
gcacgtgcat
caggttaaaa
catctggttg
gccggtgtta

gatccgectc

catatccgga
aacctgatat
aagaagcaat
agggtcgtag
tgcgttttat
gtgttctggc
gtgaagatgc
aggcagcagg
gtgattggac
ttgttgcaga
tttgggaagg
caccggtgct
gtgccctgag
aagttgatta

gttatgttga

sequence encodes polypeptid with

gcgtgatgtt
catgaattat
gaccggtagt
ttatgcagtt
ggataatttt
tgttgcaggt
tggtcagatt

ggcacatggt

catgttccgc
gccgaagecg
tggtggtctt
gatctgcgtg
ggtaatgatc
aatagcagcg
cgtggtgtgc
catagcgttc

Page 22

atgcatatcc
gtgatccggg
atgaagaagc
gtcagggtcg
tggtgcgttt
gtggtgttct
tgtgtgaaga
gtcagggtgc

SEQ ID NO: 2

aaaacaggca
gcctgcagtt
gggtctgetg
cagctgggca
tgccctggtt
agcatggctg
accgtttttt
tccgatgttt
cggctattgt
tgaaattccg
caccgttgca
gctgacacat
tgatgaacag
tgcaagcegtt

aatctttacc

ORF was codon optimized and thus differce from natural occuring

SEQ ID NO: 3

ggaacagcag
tcgtccggea
aatgggtctg
tagcagctgg
tattgcccty
ggcagcatgg
tccgeetttt

aggtccggtt

120
180
240
300
360
420
480
540
600
660
720
780
840
900
927

60
120
180
240
300
360
420
480
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<213>
<220>

<223>
DNA

<220>
<221>
<223>

<400> 21
atggttacca

gttgatctgg
gttctgctga
ctggcagaac
accccgaaac
gttgttcgtc
ctgagcgcat
tttgcaagceyg
tttgaactgt
cgtagcgcag
ccgcagceatc
ggtctgaatt
catcacatgc
caggcagcac
gttccggatg
acccegtggg
<210>
<211>
<212>
<213>

<220>
<223>

22
930
DNA

DNA

<220>
<221>
<223>

<400> 22
atggttacca

gttgatctgg

sequence.

misc_feature
Artificial DNA

gtccggcact
gtgaaattac
tcccggaaca
attttcatgt
gttatagcct
gtccggttgt
atagcatgcc
aactggttcc
ttcgtaccta
ccggtgcaag
tgaaagaata
gtccgcatga
gtggcaccga
aggcacgtcg
caagccacat

cagcagccct

sequence.

misc_feature R
Artificial DNA sequence encodes polypeptid with SEQ ID NO: 6

gtccggeact

gtgaaattac

Artificial sequence

Sequence listing

sequence encodes polypeptid with

gcgtgatgtt
catgaattat
gaccggtagt
ttatgcagtt
ggataatttt
tgttgcaggt
tggtcagatt
ggcacatggt
tctgggcgat
cgcaagcccg
tgatccggaa
acgtatgctg
tccggaaacc
tctgatggaa
gatgcaccag

ggcaccgtaa

Artificial sequence

catgttccgc
gccgaagcecg
tggtggtctt
gatctgcgty
ggtaatgatc
aatagcagcg
cgtggtgtgc
catagcgttc
cagtggtcag
atggcacgta
tgggcacgtyg
aatcgtgtta
ggtaatctgc
agtgccggtg
agcgatccgg

atgcatatcc
gtgatccggg
atgaagaagc
gtcagggtcg
tggtgegttt
gtggtgttct
tgtgtgaaga
gtcagggtgc
ttggtgattg
gctttgttge
cattttatga
atacaccggt
tgggtgcact
ttaaagttga

cacgttatgc

SEQ ID NO:

ggaacagcag
tcgtccggea
aatgggtctg
tagcagctgg
tatggcactg
ggcagcatgg
tccgectttt
aggtccggtt
ggaaggtttt
agataccatt
aggcaccgtt
gctgctgacc
gagtgatgaa
ttatgaaagc

agaaattctg

gcgtgatgtt catgttccgc atgcatatcc ggaacagcag

catgaattat gccgaagccg gtgatcctga tcgtccggea

gttctgctga tcccggaaca gaccggtagt tggtggtctt atgaagaagc aatgggtctg

ctgagcgaac attttcatgt

ttatgcagtt gatctgcgtg gtcagggtcg tagcagctgg

Page 24

ORF was codon optimized and thus differce from natural occuring

5

ORF was codon optimized and thus differce from natural occuring

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
930

60
120
180
240
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Sequence listing

ctggcaccga aagaatatgt ggaaattctg aataactggg tggaaaaact gcctccggtt

taa
<210> 24
<211> 924
<212> DNA
<213>
<220>
<223>

DNA
<220>
<221>
<223>
<400> 24
atgatccaga
gaaatcaaaa
ccgggtcaga
tttcaggtgt
tatagcctga
ccggttattg
gcaatgccga
aaagcaccgc
agcaaatttc
gcaaaagata
ctgaaagaat
agtccgcatc
cgttttgaag
aaaatcaaag
gcatttcata
attgaacgtc
<210> 25
<211> 966
<212> DNA
<213>
<220>
<223>

DNA
<220>
<221>
<223>
<400> 25

sequence.

misc_feature
Artificial DNA

acaataaaac
tgaactatat
ccgaaagttg
ttgcaattga
atctgatggg
ttagcggtaa
atcagattcyg
tgtatggtca
tgggtgatca
cccateccggce
atgatccgga
ataccctgct
atccgcagac
aaattgccct
gtatgcatga

tgaatctgca

sequence.

misc_feature . .
Artificial DNA sequence encodes polypeptid with SEQ ID NO: 9

Artificial sequence

sequence encodes polypeptid with

cgcaccgtat
tgttgccggt
gtggggtttt
tctgcgtggt
taatgatctg
tagcagcggt
tgcaattcat
tgcaattcag
gtggtcaatt
aaacaaaatg
atggggtcgt
gagcgacatt
aggtctgctg
gaaaaccggc
agccgatccg

gtaa

Artificial sequence

aaatacaaag
gcagatgtta
gaagcagcaa
cagggtaaaa
gttcgtttta
ggtctgctgg
tgtgaagatg
caggcagcag
aacaattggg
attagccagg
gcatttattg
aaaaccccga
attggtgcaa
aatagcttcg

cagcgttttg

Page 26

aaaaactggt
gtccggcact
ttgagaaact
gcacccagac
ttagcctggt
cagcatggct
caccgttttt
gtccgatttt
aaggtctgaa
ttgaacagcc
aaggcaaatt
tgctgtatac
ccagcgattt
aactgattga

ttgatattct

ORF was codon optimized and thus differce from natural occuring

SEQ ID NO: 8

tgatctgggc
gctgctgatt
ggaaagcaac
accgggtegt
tattaaacgt
gagcgcctat
taccgcagaa
tagcctgatg
agcagcacag
tccgeageat
taacctgaac
ccatcacatg
tcaggcaagc
tgcaccggat
gaccagctgg

ORF was codon optimized and thus differce from natural occuring

900
903

120
180
240
300
360
420
480
540
600
660
720
780
840
900
924
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<220>
<223>
DNA

<220>
<221>

sequence.

misc_feature

Sequence listing

ORF was codon optimized and thus differce from natural occuring

<223> Artificial DNA sequence encodes polypeptid with SEQ ID NO: 12
<400> 28
atgccgaaaa gcgaagcagc agatcgtgca gatagctttg ttagccatga tttcaaagaa 60
aacattgtgg atctgggcga aatccgcatg aattatgttg ttcagggcaa caaaaaaagt 120
ccggcactgce tgctgattcc ggcacagggt gaaagttggt ggggttatga agcagcaatt 180
ccgctgcetgg caaaacattt tcaggttttt gcaattgatc tgcgtggtca gggtcgtacc 240
acctggacac cgggtcgtta taccctggat atttttggta atgatgtggt gcgctttatc 300
gatctggtta ttggtcgtga aaccctgatt gcaggtaata gcagcggtgg tctgattggt 360
gcatggctgg cagcatttgc aaaaccgggt caggttcgtg cagttatgct ggaagatccg 420
cctectgtttg caagcgaaat tcgtccgect tatggtccgg gtatttggca gggtctgggt 480
ccgatgtttg cagcatgggc aaaatggctg ggtccgcagt ggtcaattgg tgattgggat 540
ggtatggtta aagcactgcc ggatgaactg ccggaagatc tgctgcctgg tattggtttt 600
atgctgggtg atggtgaaag tgatggtgca gcaccgaccc ctccgcagca tctgaaagaa 660
tatgatccgg aatggggtgc aagctgggca agcggttttg ccaataccgg ttgtgaacat 720
gaagcagtta ttagccaggt gcgtgttccg gttctgctga cccatcattt tcgtcagatt 780
aatgaagaaa ccggtcatct gatgggtgca ctgagcgatc tgcaggcagc acaggttcgt 840
catatcattg aagaagttgc aggtcaagag gttacctatg ttagcctgga tgcaccgcat 900
accatgcatg aaccgcagcc ggaacgttat accgatgttc tgctggattg ggttaaaaaa 960
ctgggttaa 969
<210> 29
<211> 987
<212> DNA
<213> Artificial sequence
<220>
<223> ORF was codon optimized and thus differce from natural occuring

DNA sequence.
<220>
<221> misc_feature
<223> Artificial DNA sequence encodes polypeptid with SEQ ID NO: 13
<400> 29
atgaattatg caaccgcagg tagcagcgat aaaccggcac tgctgctggt tccgggtcag 60
agcgaaagtt ggtggggtta tgaaatggca atgtggctgc tgaaagatga ttatcaggtt 120
tttgcagttg atatgcgtgg tcagggtcag agtacctgga caccgggtcg ttatagcctg 180
gatacctttg gtaatgatct ggtgaaattc atcgatatcg tgattaaacg tccggttgtt 240
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Sequence listing

gcaggcggtg cccgtggtcc tcctccgect cgtcagattc gcgcagatgt tcgtaccegt

taa

31
981
DNA

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400> 31
atgagcgttc

aaacaaattg
ccggcattac
ggtctgctgg
acctggacac
gcactggcaa
gcatggctga
ccgetgtttg
ccggtttttg
ggtctggttg
ggtgaaccgc
ggcaccgttg
ctgattaccc
agcgaactgc
tatcagagct
gcagttctga
gcagcaagceg
<210> 32

<211> 7

<212> PRT
<213>
<220>
<223>

<220>
<221>
<222>

<400> 32

misg_feqture
Artificial DNA

cggttacccc
atctgggtga
tgctgctgec
cagaacattt
cgggtcgtta
ttcgtcgtcec
gcgectatge
caagcgaact
aactgtatcg
cagcagcaca
ctcagaatct
gtctgcattg
atcatgcacg
aggcagaacg
ttccggatge
ccgcatgggce

cacatgttta

PEPTIDE
n.

(7

Artifical Sequence

sequence encodes polypeptid with

gagcgcacgt aatgtttttg ttccgcatgc

agtggttctg
ggaacagacc
tcatgttttt
tagcctggat
ggttgttgtt
actgcctggt
gacaccggca
tgattatctg
ggcaagtccg
gcgtgaatat
tccgcatgat
taccaccgat
tgcacaggcc
agcacatgca
agcaaaactg

a

Artificial sequence

amino acid motif

Ala Gly Asn Ser Ser Gly Gly
1 5

aattatgcag
ggtagttggt
gcagttgatc
aattttggta
gcaggttgta
cagattcgtg
catggtcatg
ggcgatcagt
gcaaaaatga
gatccggaat
cgtatgctga
ccggaaaccy
attattcgtg
atgcatacca

cctcecggttg

Page 31

aagcaggtac
ggtcttatga
tgcgtggtca
atgatctggt
gcagcggtgg
gtgcactgtg
gtgttcgtca
ggtcagttgg
tgagcctgtt
gggcacgtgt
gccaggttaa
gtgaatttct
cagccggtgt
cagaaccggc

cagataccag

SEQ ID NO: 15

atttccagag
accggataaa
accggcaatg
gggtcgtagce
gcgttttatt
tgttctggca
tgaagatgca
gggtgcaggt
tgattgggca
taaaatgcct
tttttttgaa
aacaccggtt
gggtgcactg
tccggttgat
acgttatgca

cccgtcagca

840
843

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
981



<210> 33

<211> 7

<212> PRT

<213> Artificial sequence
<220>

<223> amino acid motif
<220>

<221> PEPTIDE

<222> Q..

<400> 33

Arg Thr Ile Asp Pro Glu Thr
1 5

<210> 34

<211> 7

<212> PRT

<213> Artificial sequence
<220>

<223> amino acid motif
<220>

<221> PEPTIDE

<222> ..

<400> 34

Asp Ala Leu His Met Met His
1 5

<210> 35

<211> 7

<212> PRT

<213> Artificial sequence
<220>

<223> amino acid motif
<220>

<221> PEPTIDE

<222> (L)..(D)

<400> 35

Ala Gly Asp Ser Ser Gly Gly
1 5

<210>
<211>
<212>
<213>

<220>
<223>

36

7

PRT

Artificial sequence

amino acid motif

Sequence listing
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<220>
<221>
<222>

<400>

PEPTIDE
..
36

Ala Gly Asp Ser Ser Leu Gly
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

37

7

PRT

Artificial sequence

amino acid motif

PEPTIDE
O.."
37

i1a Gly GlIn Ser ger Gly Gly

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

38

7

PRT

Artificial sequence

amino acid motif

PEPTIDE
..M
38

Ala Gly His Ser Ser Gly Gly
5

39

7

PRT

Artificial sequence

amino acid motif

PEPTIDE
..
39

Ala Gly Ser Ser Ser Gly Gly
1 5

<210> 40

Sequence Tisting
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<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

7
PRT. o
Artificial sequence

amino acid motif

PEPTIDE
MW.."ND
40

Ser Gly Asn Ser Ser Gly Gly
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

41

7

PRT

Artificial sequence

amino acid motif

PEPTIDE
..

41

Ser Gly Asp Ser Ser Gly Gly
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

42

7

PRT

Artificial sequence

amino acid motif

PEPTIDE
..
42

Ser Gly GIn Ser Ser Gly Gly
5

43

7

PRT

Artificial sequence

amino acid motif

PEPTIDE
..M

Sequence listing
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Sequence Tisting
<400> 43
Ser Gly His Ser Ser Gly Gly
1 5

<210> 44

<211> 7

<212> PRT

<213> Artificial sequence

<220>
<223> amino acid motif

<220>
<221> PEPTIDE
<222> (..

<400> 44

Ser Gly Ser Ser Ser Gly Gly
1 5

<210> 45

<211> 7

<212> PRT

<213> Artificial sequence

<220>
<223> amino acid motif

<220>
<221> PEPTIDE
<222> (..

<400> 45

Arg Thr ITe Asp Pro Glu Thr
1 5

<210> 46

<211> 7

<212> PRT

<213> Artificial sequence
<220>

<223> amino acid motif

<220>

<221> PEPTIDE
<222> (..
<400> 46

Arg Asp Ile Asp Pro Asp Thr
1 5

<210> 47
<211> 7
<212> PRT

<213> Artificial sequence
page 35



<220>
<223>

<220>
<221>
<222>

<400>

amino acid motif

PEPTIDE
..
47

érg Gly Thr Asp gro Glu Thr

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

48

7

PRT

Artificial sequence

amino acid motif

PEPTIDE
.. "
48

Arg Gly Ile Asp Pro Glu Thr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

<210>
<211>

49

7

PRT

Artificial sequence

amino acid motif

PEPTIDE

..

49
Asp Ala Leu His Met Met His
1 5

50

7

PRT

<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

Artificial sequence

amino acid motif

PEPTIDE
..
50

Sequence listing
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) _ Sequence listing
Asp Ala Ser His Met Met His
1 5

<210> 51

<211> 11

<212> PRT

<213> Artificial sequence

<220>
<223> amino acid motif

<220>
<221> PEPTIDE
<222> (..

<400> 51

val val Ala Gly Asn Ser Ser Gly Gly Leu Leu
1 5 10

<210> 52
<211> 11
<212> PRT

<213> Artificial sequence

<220>
<223> amino acid motif

<220>
<221> PEPTIDE
<222> (D..AD

<400> 52
ITe val Ala Gly Asn Ser Ser Gly Gly val Leu
1 5 10

<210> 53

<211> 11

<212> PRT

<213> Artificial sequence

<220>
<223> amino acid motif

<220>
<221> PEPTIDE
<222> (..A1D

<400> 53

His Ala Arg Thr Ile Asp Pro Glu Thr Gly Glu
1 5 10

<210> 54
<211> 11
<212> PRT

<213> Artificial sequence

<220>
<223> amino acid motif
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<220>
<221>
<222>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

PEPTIDE
(L..AD
54

55

11

PRT

Artificial sequence

amino acid motif

PEPTIDE
(1..a1n
55

Sequence Tisting

His Met Arg Asp Ile Asp Pro Asp Thr Gly His
5 10

His Met Arg Gly Thr Asp Pro Glu Thr Gly Asn
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

56
11
PRT
Artificial sequence

amino acid motif

PEPTIDE
(L..AD
56

His Pro Asp Ala Leu His Met Met His Leu Phe
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

57

11

PRT

Artificial sequence

amino acid motif

PEPTIDE
(L..AD
57

10

val Pro Asp Ala Leu His Met Met His Gln Phe
1 5
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Sequence listing

<210> 58

<211> 11

<212> PRT

<213> Artificial sequence

<220>
<223> amino acid motif

<220>
<221> PEPTIDE
<222> (..

<400> 58

val Pro Asp Ala Ser His Met Met His Gln Ser
1 5

<210> 59

<211> 21

<212> PRT

<213> Artificial sequence

<220>

<223> amino acid motif

<220>
<221> PEPTIDE
<222> (D..2D

<400> 59
Ile Lys Arg pPro val val val Ala Gly Asn Ser Ser Gly Gly Leu Leu
1 5 10 15
Ala Ala Trp Leu Ser
20
<210> 60
<211> 21
<212> PRT
<213> Artificial sequence
<220>
<223> amino acid motif
<220>
<221> PEPTIDE
<222> (1)..Q2D
<400> 60
val Lys Arg Pro val Ile val Ala Gly Asn Ser Ser Gly Gly val Leu
1 5 10 15

Ala Ala Trp Leu Ser
20

<210> 61
<211> 21
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Sequence listing
<212> PRT
<213> Artificial sequence

<220>
<223> amino acid motif

<220>

<221> PEPTIDE
<222> (D..2D)
<400> 61

val Arg Arg Pro val val val Ala Gly Asn Ser Ser Gly Gly val Leu
1 5 10 15

Ala Ala Trp Leu Ser
20

<210> 62

<211> 21

<212> PRT

<213> Artificial sequence
<220>

<223> amino acid motif

<220>

<221> PEPTIDE

<222> (1)..(02LD

<400> 62

val Lys Arg Pro val val val Ala Gly Asn Ser Ser Gly Gly val Leu
1 5 10 15

Ala Ala Trp Leu Ser

20
<210> 63
<211> 21
<212> PRT

<213> Artificial sequence

<220>
<223> amino acid motif

<220>
<221> PEPTIDE
<222> (1..2L

<400> 63
ITe Leu Ile Thr His His Ala Arg Thr Ile Asp Pro Glu Thr Gly Glu
1 5 10 15

Leu Leu Gly Ala Leu
20

<210> 64
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<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

1

Sequence listing
21
PRT
Artificial sequence

amino acid motif

PEPTIDE
(D..2D
64

val Leu Leu Thr His His Met Arg Asp Ige Asp Pro Asp Thr ggy His
1

5

teu val Gly Ala Leu

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

20

65

21

PRT

Artificial sequence

amino acid motif

PEPTIDE
L..2L
65

val Leu Leu Thr His His Met Arg Gly Thr Asp Pro Glu Thr Gly Asn
1 5 10 15

Leu Leu Gly Ala Leu
20

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

66
21
PRT
Artificial sequence

amino acid motif

PEPTIDE
D..QL
66

val Leu Leu Thr His His Pro Asp Ala Leu His Met Met His Leu Phe
1 5

10 15

Lteu Leu Gly Ala Leu
20
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<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

Sequence Tlisting
67
21
PRT
Artificial sequence

amino acid motif

PEPTIDE
(L..2D
67

val Asp Tyr GlIn Ser His Pro Asp Ala Leu His Met Met His Leu Phe
1 5 10

Asp Pro Ala Arg Tyr
20

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

68

21

PRT

Artificial sequence

amino acid motif

PEPTIDE
D..2D
68

val Asp Tyr Ala Ser val Pro Asp Ala Leu His Met Met His GIn Phe
1 5

10 15

Asp Pro Pro Arg Tyr
20

<210>
<211>
<212>
<213>

<220>
<221>
<222>

<400>

69

21

PRT

Artifical sequence

PEPTIDE
(L..2L
69

val Asp Tyr Glu Ser val Pro Asp Ala Ser His Met Met His Gln Ser
1 5 10

15

Ala Pro Ala Arg Tyr
20
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