WO 2010/111198

CGGAGGREEA
GCGECGUUGCE
GGCCCaelCe
UCGEEGUEICU
ACGUCUUCCU
UCAGAGUCAC
GARACCGECT
ACACCACGEGC
AUUGUCGUAC
CCARGCLUGE
GCAGCGAGGA
CCCACGGAAA
CCAGCACGGA
ACGAGCECUG
ACCAGCUGAC
CCUGGGCCAL
AGACCUACAU
ACUUGGACAC
GGGAGAGUGA
CCUCGGEECEE
AGCCCAACGC
GCOAGCCEAG
GCUSGECAGGA
GCAUGGCGGA
UCGECCUCAR
GCUUCACCCA
UCACCAUCUG
CCAUCUGCAR
GGAAGGEGUUG
ACAQUGAGGC
GGUUCGAGCA
CEECCCuUGtA
UGUACACCCA
CCACUGGCAG
ACRUCIGCCS
CGCCCAGCCU
GCUAURRAGGU
GGEECCUGECCA

CaCoAGCCCe
CCUGUGCGCT
GCCGECCCCC
GCACCUCEGC
CAUCUUCAGC
CCCEECUUGC
AUUCAACCUG
QUCCCUaGae
ACUGGGUGEAC
CACCCUUGASG
GGACCUADGU
GCCGUGCACC
CCECGAGGAT
GGEECUUCUaC
UGACAGCUGC
COGCGAGCAG
CAACGGCCUC
GAGCGGAGGC
CCAGCCEGAC
CUGGCARGAAC
CACGGCCGAG
CUGGCAGLCCC
GQUCCAAGARG
GCUGGEAATUC
COAUUUGARA
CUGGCACCCC
GGGCCCEGAR
GRAGGCAGGC
GACGUGGCAC
CCeECacua
GECCUUCaUC
GGACCUCAAL
CUGGARCCGESE
CGCCAUGEGEE
GCRGAGCCUG
CACUGECUCT
GUUCAGCUCA
GGAGCUGAGE

FIGURE 1A

TUGCEGEGEEGE
cuceaUecee
GCGECCCUGGC
CEUCCCQUCa
CAUQGACTAC
AMUACCAGCC
GGUACCAUGC
AUGUAUGAGU
CAGCUGUCCU
CGUGGEUGACC
GCUCUGCCCu
AUCCCCUUCA
GGUCRCCUGU
CCCAUCARGA
UACCAGUUUA
CAGGBEUGCEG
CUCACUGEGEU
UGGCAGUGEGT
ARCCCCAGUG
CGUGACTUGCA
CCCACCCCUC
UUCCAGGGECC

CAUGUCUAC
AUCACCAAGC
CUGCAGATGA
UUUGAGCCCA
GGCCGCUGGA
CAGCUGAGCC
AGCCCATCCT
UGCACTUGACC
AGCAGCCUCA
AGCACCGEECU
GACCAGCCCG
CUGUGGGAGE
GGCACUCCAG
UGUCCCCAGG
GAGCEECUGC
GCCCAGOUGT

1%

UCAUCACAGC
GCEUCCACUG
CUCGUCACCT
CCCCUGGEGEGEA
AGGECUGCCU
UCCCUGCCCA
AGUGCCUGES
GUGACCEEGA
UGCUCCUGEG
AGACCCGCAG
ACCACGRGGU
AAUAUGACAA
GGUGUGCCAC
GUAACGACUG
ACUUCCAGUC
AUGCUGCUGAG
RCAGCUCCAC
CGGACAACUC
AGGAGAACUG
GCAUCGCGCU
CAGACAGGUG
ACUGCUACCG

GGECEEUGE
AGAUCARGCA
AUTUUGAGUG
ACAACUUCCG
ACGACAGUCCT
AGGGGRGICGC
GCUACUGGCU
AUGGCUCUCA
UCTTACAACUG
CCUUCUUCuG
GGUACAGCCG
UGRAGAACUG
UGACGECCGEGA
GCUGGECCUC
AGGACAAGAA
UGAGCCUGGC

PCT/US2010/028200

CCAGCCUCES
AGCGCCGCEL
GCUGLCECUGT
c@ecacecue
GGAGGCCCRAG
GCGCUGGRAG
CACAGGCUGG
AGCACUGRAT
GGCCCGCACT
UGGELCARUGAE
CURCACCAUC
CCAGUGGEUUC
CACCCAGGAC
CEAGACCUUC
CACECUGUCa
CAUCACGOAC
CCUaUuEGATC
GCCCCUCAAG
UGGAGUGEATC
GCCCUALGUAE
GGCCAAUGUG
CCUGCAGGCT
CCGACCUEGUC
AGAGGUGGAG
GUCUGACGEESE
GGACAGUCUG
CUGUAACCAG
COGAGGAGGAC
GGOAGAAGAC
GCUEGUCACC
GOAGGGCGAL
GCUCAGUGGEE
UGEaGECUGc
UaACCUCGUUC
GCUGCCEUEGa
GGACACCAAA
GAGCUGGEUC
CAGCUACGAG

GEECUGCCACA
UCGGGEATUGEE
GUCCUGCUCC
CCGGAACCCR
GGCEGGCAGG
UGGEEUCUCCC
CCAGGCACCA
CUUCGCTGEC
AGCRAACAUAU
CGCAUCUACH
CAGGGAAACU
CACGGCUGCA
UACGGCAARLG
UGGGACAAGH
UGGAGGEAGSE
AUCCACGAGC
GGCUUGARUG
UACCUCAACU
CECACUGAGU
UGCAAGARAGA
ARMGGUGGAGT
GAGARGCGCA
AGCAIICCACA
GAGCUGUGGA
AGCCUUGUGEA
GAGGACUGTG
UCCUUGCCAU
CAUGGCUGCC
CAAGUGACCU
AUCACCRACH
UACUUCUGGA
GAUGAAGUCA
GUGGECECUGE
CGGGCCLsly
CCAGAUCCCA
CUOCCGEUADU
CAGGCCCAGS
GAGGAGCACU



WO 2010/111198

2281
2341
2401
2461
2521
2581
26471
2701
2761
2821
2881
2941
3601
3061
3121
3181
3Z41
3301
3361
3421
3481
3541
3601
3661
3721
3781
3841
3901
3861
4021
. 4081
4141
4201
£261
4321
4381
4441

4501

UUGUGGCCAR
ACUGGEUUCUG
GCGACGECGU
UCCGAGGCUG
CACAGCUGGA
GCCCUCARGG
ACCACUCCAC
CCGUGCACAG
CCCAGGAGCA
GGACAGAUGG
GCRAGGACAR
GCCUGACAGEC
CABACCUGLC
AGUGUUUUCA
UCUCCUGUGA
UCAUCACAGC
AGAGGGACUU
AGCCCUCUGE
UGCACAGCCC
CCCAUGGCUU
UGCCCCCCal
AGCCGECUGCGE
ACGUGCCCGA
CGCUCUGGAT
RAGCCGCUGAR
ACGUAGAUGU
UGUGEUGGGEGET
CCCAGBGGACU
UGGAGTUGCU
UCCUGUCUAU
AGGGUCAGAG
UCUGGCAGGA
GCAUGCUGAG
GCGCUUGRCAC
GCUUCUCCCC
UGCUGCUGCU
UCGAGCGCGGE
CCACUGAGRA

CAUGCUCAARC
GAUCGGCCUG
AGGGUUCUCT
UGCGGUGCUG
CUGGAUCTUGT
CCGACCGGAR
GUGGGCGCAG
CCAGGCAGAG
GCACUGAUGE
UUCCATUAUA
GARAGUGCEUG
CUOUGCCCUAC
ABCUACAGCC
GGUCCABGGC
ACAGCAAGAG
CAGCCUGCCC
CCAGUGGGUG
CCCUAGCCCU
CUCAGCCCAC
CAUCUGCCAG
CCCEGEGCACU
CUGGCACGAU
CCCCUACACC
UGGEGCUGELU
CUARCGUGGEGET
GGACGGSEGCC
UAGCAGUGGEG
GGCAGACUCC
GCUGGGCCAC
CCUGGAUGAG
UCGGEGECEEC
CAACACAGCU
CCACRACAGC
CAACAUCACC
ARUCAGCECUY
CCUGGCCUUG
GGCCUUUGRG
GAACAUCCUG

FIGURE 1A cont.

ARGAUCUUCG
ARCCGUCGGE
UACCACARUU
GACCUGGCCU
AAGAUCCCCA
UeGCUGCAHCy
GUACAGCGCA
CUAGACUTUCC
AUCGEQCCUGC
AACUUCAUCU
UACRUGACAG
AUCUGCARGC
CUGGGEAEGECU
CAGGARCCCC
GCCCAGCUGG
ARUGUGACCU
GAGCAGGAGC
GCUCCCAGUG
DUCACOGGCC
RAGGGECALGS
GRGCUCUCCU
GCCCUCCuEt
CAGGCCUUCC
GGCGAGGAGS
UGGCAGGACG
UGGCGCACCA
cocccuccuc
GCRUGGAUTC
AAGGAGGCGC
AUGGAGARATG
UGECUGEGECA
GUGRACUACT
UGCUACUGGA
AUGGGUIGUCG
CCAGAGAACC
CUGACCGCAG
GGUGCCCGCU
GUGRUCAGACA

2/9

GUGAAUCAGA
AUCCCAGAGS
UCGACCGGAG
COCUGCAGUE
GAQGUACGGA
UCCAGGAGAC
UCUGCACGUG
UGAGCCACAR
ACACCUCTUGA

CUGGGECACT
CORGOCGAGA
GOAGCAACGU
GOCCCUCUGA
AGRGCCGGEU
UCACCAUCAC
UUGACCUUTG
CUUUGAUGUA
GCARCARACC
GCUGGGACGA
ACCCCUCCCU
ACCUCARCGG
UGUGUGAGAG
UCACGCAGGT
GCUCUCGECE

GGAGCOGCA
CCAGCUGUGA
CCCGARGARD
COUUCCGGEGR
GACAGCGCUG
UGUUUGUCUG
UGAACUUCAA
CCRACUGGRS
UUCAGAGCAA
UCUGCRAGCU
CAGCEGCCCU
CCCUCAUCCU
ACAGCCGCAG

UGGAARUGAA

PCT/US2010/628260

ACCCGAGAUC
GGOUCAGAGU
CCGGCACGAC
GGUGEGECCAUG
CAUGCEGEEAG
COAGUACAAG
QUUCCAGGCC
CUUGCAGAAG
GAGCGAUGGG
AGGCRRACCU
GEACUGEEGE
CACCAAAGAR
CUGGARUCCAG
GAAGUGGUCA
ARACCCCUIA
GAUUGGECCUC
UGCCRACUGS
GACCAGCUGU
UCGEAGCUGT
GAGCCCEUCT
CACCUUCCGE
CCACAAUGCC
UGCCCGAGEE
GUACUCCUGGE
GCAGCCEGGE
CACCAAGCUG
AAGCUACCAU
GCACUGCUAU
CCAGACAGCG
GOAGCACCUG
CCCCAAAGGA
GCCeeeaaae
CAGCGGGLUA
UCCUCauecy
GGUGGEUGEUG
UUACCGGEAGG
CAGCUCCAGCT
UGAGCAACAA

CACGAGCAGC
UGGCGCUGER
GACGACGACR
CAGUGCGEACA
CCCOEACGACA
UoCUUUGAGC
GAGCUGACCU
UUCUCCCEEE
CGCUUCAGAU
CEGCCUGUCE
GACCAGAGGU
ACGCRGECCCC
UUGCCUCAACA
GAGGCACAGU
GAGCAAGTAY
CAUGCCUCGC
GCACCUGGGGE
GCEEUGEUCT
ACGGAGGAGA
CCAGCAGCGEC
CUGCUUCAGA
AGCCUGGCCU
CUGCGCACGC
GUCUCAGAGG
GGCUGUACCU
CAGGGGEGCUG
GGCAGCUGUC
UCUUUCCACA
GGUGGGGCCG
CAGAGCUAUG
GRCACUCUGSE
UUGEGCCCCh
UGGCECCLCa
GAGCAGAGCA
CUGAUGGCGG
CGCCAGAGCAR
CCCACCGAGG
GAAUAGRGCC



WO 2016/111198

4561
4621
4681
4741
4801
4861
4921
4981
5041
5101
5161
5221
5281
5341
5401
5461%
5521
5581
56471

&1
12z
181
241
30L
361
421
481
541
601
661
721
781
841
S0l
961

AGGCGECEUGS
GCCCCCcace
GGGAGCCAGA
CUGAGACCCA
ACCUEEUCCU
UUCUCCCCad
AGAGCUCCGAG
GGCAGCCUCA
CCUUCUGAGC
GGGGGECUGAG
GGCCUAGGUG
URAGACUGGG
ATCUCCUGCC
ARGUUCCCUR
GUCCUGGGEH
UCCAGGAGGR
CCCARECCAGS
GEACUCGARG
8]

MGPGRPAPAP
QVRVTPACNT
WHCRTLGDOL
NSHGKPCTIP
KDOLTDSCYY
NDLDTSEEW)
KKPNATARPT
HSMAELEFIT
CVTIWGPEGR
TYSEARRLCT
VMYTHWNRDQ
PTPSLTGESCP
HFVANMLNKT
DIRGCAVLDL
EHHSTWAQAQ
RWIDGSTINF
PPDLPTTALG

FIGURE 1A cont.

GCAGGGUCAG
AGCUGCCUGU
GCUGGECAGA
GCUGAGBUGCA
GUECCCCCAC
AGCCCLCGGC
GAGCCUCCCC
GCUCuGUGECe
CGEECCCUBG
CAUCCAUCAC
GEUUGGEECCU
GAGAGACACC
GOEGCAHGHEEGA
ACAUCUCCAG
CCCCAGRGEA
GCAGCACCCG
ACBRARGUAUG
ACAUGECCCU

WPRHLLRCVL
SLPAQRWERV
SLLLGARTSN
FEYDNOQWFHG
FNFQSTLSWR
WSDNSPLEYL,
PPDRWANVKVY
KQIRQEVEEL
WNDSPCNQSL
DHGESQLVTIT
PEYSREGCVA
QGWASDTKLR
FGESEPEIHE
ASTLQWVAMQC
RICTWFQAEL
ISWAPUKPRP
GUPSDWIOFL:

GGCGGEAGEA
CCAGUUGECT
GCCuUGEalus
GCEUGECEUU
AGGAACCAGA
CCAGGLCUCU
UGEUCCCCUcE
CCUCACCCUG
GGAUUGGGEGA
TCCUGUGCCU
CGAGAACCAGG
CCAACCUCOC
GEECUCTGCC
CUCCUGECUC
GCAGGAGUCY
AGCCCUGGASG
CGECCCAUCC
UUCUCUGUAS

GCUGEGEAEC
UAUGGAAGEE
GUGGEGUECT
DCCCUUCUE
GGUAGGAUGE
HEAUCCAOEC
GECAGATICUS
CUCCCUCUCE
GCOCUCTUGU
GCUGEGEUGEE
GUACGEEEUGU
AGGEUGCEAG
COUGEARGAG
UEEUUTGEAG
GEEAGERCCC
UGECCCAGUA
UCEUGCCACA
UUGAUUUUTY

FIGURE 1B

LLGCLHLGRP
SENRLFNLGT
ISKPGTLERG
CTSTGREDGH
EAWASCEQQG
NWESDOPDNP
ECEPSWQPFQ
WIGLNDLKLY
PSICKKAGQL
NRFEQAFVSS
LATGSAMGLW
YCYKVFSBER
QHWFWIGLNR
DTQLDWICKT
TSVHSCQAELD
VEEDKKCVYM
NRXCFQVQGOE

3/%

GAPEDAALPE
MOCLGTGWPRG
DOTRSGOWRI
LWCATTQDYG
ADLLSITEIH
SEENCGVIRT
GHCYRLOAEK
MNFEWSDGSL:
SQGAAEEDHG
LIYNWEGEYF
EVENCTSFRA
LODERSWVQA
RDPRGGQOSWR
PRGTDVEEFD
FLSHNLOKFS
TASREDWGDQ

POSRVEKWSEA

PCT/US2010/028200

UGGEGECCCUG
UGCCCUUGEs
ACCCUCCCAC
GGGGEECCUG
GAGGGHGAAC
CCCAGGACCC
UuGoeUCucy
CCCCcuucucy
UCCUGAUGAG
COGUGGGGECE
GGUGUCUGCU
CUGGEECCEasE
UCCCCUGUGE
CAAGGGGARG
AGRGUUCACC
CCCUUCCAAG
GCGUGEGACA
ARBRUGUGCCA

PNVFLIFSHG
TNTTASLOMY
YGSEEDLCAL
KDERWGFCPT
EQTYINGLLT
ESSGGWONRD
RSWOESKKAC
VST THWHPFE
CRKGWTWHSE
WTALQODLNST
RYICRQSLGT
QGACQELGAQ
WSDGVGFSYH
DSPQGRREWL
RAQEQHWWIG
ROLTALPYIC
QFSCEQQEAQ

GGUCAGUCUG
AGUCGCUGUU
AAGGECUGCEGE
AGGUCUUGUC
GAGAGCCUCU
CCUCouuss
CUUCCCACCU
CCCACCCCuU
GGUCAGCUGA
UGGCAGGAGG
GGEGECUGGAGA
CUGGGAUGUC
GGACCAAART
GGUUGCCAGA
CUCUAGUGGA
AGGCCACAGU
AUGUGAACAU
UTATSGULUT

LOGCLEAQGG
ECDREALNLR
PYHEVYTIOQG
KENDCETEFWD
GYSSTLWIGL
CEBIALPYVCK
LRGGGDLVSI
PHNNFRDSLED
SCYWLOEDQV
COFFWLSCGDE
PVIPELPGPD
LLSLASYEEE

NFDRSRHDDD

RFQEAEYKFF
LHTSESDGRY
KRENVTKETQ
LVTITNPLEQ



WO 2010/111198

1081
1141
1201
1261
1321
1381

VLHSPSAHFT
OXPLRWHDAL
EEPLNYVGWQ
CPOGLADSAW
YEGQSRGAWL
PGACTNITMG

FIGURE 1B cont
1021 AFITASLPNV TFDLWIGLHA SQRDFQWVEQ EPLMYANWAP GEPSGPSPAP SGNKPTSCAV

GRWDDRSCTE ETHGFICQKG
LLCESHNASIL, AYVPDPYTQA
DEEPQOPGGC TYVDVDEAWR
IPFREHCYSF HMELLLGHKE
GMNFNPREGGT LVWODNTAVN
VVCKLPRAEQ SSFSPSALPE

TDPELSPSPA
FLTOABARGLR
TTSCOTKLOG
ARQRCORAGG
YSNWEPPGLG

NPAALVVVLM

PCT/USI010/028200

ALPPAPGTEL
TPLWIGLAGE
AVCGEVSSGEPP
AVLSILDEME
PSMLESHNSCY

AVLLLLALLT

SYLNGTFRLL
EGSRRYSWVE
PPRRISYHGS
NVFVWEHLQS
WIQSNSGLWR
AALILYRRRQ

1441 SIERGAFEGA RYSRSSSSPT EATEKNILVS DMEMNEQQOER

FIGURE 1C

ATGEGEECCCEECCEGCCOELLCCCECECClTEECCTCOTCACCTECTECECTECETCCTS
CTCCTCEGRTGCCTECACCTCGGCCETCCLGGCGCCCCTGGECACGCCOCCUTCCCGRAR
CCCAACGTCTTCCTCATCTTCACGCCATGGACTGCAGGECTGCCTEGAGGCCCAGGELEGG
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ACCAACACCACGGCCTCCCTEGACATGTATGAGTCTCACCGGGAAGCACTGAATCTTCAC
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ARGGACCAGCTGACTGACAGCTECTACCAGTTTAACTTCCAGTCCACGUTETCOTCGAGE
GAGGCCTGGGCCAGOTECOAGCAGCAGGATGCECGATCTGOTCAGCATCACCGAGATCCAC
GAGCAGACCTACATCAACGGCCTCCTCACTEGGTACAGCTCCACCCTETGEATCAGCTTG
ARTGACTTGGACACCAGCEGAGECTGECACTGGTCORACARCT CACCCOTCARGTACCTC
AACTGGCAGAGTCACCAGCCCEACAACCCCAGTGAGGAGARCTATGOAGTGATCCGCACT
GAGTCCTCGGECGACTGGCAGARCCGTGACTGCAGCATCGCGCTGCCCTATGTGTGCAAG
BAAGAAGCCCAACGCCACGGCCEAGCCCACCCCTCCAGACAGGTGGGCCARATGTGAAGETG
GAGTGCGAGCCGAGCTGGCAGCCCTTCCAGGGCCACTGCTACCGCCTGCAGGCCGAGRAG
GCAGCTGOLAGGAGTCCAAGAAGGCATGETCTACGGGECGETCECEACCTEETCAGCATC
CACAGCATGGCEGAGCTGGAATTCATCACCAAGCAGATCAAGCARGAGGTGEAGGRAGCTG
TEEATCGECCTCAACCGATTTGAARCTGCAGATOAATTTTGAGTGGTCTCGACGEEAGCCTT
CTEAGCTTCACCCACTGGECACCCCTTTEAGCCCARCAACTTCCOCUACAGTCTGEAGBAC
TETETCACCATCTGOGGCCOGEAAGECCACTEGAACGACAGTCCCTGTAACCAGTCCTTE
CCATCuATCTGCAAGAAGGCAGGCCAGCTuAGCCAcGGGGC”GCCGAG AGGACCATGEEC
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TAATGTGAGTTAGCTACTCTTAGGCACCCCAGECTTTACACT TTATGCTTCCRCCTCATATGTTATAETEG
AATTGTGAGCGGATAACAATTTCACACAGCGAAACAGCTATGACCATCGATTACGCCAAGCTTGCCARATTC
TATTTCAAGCAGACAGTCATAATGARATACCTATTGCOTACCECAGCCACTAAATTATTATTAC T CECAR
CAAGCGGUGCECATECCCAGETECAGCTEETCCAGTCTEEEGEAGECCTAETCARGCCTACGEEETOCOT
GRGACTCTCCTGTECAGCCTCTGEATTCACC T TCAGTAGCTATAGCATGAACTGEATCCECCAGECTOCR
COGAAGGOGCTAGAGTGEATEECCAACATAAAGCCAGATGGAAGTEAGAGACACTCTETGCACTOTGTEA
AGGGCCGATTCACCATCTCCAGAGACAACTCCARGAACTCACTGTATCTECAAATGAACAGCCTGAGAGT
CGAGGACACGGCTGETITATTACTGTGCECEACCCAEEACTEEGLCACTTGACTACTAERGECCAGGECALT
CTGETCACCETCICCTCAGGTEEAGECEETTCAGECGGAGGTGECTCTEECEATEACEEATCGAAT TTTA
TGCTGACTCAGEACGCTECTETATCTETEGCCTTGGEACACGACACTCAGAATCACATACCARCGAGACAG
CCTCAGRAGCTATTATGCAAGCTECTACCAACAGAAGUCAGGACAGECCCCTEATACTTETCETOTATEET
AAAARCARCCGACCCTCAGGGATCCCAGACCEATTCTCTGECTCCAGC TCAGGAARCACAGCTTCCTTGR
CCATCACTGEGGCTCAGGUGEAAGATEAGECTEACTATTACTGTAACTOCCEQCACAGCAGTGRTARCCC
CTEGGCETTCGECEBAGECACCAAGETCACCGTCCTAGU TAGCGGCARALCARTCCCARACCCACTECTSE
GGCCTGGATAGTACTCACCATCACCATCACCATTAGGCGECCEGUTACT R TTARARAGTTATTTAGCARAAC
CTCATACAGARRATTCATTTACTARCETCTGGAAAGACGACARAACTTTAGAT CGTTACGCTAACTATGA
GGECTTA

FIGURE 1F
MEKYLLPTAAARGLLLLAASGAHAQVQLYVQS8AGERLVEK
PGGSLRLSCAASGFTFPFSSYSMNWVROQAPGCRKGEGLEWY
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NSLRAEDTAVYYCARPGAGRLDYWGEQGTLVTVESSGE
GGGSGEEGESCCEEESNFMLTODAARAVSVALGOQTVEREIT
CQGDSLRSYYASWYQOQEKPGQAPVLVVYGXNNRESGE
IPDPRFSGSS8SS8GENTASLTITGAQARDEADY Y CNSRD
SSGNPWAFGGGEGTXKVTVLASGRXPIPNPLLGLDSTHH
HHEH

FIGURE 1G
CDR3-H CARPGAGRLDYW

FIGURE 11
CDR3 -1 CNSRDSSGNPWAF

FIGURE 14

MEPERPAPAPWPRHLLRCVLLLGCLHLGRPGAPCDAALPEPNVFLI FSHGLOGCLEADGS
QVEVTPACNTSLPAQRWKWVSRNRLFNLETMOCLGTCHPETNTTASLEGMYECDREALNLR
WECRTLGDOLSLLLGARTSNISKPGTLERGDOTRSGOWRIYESEEDLCALPYHEVYTI QG
NSHGKPCTIPFRYDNOWFHGCTSTGREDGHLWCATTQDYCKDERWGFOP IKSNDCOETFWD
KDQLIDSCYQFNFQSTLSWREARASCEQQGADLLS ITETHREQTY INGLLTEYSSTLWIGL
NDLDTSGAWQWSDNSPLEY LNWESDOPDNPSEENCOVIRTESSCEWONRDUS TALPYVCK
KKPNATAEPTPPDRWANVEVECEPSWOPRQGHCYRLOAEKRSWOESKKACLRGACGDLVSI
HEMAELEFITKQIKQEVEELWIGLNDLKLOMNFEWSDGSLVSFTHWHP FEPNNFRDSLED
CVTTWGPEGRUNDSPCNGSLPSICKKAGQLSOGAAERDHGCR
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