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[Figure 1]

SEQ ID No: 1 - Amino acid sequence of a heavy chain of the

anti—-TROP2 antibody

MEHLWFFLLLVAAPRWVLSQVOQLVASGAEVRKKPGASVK
VECKASGYTFTTAGMAOQWVRQAPGQGLEWMGWINTHEGYV
PRKYAEDFEGRVTISADTSTSTAYLOLSSLKSERTAVYY
CARSGFGSSYWYFROVWGQGTLVTIVESSASBTKGPSVFPLA
PESKSTSGGTAALGCLVYVEKDYFPEPVTVEWNSGALTIGY
HTFPAVLGQSSGLYSLESSVVTVYVPSSSLGTATY ICNVNHK
PSNTRKVDKEKRVEPKSCDKTHTCPPCPAPELLGGPSVFLF
PPEKPHKDTLMISRTPEVIOVVVDVSRHREDPEVKFEFNWYVDG
VEVHAMAKTKPREEQYNSTYRVVEVLTVLHQAQDWLNGKEY
KCKVESNKALPAPIEKTISKAKGAOPREPQVYTLPPSREE
MTKMNQVSLTOLVKGFYPSDIAVEWESNGQPENNYKTYTP
PYLDSDGSFFLYSKLTVORKSRWOQQGNVFSCSVYVMHEALHR
NHYTQKSLSLSPGK

Signal sequence (1-19), Variable region (20-140), Constant

region (141-470)

[Figure 2]
SEQ ID NO: 2 - Amino acid sequence of a light chain of the

anti—-TROP2 antibody

MVLQTQVFISLLILWISGAYGDIGMTQSPSSLSASVGDR
VTITOCKASQDRDVSTAVAWYQGQGKPGKAPKLLIYSASYRYT
GVPSRFSGSGSGTDFTLTISSLAPEDFAVYYCQQHY I T
PLTFGQGTKLEIKRTVAAPSVFIFPPSDEQLKGEGTASY
VOLLNNFYPREAKVOQWKVONALGSGNSQESYTEQDSKD
STYSLOSTLTLSKADYERHEVYACEVTHQGLESPVTKS
FNRGEC

Signal sequence (1-20), Variable region (21-129), Constant
region (130-234)
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[Figure 3]
SEQ ID NO: 3 - Amino
TAGMQ

[Figure 4]
SEQ ID NO: 4 - Amino

2/13

acid sequence

acid sequence

WINTHSGVPKYAEDFKG

[Figure 5]
SEQ ID NO: 5 — Amino
SGFGSSYWYFDV

[Figure 6]
SEQ ID NO: 6 - Amino
KASQDVSTAVA

[Figure 7]
SEQ ID NO: 7 - Amino
SASYRYT

[Figure 8]
SEQ ID NO: 8 - Amino
QQHYITPLT
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[Figure 9]

SEQ ID NO: 9 - Amino acid sequence of heavy chain variable region
QVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMQWVR
QAPGQGLEWMGWINTHSGVPKYAEDFKGRVTISADTST
STAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVWGQG
TLVTVSS

[Figure 10]

SEQ ID NO: 10 - Amino acid sequence of light chain variable region
DIQMTQSPSSLSASVGDRVTITCKASQDVSTAVAWYQQ
KPGKAPKLLIYSASYRYTGVPSRFSGSGSGTDFTLTIS
SLQPEDFAVYYCQQHYITPLTFGQGTKLEIKRT

[Figure 11]

SEQ ID NO: 11 - Amino acid sequence of heavy chain
QVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMQWVR
QAPGQGLEWMGWINTHSGVPKYAEDFKGRVTISADTST
STAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVWGQG
TLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVYV
TVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCYV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTY
RVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
IAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDK
SRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
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[Figure 12A]
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[Figure 12B]
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[Figure 13A]
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[Figure 13B]
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[Figure 14]
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[Figure 15]
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[Figure 16A]
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[Figure 16B]
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[Figure 17A]
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[Figure 18]

2048

1024

-
N
T

-
'S
1

Tumor volume * SEM (mma)
LOG2
N [4,]
(3] N
(=2 N
1 1

w
N
N
o
F-y.
o
D
o
o
o

Days post treatment

[Figure 19]
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[Figure 20]
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