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Figure 22
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Figure 23
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Figure 24
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Figure 26
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Figure 27

2.5

15 -

Absorbance @0D450 nm

05 oo

100 10 1 0.1 0.01
Standard tau species concentration {nM)

31/50



WO 2023/135201

Figure 28
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Figure 29
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Figure 30
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Figure 32
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Figure 35
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Figure 38
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Figure 40
Sequence alignment of human and mouse tau
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Figure 42
CB7 Capture / HT7 Detection
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S1D12/HT7
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Figure 45
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Figure 46
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Figure 47
Human plasma S1D12 IP followed by BT2 IP
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