TF12067W0 sequence 11st_ST25
SEQUENCE LISTING

<110> NEC soft, Ltd

<120> Nucleic acid molecules which bind to Influenza virus and use
thereot.

<130> 101000488%w001

<150> JP 2012-126861

<151> 2012-06-04

<160> 53

<170> PatentIn version 3.5

<210> 1

<211> 73

<212> DNA

<213> Artificial Seqguence

<220>

<223> aptamer

<400> 1

ggttagcccg tcccgagata accttggggt ctitgggtgyg ggttggtgtg gtcttaacac 60

acggcggetg tag 73

<210> 2

<2i1l> 73

<212> DNA

<213 Artificial Sequence

<220>

<223> aptamer

<400> 2

ggttagcccg tcccgagata acggtctcgg ctcggttctt tcggaaatgt tgottaacac 60

acggeggcty tag 73

<210> 3

«2il> 73

<212> DNA

<213> Artificial Sequence

<220>

<223> aptamer

<400> 3

ggttagcccg tcccgagata acgggiticg acttgatcgg acttaagcac cgcttaacac 60

acggeggetyg tag 73

<210> 4

<211> 74

<212> DNA

<213> Aptificial sequence

<220>

<223> aptamer

<400> 4

ggttagcccg tcccgagata acgggtggtt gggggggoect tttctggttt tgtcttaaca 60
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TF12067W0 sequence 11st_ST25

cacggcgget gtag

<210>
<211>
<212>
<Z13>

<220>
<223>

<400>

5

72

DNA

artificial Sequence

aptamer

5

ggttagcccg teccgagata actctcgget tggttcgtct gegaaatgtt acttaacaca

cggeggctgt ag

<210
<211>
<Z1Z2>
<Z213>

<220
<223>

<400>

6

74

DNA

Artiticial Sequence

aptamer

6

cctgecaccca gtgtcccaca cgtgtatggg ttitttatgg ttaggtaggg goggettgac

9gagaggagg acgy

<210>
<211>
<212>
<213>

<220>
<223>

<400>

7

75

DNA

Artificial Seguence

aptamer

7

cctgcaccca gtgtccccgg cgttiggttyg gcgtgaacca tttttaagtt ctgcgtgtga

cggagaggag gacgy

<210>
<231>
<212>
<213>

<220
223>

<400>

g

74

DNA

Artificial seqguence

aptamer

8

cctgecaccca gtgtoocgtc gtiggitgttt tittggcettt tagggtaggt gtggcitgac

ggagaggagg acgg

<210>
<211>
<212>
<213>

<220>
<223>

9

74

DNA

Artificial sequence

aptamer
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<400

o TF12067W0 seguence 1ist.ST25

cctgeaccca gtgtccctcg cticttittt tgggttgggg tgggcgggtt cctgtcggac

ggagaggagg acgg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

10

75

DNA

Artificial Ssequence

aptamer

10

cctgcaccca gtgtceccet ctgtgtcggg cgggecgttc agggttttog gtggagdtga

cggagaggag gacgy

<210>
<211>
<212>
<213>

<220>
<223>

<400>

i1

73

DNA

Artificial Seguence

aptamer

11

ggttagcecy teccgagata acctgtgttg ¢gggytgggag ggttittggg gtettaacac

acggcggetg tag

<210>
<211
<212>
<213>

<220>
<223>

<400>

12

73

DNA

artificial sequence

aptamer

12

ggttagcccg tcccgagata actcggggtg tttgatggrt tggtotggtt ggcttaacac

acggcggetyg tag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

13

16

DNA

Artificial Sseguence

aptamer

13

ggtttggtct ggtigg

<210>
<211>
<212>
<213>

<220>
<223>

14

20

DNA

Artificial Sequence

aptamer

Page 3
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TF12067W0 sequence 1ist_ST25
<400> 14
gtggtttggt ctggttggac 20

<210> 15

<211> 26

<212> DNA

<213> Artificial Sequence

<220>
<223> aptamer

<400> 15
cgtTttggttt ggtctggttg gcaacyg 26

<210> 16

<211> 28

<212> DNA

<213> Artificial Sequence

<220>
<223> aptamer

<400> 16
cgttatggrt tggtctggtt ggotaacg 28

<210 17

<2311> 33

<212> DNA

<213> Artificial Seqguence

«220>
<223> aptamer

<400> 17
gtytttgatg gtttggtctg gttggettaa cac 33

<210> 18

<211> 73

<212> DNA

<213> Artificial seqguence

<220>
<223> aptamer

<400> 18
ggttagccecg tcccgagata actcggtygtg ttgggtttygg gttgggttgg gtettaacac 60

acggcggetg tag 73

<210> 19

<211> 19

<212> DNA

<213> Artificial Sequence

<220>
<Z223> aptamer

<400> 19
gggtttgggt toggtiggg 19

<210
<211>

20
87
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TF12067W0 sequence 1ist_8T25

<212> DNA

<213> Artificial Segquence
<220>

<223> aptamer

<400> 20

atatatatge ccaccctctc gctgracggt tgatgcgogt ttctttctct ttatattget

gggtgccgee tccaaggtca aaaaaaa

<Z210> 21

<211> 60

<212> DNA

<213> Artificial seqguence
<220>

<223> aptamer

<400> 21

gggcaccete tcgetgtacg gttgatgeac gtttotttct ctttatattyg ctgagtgecc

<210 22

<211> 88

<212> DNA

<213> Artificial Seqguence
<d20>

<223> aptamer

<400> 22

atatatatgc ccaccctctc getggogget ctgttctgtt ctcgtctect tgatttctgt

gggcagcege ctecaaggtc aaaaaaaa

<210> 23

<211> 62

<212> DNA

<213> artificial seguence
<220>

<223> aptamer

<400> 23

ggggcccacc ctctcgetgg cggetetgtt ctgttetegt cteettgatt totgtgggec
cC

<210> 24

<211l> 91

<212> DNA

<213> Artificial Sequence
<220>

<223> aptamer

<400> 24

atatatatce tgcacccagt gtcccgtgtg caattcagtt ggggttattt tgggaggocg

gagggttgacyg gagaggagga Ccggaaaaaaa a

«<210> 25
<211> 28
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<2172>
<213>

<220>
<223>

<400>

TF12067W0 sequence 11st_ST25
PNA
Artificial Sequence

aptamer

25

ttggggttat tttgggaggg cgggggrt

<210>
<Z211>
<212>
<213>

<220>
<223>

<400>

26
76
BNA
Artificial Sequence

apramer

26

cectgeaccca grgtcocottt coctegttygy ggtagtggty ggttteggtt catgggtogy

acggagagga ggacgg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

27

51

DNA

Artificial sequence

aptamer

27

tcetegttgg gggtggtggt gggtrticggt tcatgggtgg gacggagagg a

<210>
<211>
<Z212>
<213>

<220>
<223>

<400>

28

74

DNA

Artificial Sequence

aptamer

28

cctgecaccca gtgtecegtg ctcecgggggt tgggegtggt gggtctgteg ggtttoggac

ggagagyagg acgyg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

cctgcaccca gtgtccctgg gtcggotaat ttggcatttg gggtggttty gggggaggac

29
74
DNA
Artificial sequence

aptamer

29

ggagadgagg acgg

<210>
<211>
<212
<213>

30
65
DNA
Artificial Sequence
Page b
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TF12067W0 sequence Tist_ST25

<220>
<223> aptamer
<400> 30

cctgeaccea gtgtecctgt gtgctggtgt ggogtggtrt gogogdggga cggagaggag
gacgy

<210> 31
<211l> 39
<212> DNA

<213> Artificial Sequence

<220>
<223> aptamer

<220>

<221> misc_feature

«222> (20)..020)

<223> n represents one ore more any bases

<400> 31 .
gggttigggt tgggttgggn gggtttgggt tgggttggg

<210> 32

<211> 47

<212> DNA

<213> Artificial Sequence
<220>

<223> aptamer

<400> 32

gggtttggot tgggttgggt trttttttgg gtttgggttg ggttggg

<210> 33

<2311> 43

<212> DNA

<213> Artificial Sequence

<220>
<223> aptamer

<400> 33 -
gggtttggot tgggttgggt trrtgggttt gggttyggtt ggg |

<210> 34
<211> 44
<212> DNA
<213> Artificial Sequence

<220>
<223> aptamer

<220>

<221> misc_fTeature

<222> (23)..(23)

<223> n represents random 30-mer seguence.

<400> 34
ggttagcccg tcccgagata acncttaaca cacggogget gtag
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39
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<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>
acccagtgtc ccngacggag aggaggacgg

<210
<211>
<212>
<213>

<400>

35
30
DNA

TFL2067W0 sequence 1ist_sT25

Artificial Segquence

aptamer

misc_Teature

(13)..(13

b represents random 40-mer sequence.

35

36
337
PRT

Influenza virus/A/Anhui/1/2005

36

Met Glu Lys Ile val

1

ASp

Asp

lLeu

Pro

65

Pro

Glu

Asp

Lys

Ser

145

Arg

Gin

Thr

Glu

50

Leu

Met

Lys

Tyr

Ile

130

Gly

Asn

5

Ile Cys Ile

Ile Met Glu
35

Lys Thr His

Ile Leu Arg

Cys Asp Glu
85

Ala Asn Pro
100

Glu Glu Leu
115
Gin Ile Ile

val Ser Ser

val val Trp

Leu

Gly

LySs

Asn

AsSp

70

Phe

Ala

LYS

Pro

Ala

150

Leuy

Leu

Tyr

AsSh

Gly

55

cys

Iie

Asn

Cys

Ile

lL.eu

His

val

490

Lys

Ser

Asn

ASp

Leu

120

Ser

Pro

Lys

Ala

Ala

25

Thr

teu

va'l

val

Ley

105

Leu

Ser

Tyr

LyS

Iie val
10

Asn Asn

val Thr

Cys Asp

Ala Gly
75

Pro Glu
a0

Cys Tyr

ser Arg

Trp Ser

a¢in Gly

155

ASn Asn
Page 8§

Ser

Ser

His

Leu

60

Trp

Trp

Pro

Ile

Thr

Lau

Thr

Ala

45

Asp

Leu

ser

Gly

ASh

125

His

Pro

Tyr

val

Glu

30

Glin

Gly

L.eu

Tyr

ASn

1186

His

Glu

Ser

Prro

Asp

va'l

Gly

Ile

95

Phe

Phe

Ala

Bhe

Thr

Ser

val

Ile

Lys

Asn

80

val

Asn

Glu

Ser

Phe

160

Ile

30



Lys

Gly

Asn

Leu

225

Arg

Phe

val

ASn

Met

305

Tyr

Pro

Arg

Ile

Pro

210

val

Met

Glu

Lys

Cys

290

Pro

val

<210
<211>
<212>
<213>

<400>

1

Ser

His

195

Thr

Pro

Asp

Ser

Lys

AsSD

Phe

Lys

37
338
PRT

Tyr

180

His

Thr

LYS

Phe

Asn

260

Gly

Thr

His

Ser

165

Asn

ser

Phe

245

Gly

ASP

Lys

Asn

Asn
325

Asn

Asn

Ile

Ala T

230

Trp

AsSn

Ser

Cys

Ile

310

LYS

TF12067W0 seqguence Tist_ST25
170

Thr

ASp

ser
215

Thr

Phe

Gn
295

Leu

AsSn

Ala

200

val

Arg

Ile

Ile

Ile

280

Thr

Pro

val

Gln Glu Asp Leu Leu

185

Ala

Gly

Ser

Leu

Ala

265

val

Pro

l.eu

Leu

Glu

Thr

Lys

Lys

Ile

Thr

Ala
330

Gln

Ser

val

235

Pro

Glu

Ser

Gly

Ile

315

Thr

Thr

Thr

220

Asn

Asn

Tyr

Glu

Ala

300

Gly

Gly

Influenza virus/a/goose-Guiyang/337/2006

37

Met Glu Lys Tle val Leu Leu Leu
5

Asp GIn Ile Cys Ile Gly Tyr His

Asp Thr Ile Met Glu Lys Asn val
35

20

40

Leu Glu Lys Thr His Asn Gly Lys
55

50

Ala Ile Ile Ser

10

Ala Asn Asn Ser

25

Thr val Thr His

Leu Cys Ser Leu
60

pPage 9

Lys

205

Leu

Gly

ASD

Ala

val

285

Ile

Glu

Leu

ey

Thr

Ala

45

ASD

Ile
190
Leu
Asn
Gin
Ala
Tyr
270
Glu
AsSn

Cys

Arg

val
val
30

Glin

Gly

Tyr

Gln

ser

Ile

255

Lys

TYr

ser

Pro

Asn
335

LYS

Gin

Asp

va'l

T™rp

Glin

Arg

Gly

Asn

Ile

Gly

Ser

Ser

val

Ile

Lys



Pro

63

Pro

Glu

Asp

LYS

Leu

145

Arg

LYysS

Gly

Asn

l.eu

225

Arg

phe

val

Asn

Ser

305

Lys

l.eu

Met

LYS

Tyr

Ile

130

Gly

Asn

Arg

Ile

Pro

210

val

Met

Glu

Lys

Cys

290

Met

Tyr

Ile

Cys

Ala

Glu

115

Gln

val

val

Ser

His

195

Asn

Pro

Glu

Ser

Lys

Asn

Pro

val

Leu

Asp

ser

100

Glu

Ile

Ser

val

TYyr

180

His

Thr

Thr

phe

AsSn

260

Gly

Thr

Phe

Lys

Arg

Giu

85

Pro

Leu

Ile

Sep

Trp

AsSn

Pro

Tyr

Ile

Phe

245

Gly

Asp

LYsS

His

ser
325

ASp

70

Phe

Ala

LYS

Pro

Ata

150

Leu

Asn

Asn

ITe

Ala

230

Trp

Asn

Ser

Cys

Asn

310

Asn

TF12067W0 sequence 1ist_ST25

Cys ser val Ala

ITe

Asn

His

Cys

ITe

Thr

Asp

Ser

215

Thr

Thr

Phe

Ala

Gin

295

Ile

Arg

Asn

ASp

Leu

120

Ser

Pro

Lys

Ash

Ala

200

val

Arg

Ile

Ile

Ile

280

Thr

His

ieuy

val

Leu

105

Leu

Ser

Tyr

Lys

Gin

185

Ala

Gy

Ser

Leu

Ala

265

Met

Pro

Pro

val

Pro Glu Trp
90

Cys Tyr Pro
Ser Arg Ile

Trp Pro Asn
140

Asn Ser Ser
170

Glu Asp Leu
Glu 6GIn Ile

Thr Ser Thr
220

Lys val Asn
235

Lys Pro Asn
Pro Giu Tyr
Lys Ser Glu
Met Ile Gly
Lteu Thr Ile

315

Lteu Ata Thr
330
Page 10

ser

Gly

AST

125

His

ser

Tyr

lL.eu

LYyS

ey

Gly

Asp

Ala

Leu

285

Ala

Gly

Gly Trp Leu Leu
75

TYr

ASD

110

His

Glu

ser

Pro

val

190

Lau

Asn

Gin

Ala

Tyr

270

Glu

Ile

Glu

Leu

Gly

Ile

95

Phe

Phe

Ala

Phe

Thr

175

Leu

Tyr

Glin

Ser

Ile

255

Lys

Tyr

Asn

Cys

Arg
335

Asn

80

val

Asn

Glu

Ser

Phe

160

Ile

T

Gin

Arg

Gly

240

Asn

Ile

Gly

Ser

Pro

320

Asn



Thr

Leuy

<210>
<211>
<212>
<213>

<400>

38
523
PRT

TF12067wW0 sequence 1ist_ST25

influenza virus/A/Anhui/1/2005

38

Met Glu Lys

1

Asp

ASp

Leu

Pro

65

Pro

Glu

ASp

Lys

ser

145

Ard

Lys

Gly

Asn

Gln

Thr

Glu

50

Leu

Met

Lys

Tyr

Ile

130

Gly

Asi

Arg

ile

Pro
210

Ile

LYS

Ile

cys

Ala

Glu

115

Gln

val

val

Ser

His

195

Thr

Ile val Leu
5

Cys Ile Gly
20

Met Glu Lys
Thr His Ash

Leu Arg Asp
70

Asp Glu phe
85

Asn Pro Ala
100
Glu Leu Lys
Ite Ile Pro
Ser Ser Ala
150
val Trp Leu
Tyr Asn Asn

His Ser Asn

Thr Tyr Ile

Leu
Tyr
Ash
Gly
Cys
Ite
Asn

His

Cys
Ile
Thr
ASD

Ser
215

Leu

His

val

40

Lys

Ser

Asn

ASp

Leu

120

Ser

Pro

LYS

Asn

Ala

200

val

Ala

Ala

25

Thr

Leu

val

val

Leu

105

Leu

Ser

Tyr

Lys

GIn

185

Ala

Gly

ITe val Ser
10

Asn Asn Ser

val Thr His

Cys Asp Leu
60

Ala Gly Trp
75

Pro Glu Trp

90

cys Tyr Pro

ser Arg Iie

Trp Ser Asp

GIn Gly Thr

Asn Asn Thr

170

Glu Asp Leu

Giu GIn Thr

Thr Ser Thr
220

Page 11

Leu

Thr

Ala

45

ASD

Leu

ser

Gly

Asn

125

Pro

Tyr

Leu

LYS

205

Leu

val

Glu

30

Gin

Gly

Leu

Tyr

Asn

110

Glu

Ser

Pro

Ile

190

Leu

Asn

Asp

val

Gly

Ile

93

Phe

Phe

Ala

Phe

Thr

175

Leu

Tyr

Gln

Ser

val

Ile

LyS

Ash

80

val

ASn

Glu

sSer

Phe

160

Ile

Trp

Arg



l.eu

225

Arg

Phe

val

Asn

Met

305

Tyr

Pro

Gln

Gly

Gly

Pha

AsSn

Asni

His

val

Met

Glu

Lys

cys

250

Pro

val

Arg

Gly

Ser

370

val

Giu

Leu

Ala

ASp

Cys

Pro

ASD

Ser

Phe

Lys

Gly

Met

355

Gly

Thr

Ala

Ash

Glu

435

Ser

ASn

ASp

Lys

Phe

Asn

260

Gly

Thr

His

Ser

Leu

340

val

Tyr

Ash

val

Lys

l.eu

Asn

Ala

Asn

Ile

Phe
245

Gly

Asp’

Lys

ASnh

Ash

325

Phe

ASD

Ala

Lys

Lys

l.eu

val

Lys

Glu
485

Ala

230

Trp

A_sn

Ser

cys

Ile

310

Lys

Gly

Gly

Ala

val

390

Arg

Met

val

Lys

Glu

470

Cys

TF12067w0 sequence 1ist_ST25

Thr Arg Ser Lys val Asn Gly Gln
235

Thr

Phe

Ala

Gin

295

His

eu

Ala

Trp

Glu

Glu

Leu

Asn

455

Leu

Met

Ile

Ile

Ile

280

Thr

Pro

val

Ile

Tyr

360

LYS

Ser

Phe

ASp

Met

440

Leu

Gly

Glu

Leu

Ala

265

val

Pro

Leu

Leu

Ala

345

Gly

Glu

AsSn

Tyr

Asn

Ser

Lys

250

Pro

Lys

1le

Thr

Ala

330

Gly

Tyr

Ser

Ile

Asn

410

Phe

Asn

ASp

Gly

val
490

Pro

Glu

Ser

Gly

Ile

315

Thr

Phe

His

Thr

395

Leu

Leu

Glu

Lys

Cys

475

Arg

AsSn

Tyr

Glu

Ala

300

Gly

Gly

Ite

His

Gin

380

Lys

Glu

ASp

Arg

val

460

Phe

Asn

Page 12

ASp

Ala

val

285

Ile

Glu

Leuy

Glu

Ser

365

Lys

Met

Arg

va'l

Thr

445

Arg

Glu

Gly

Ala

Tyr

270

Glu

Asn

Cys

Arg

Ala

Asn

Arg

Leu

Phe

Thr

Ser

LYS

Tyr

Ser

Pro

ASn

335

Ghy

Glu

Ile

Thr

Ile

415

Thr

ASp

GIn

Tyr

TYyr

Gly

Ash

Ile

Gly

Ser

LYS

ser

Trp

Gln

ASp

Gln

400

Glu

Tyr

Phe

Leu

His

480

Asp



TF12067w0 sequence 11ist_ST25

Tyr Pro GIn Tyr Ser Glu Glu Ala Arg Leu Lys Arg Glu Glu Ile Ser

500 505 510
Gly val Lys Leu Glu Ser Ile Gly Thr Tyr Gin
515 520
<210> 39
<211> 33
<212> DNA
<213> Artificial sequence
<220>
<223> aptamer
<400> 39
cggegtitgg ttggecgtgaa ccatttttaa gtt
<210> 40
<211> 68
<212> DNA
<213> Artificial segquence
<220>
<223> aptamer
<400> 40 :
aattaaccct cactaaaggg ctgagtctca aaaccgcaat acactggttg tatggtcgaa
taagttaa
<210> 41
<211> 344
<212> PRT
<213> 1Influenza virus/A/california/04/2009
<400> 41
Met Lys Ala Ile Leu val val Leu Leu Tyr Thr Phe Ala Thr Ala Asn
1 5 10 15
Ala Asp Thr Leu Cys Ile Gly Tyr His Ala Asn Asn Ser Thr Asp Thr
20 25 30
val Asp Thr val teu Glu Lys Asn val Thr val Thr His Ser val Asn
35 40 45
Leu teu Glu Asp Lys His Asn Gly Lys Leu Cys Lys Leu Arg Gly val
50 55 60
Ala Pro Leu His Leu Gly Lys Cys Asn Ile Ala Gly Trp Ile Leu Gly
65 70 75 80
Asn Pro Glu Cys Glu Ser Leu Ser Thr Ala ser Ser Trp Ser Tyr Ile
85 90 95
val Glu Thr Pro Ser Ser Asp Asn Gly Thr Cys Tyr Pro Gly Asp Phe

100 105 110
Page 13

33

60
68



Ile

Glu

Ser

145

Phe

Lys

Leu

Tvr

Ite

Ala

val

Thr

305

Pro

Asn

Asp

Arg

Asn

Tyr

Leu

Trp

Glin

210

Lys

Gly

Thr

Met

His

290

Ser

Lys

ile

<210>
<211>
<212>
<213>

<400>

Tyr

115

Phe

LyS

LYsS

Ser

Gly

Ash

Phe

Arg

Phe

Glu

275

ASp

teu

Tyr

Pro

42
343
PRT

Giu

Gilu

Gly

Asnh

Lys

Ile

Ala

Lys

Met

Glu

260

Arg

Cys

Pro

val

Ser
340

Glu

Ile

val

Leu

165

Ser

Asp

Pro

Asn

245

Ala

Asn

AsSn

Phe

Lys

Ile

Leu

Phe

Thr

150

Ile

Tyr

His

Thr

Glu

230

Tyr

Thr

Ala

Thr

Gln

310

Ser

Gln

TF12067W0 sequence 11st_ST25

Arg
Pro
135

Ala

Trp

Pro

TYr

215

Ile

TYr

Gly

Gly

Thr

295

Asn

Thr

Ser

Giu Gln Leu Ser Ser val Ser

120

Lys

Ala

Leu

Ash

Ser

200

val

Ala

Trp

Asn

ser

280

Cys

Ila

LYS

Arg

Thr

cys

val

Phe

Ile

Thr

Leu

265

Gly

Gin

His

Leu

ser

Pro

LysS

LyS

Ser

val

Arg

Leu

250

val

Ile

Thr

Pro

Arg

sSer
His
155

Lys

Gly

Gly

Pro

235

val

val

Ile

Pro

Ile

315

Leu

Influenza virus/A/Brisbane/5G/2007

42

Gly

LYS

AsSp

Ser

220

Lys

Glu

Pro

Ile

Ala

rage 14

125

Pro

Gly

Asn

Glu

Gin

205

ser

va'l

Pro

Arg

Ser

285

Gly

Ile

Thr

Asn

Ala

Ser

val

190

Gln

Arg

Arg

Gly

Tyr

270

AsSD

Ala

Gly

Gly

ser

His

Lys

TVYFP

i75

Leu

Ser

Tyr

Asp

Thr

Ile

Lys

Leu
335

Phe

Asp

ser

160

Pro

val

Ley

Ser

Gln

240

LyS

Phe

Pro

Ash

320

Arg



Met

Ala

val

Leu

Ala

65

Asn

val

Ala

Glu

val

145

Tyr

Leu

Trp

LyS

Gly

Ite

Lys

ASp

ASp

Leu

50

Pro

Pro

Glu-

ASp

Arg

Thr

Arg

ser

Gly

Thr

210

Phe

Arg

rhe

val

Thr

Thr

35

Glu

Leu

Glu

Lys

Tyr

115

rhe

Gly

Asn

Lys

val

195

Glu

Thr

Ile

Glu

Lys

Ile

20

val

Asn

Gin

Cys

Pro

100

Glu

Glu

val

Leu

ser

180

His

Asn

Pro

Ash

Ala
260

Leu

Cys

Leu

Ser

Leu

Glu

85

Asn

Glu

Ile

Ser

Leu

165

Tyr

His

Ala

Glu

Tyr

245

Asn

Leu

Ite

Glu

His

Gly

70

Leu

Pro

t.eu

Phe

Ala

150

Trp

Ala

Pro

Tyr

Ile

230

Tyr

Gly

TF12067W0 sequence 1ist_ST25

val Leu Leu C%s Thr phe Thr Ala
1

Gly

Lys

Asn

55

Asn

l.eu

Glu

Arg

Pro

i35

Ser

teu

ASh

Pro

vai

215

Ala

TP

Asn

Tyr

Asn

40

Gly

Cys

Ile

Asn

Glu

120

Lys

Cys

Thr

Asn

Asn

200

Ser

LysS

Thr

Leu

His
25

val

LYS

Ser

Ser

Glu

Ser

Gly

LYS

185

Ile

val

Arg

Leu

Ile
265

Ala

Thre

Leu

val

Leu

Ser

His

LYyS

Glu

Gly

val

Pro

Leu
250

Ash

val

Cys

Ala

75

Glu

Cys

Ser

Ser

Asn

155

ASN

Lys

ASp

Ser

Lys

235

Gly

Asn

Thr

Leu

60

Gly

Ser

Tyr

Ser

140

Gly

Gly

Glu

Gln

Ser

220

val

Pro

Ala Pro Arg

Page 15

ser

His

45

Leu

Trp

Trp

Pro

val

125

Pro

Glu

teu

val

Arg

Gly

Tyr

Thr

30

Ser

Lys

Tle

Ser

Gly

110

Ser

Asn

Ser

Tvr

Leyu

190

Ala

TYr

ASp

AsSp

Ala
270

Thr

15

Asp

val

Gly

Leu

Tyr

g5

His

Ser

His

Ser

Pro

175

val

Leu

ser

cin

Thr

255

Phe

TYF

Thr

Asnh

Ile

Gly

80

Ile

Phe

Phe

Thr

Phe

160

Ash

L.eu

Tyr

Arg

Glu

240

ITe

Ala



Leu 5er

Asp Lys

- 290

Ser Leu
305

Lys Tyr

Ile Pro

<210>
<211~
<212>
<213>

<400>
Met Lys
1

Gin Asp

His His

Gin Ile
50

Gly Lvs
65

Thr Leu

Asn Glu

Cys Tyr

Ala Ser

130

Gly val

Arg Gly
275

Cys Asp

Pro Phe

val Arg

Ser Ite
340

43
345
PRT

rhe

Ala

Gln

Ser

325

Glin

Gly

Lys

Asn

310

Ala

Ser

TF12067W0 sequence 11st_ST25

Ser Gly ITe Ite Asn Ser Asn Ala

280

cys Gin Thr Pro

295

val His Pro val

Lys Leu Arg Met

Arg

330

Influenza virus/a/Aichi/2/1868

43

Thr Ile

Leu Pro
20

Ala val
35

Glu val

ITe Cys

ile Asp

Thr Trp

100

Pro Tyr
115

ser Gly

Thr GIn

Ile

5

Gly

Pro

Thr

Asn

Ala

85

ASp

ASD

Thr

AsSn

Ala

Asn

AsSh

Asn

Asn

70

feu

Leu

val

Leu

Gly

Leu

ASp

Gly

L.eu

Phe

Pro

Glu

135

Gly

Ser

ASn

Thr

40

Thr

Gly

val

Ser

Tyr

Leu

Glu

Arg

ASp

Glu

105

Tyr

Ile

Asn

Ile

10

Thr

val

Leu

Pro

90

Arg

Ala

Thr

Ala

GIn
Thr

335

val

Phe

Ala

LYsS

val

Leu

75

His

ser

Ser

Glu

Cys
155

285

aly Ala

ITe Gly

Thr Gly

Cys Leu

Thr Leu

Thr Ile
45

Gin ser

60

Asp Gly

Cys Asp

Lys Ala

Leu Arg

Gly pPhe

Lys Arg

Page 16

Ile

Glu

Leu

Ala

Cys

30

Thr

ser

Ile

val

Phe

110

Ser

Thr

Gly

Pro
ASn

Cys

Ley
15

Leu
ASp
Sar
Asp
Phe
95

Ser
Leu

Trp

Pro

Met
ser
Pro
320

Asn

Gly

Gly

ASp

Thr

Cys

80

Gln

ASn

va'l

Thr

Gly
160



ser Gly Phe

Tyr Pro

Leu Tyr

Ser Leu
210

Ser GlIn
225

Gly Leu

Asp val

Tyr Phe

Pro Ile
290

Pro Asn
305

Cys Pro

Arg Asn

<210>
<211>
<212>
<213>

<220>
<223>

<400>

val

Ile

195

Tyr

Gln

Ser

Leuy

Lys

Asp

Asp

Lys

val

44
48
DNA

Phe

Leu

180

Trp

val

Thr

Ser

val

260

Met

Thr

Lys

Tyr

Pro
340

ser

165

Asn

Gly

Gin

Ile

Arg

Ile

Arg

Cys

Pro

val

325

Glu

Arg

val

Ile

Ala

ITe

230

Asn

Thr

Phe

310

Lys

LYSs

TF12067w0 sequence 1ist ST25
Leu Asn Trp Leg Thr Lys Ser Gly
17

Thr Met Pro Asn Ash Asp Asn Phe
185 190

His His Pro Ser Thr Asn GIn Glu
200 205

Ser Gly Arg val Thr val ser Thr
215 220

Pro Asn Ile Gly ggr Arg Pro Trp
5

ser Ile Tyr Trp Thr Ile val Lys

Ser Asn Gly Asn Leu Ile Ala Pro
265 270

Gly Lys Ser Ser Ile Met Arg Ser
280 285

Ser Glu Cys Ile Thr Pro Asn Gly
295 300

Gln Asn val Asn Lys Ile Thr Tyr
315

GIn Asn Thr Leu Lys Leu Ala Thr
330

Gln Thr Arg
345

Artificial sequence

antisense

44

CCCaaaccca acCcaacCCca adaalCccaaa cccaacccaa ccoctittt

<210>
<213>
<212>
<213>

<220>
<223>

45
67
DNA

Artificial Sequence

aptamer

Page 17

Ser

175

Asp

GIn

Arg

val

Pro

255

Arg

AsSp

Ser

Gly

Gly

Thr

Lys

Thr

Arg

Gly

Ala
320

Met

48



TF12067wW0 sequence Tist_STZ25

<220>

<221> misc_feature

<222> (34)..(34)

<223> n represents one or more any bhases,
<400> 45

gtotttgatg gtttggtctg gttggcttaa cacngtgtit gatggttigg tctggttgge
ttaacac

<210> 46

<Z211l> 47

<212> DNA

<213> Artificial Sequence

<220>

«<223> aptamer

<400> 46

gggtttgggt tgggttggga tatatatagg gtttgggttg ggttggg

«<Z210>
<Z211>
<Z212>
<213>

<220>
<223>

<400>

47

58

DNA o
Artificial Ssequence

aptamer

47

gggttigggt tgggttgggg attggaatta aggcgtglgg ggttigggtt gggitggg

<210
<211>
<212>
<213>

<220>
<223>

<400

48

75

DNA

Artificial Sequence

aptamer

48

gtgtttgatg gtttggtctg gttggcttaa cacttttttt ttgtgtttga tggtttggic

rgottggett aacac

<210>
<Z11>
<212>
<Z213>

<220>
<223>

<400>

49

71

DNA

Artificial Secuence

aptamer

49

gtgtttgatyg gtttggtctg gttggcttaa cactttttgt gtttgatggt ttggtctggt

rggettaaca ¢

<210
<211
<21Z2>
<213>

50
59
DNA
Artificial Sequence
Page 18

60
67

47

58

60
75

60
71



TF12067W0 sequence Tist_5T25

<220>
<Z223> aptamer

<220>

<221> misc_feature

<222>  (20)..(020)

<223> n represents one Or more any bases.

<220>

<221> misc_feature

<222> (40)..(40)

<223> n represents one or more any hases.

<400> 50
gggtttgggt tgggttgggn gggtttgggt tgggttgggn gggtrttgggt tgggttggg

<210> 51

<211> 75

<212> DnNA

<213> ArtiTicial sequence
<220>

<223> aptamer

<400> 51

gggtttgggt tgggttgggt ttttttttgyg gttigggttg ggttgggttt ttttttgggt

tTgggttggy ttggy

<2310> 52

<2il> 79

<212> DNA

<213> Artificial Seguence
<220>

<223> aptamer

<400> 52
gaattcagtc ggacagcggg gttcccatge ggatgttata aagcagtcge ttataaggga

tggacgaata tcgreteee

<230> 53

<211> 79

<212> DNA

<213> Artificial Sequence

<220>
<223> aptamer

<400> 53
gaattcagtc ggacagcggg ggggaatict agcagtacac ctcgagaatt atagccagga

tggacgaata tcgtcotccc
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59

60
75

60
79

60
79



