X18903_PCT_SeqglList08Feb2011_5T25
SEQUENCE LISTING

<110> ET11 rLilly and Company
<120> ANTIBODIES AGAINST CSF-1R
<130> X18903

<160> 18

<170> PatentIn version 3.5
<230> 1

<211> 5

<212> PRT

<213> Artificial sequence

<220>
<223> Synthetic construct

<400> 1

ser Tyr Gly Met His
1 5

<210> 2

<2131> 17

<Z212> PRT

<213> Artificial sequence
<220>

<223> Synthetic construct
<400> 2

val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser val Lys
1 5 10 15

Gly

<210> 3

<211> 11

<212> PRT

<213> Artificial sequence
<220>

<223> Synthetic construct
<4Q0> 3

Gly Asp Tyr Glu ga? AsSD Tyr Gly Met Asp val
1 10

<210> 4

<211i> 11

<212> PRT

<213> Artificial sequence
<220>

<223> Synthetic construct
<400> 4

Page 1



i

<210
<211>
<212>
<213>

<220>
<223>

<400

5
7
PRT

5

X18903_PCT_SeqlList08Feb2011_5T725
Aarg Ala Ser Gln Gly Ile Ser Asn Ala Leu Ala

Artificial sequence

synthetic construct

5

Asp Ala Ser Ser Leu Glu Ser
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

6
9
PRT

Artificial sequence

synthetic construct

6

"GIn Gin Phe Asn Ser Tyr Pro Trp Thr
1 5

<210>
<211
<212>
<213>

<220>
<223>

<400>

7
120
PRT

Artificial seguence

synthetic construct

7

Gin Asp Gln
1

Ser Leu
Gly Met
Ala val

50
Lys Gly
65

Leu Gln

Ala Arg

Arg

His

35

Ile

Arg

Met

Gly

teu val Glu Ser Gly
5

Ley

20

Trp

Trp

Phe

Asn

ser

val

TYyr

Thr

ser

85

Tyr

Cys

Arg

ASp

ITe

70

Leu

Glu

Ala

Gin

Gly

55

Ser

Arg

val

Ala

Ala

40

ser

Arg

Ala

ASp

Gly

Ser

25

Pro

Asn

Asp

Glu

TYr
105

10

Gly val
10

Gly Phe

Gly Glu

LYys Tyr

Asn Ser
75

Asp Thr
90

Gly Met

Page 2

val

Thr

Gly

Tyr

60

Lys

Ala

ASp

Gin

Phe

Leu

45

Ala

Asn

val

val

PIro

Ser

30

Glu

ASD

Thr

Tyr

Trp
110

Gly
15

ser
Trp

Ser

Leu

Arg

Tyr

val

va'l

TYr

80

Cys
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Gly Thr Thr val Thr val Ala ser

<210>
<211>
<212>
<Z13>

<220>
<223>

<400>

115

8
107
PRT

Artificial sequence

synthetic consiruct

8

Ala Ile GlIn

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

Arg

Ala

ASD

50

Gly

ASp

Phe

<210>
<211
<212>
<213>

<220>
<223>

<400>

val
Trp
35

Ala
sar

Phe

Gly

9
450
PRT

Leu

Thr

20

TYr

Ser

Gly

Ala

Gin
100

Thr

5

Ile

Gin

ser

Thr

Thr

85

Gly

Gin

Thr

GIn

Leu

ASp

70

Tyr

Thr

Ser

Cys

Lys

Jyr

Lys

Artificial sequence

Synthetic construct

9

Gln Asp Gln Leu val Gglu Ser

1

5

Ser Leu Arg Leu Ser Cys Ala
20

Gly Met His Trp val Arg Gln
35

Ala val Ilte Trp Tyr Asp Gly
50 55

120

Pro

Arg

Pro

40

Serp

Thr

Cys

val

Ala

Ala
40

Ser

Ser

Ala

25

Gly

Gly

Leu

GIn

Glu
105

Gly
Ser
25

PO

Asn

Ser Leu Ser
10

ser Gin Gly
Lys Ala Pro

val Pro Ser
60

Thr Ile ser
75

Gin Phe Asn
&0

Tle Lys

gly val val
10

Gly Phe Thr

Gly Glu Gly

Lys Tyr Tyr
60

Page 3

Ala

Ile

Lys

Arg

Ser

Ser

Gin

Phe

Leu

45

Ala

ser

Ser

30

Leu

Phe

Leu

Tyr

Pro

ser

30

Glu

ASp

val

15

ASn

Leu

Ser

Glin

Pro
95

Gly
15
Ser

Trp

Ser

Gly

Ala

Ile

Gly

Pro

80

Trp

Arg

TYl

val

val



ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

LysS

Pro

ser

AsSp

Asn

val

305

Glu

Gly

Gin

Arg

Thr

Pra

130

Gly

Asn

Gln

ser

Ser

210

Thr

Ser

Arg

Pro

Ata

290

val

TYr

Arg

Met

Gly

Thr

115

Leu

cys

Ser

ser

Ser

185

AsSnh

His

val

Thr

Glu

275

Lys

Ser

Lys

phe

AsSn

Ala

Lteu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

val

Thr

val

Cys

Thr

Ser

85

Tyr

Thr

Pro

val

Ala

165

Gly

Gly

Lys

Cys

lLeu

245

Glu

Lys

Lys

Leu

Lys

Ile

70

L.eu

Glu

val

ser

Lau

Thr

val

Pro

230

Phe

val

Phe

Pro

Thr

310

val

X18903_PCT_SeqList08Feb2011_sT25

Ser Arg Asp Asn Ser Lys Asn Thr Leu

Arg

val

Ala

ser

135

ASD

Thr

Tyr

GIn

Asp

215

Pro

Pro

Thr

AsSn

Arg

val

Ser

Ala

ASD

Ser

120

LYys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Leu

ASh

Glu

Tyr

105

Ala

Ser

pPhe

Gly

Leu

185

Tyr

Arg

Pro

Lys

val

2G5

Tyr

Glu

His

LYS

75

Asp Thr
90

Gly Met

Ser Thr

Thr ser

Pro Glu
155

val His
170

Ser Ser

Ile Cys

val Gtu

Ala Pro
235

Pro Lys
250

val val

vai Asp

Gln Tyr

Gln Asp
315

Ala Leu
330
page 4

Ala

AsSp

LYs

Gly

Pro

Thr

val

Asn

Pro

220

ASp

ASD

Gly

Asn

300

Trp

Pro

val

val

Gly

val

Phe

val

vali

205

Lys

Leu

Thr

val

val

285

Ser

Leu

Ala

TYr

Trp

119

Pro

Thr

Thr

Pro

Thr

120

Asn

Ser

Leu

Leu

ser

270

Glu

Thr

Asn

Pro

Ty 1"

95

Gly

Ser

Ala

val

Ala

175

val

His

Cys

Gly

MetT

255

Mis

val

Tyr

Gly

Ile

TYr
80

Cys

val

Ser

160

val

Pro

LyS

Asp

His

Arg



Lys Thr Ile

Thyr Leu Pro
355

Thr Cys itey
370

Glu Ser Asn
385

Leu Asp Ser

Lys Ser Arg
Glu Ala Leu
435

Gly Lys

450
<210> 10
<211> 214
<212> PRT
<213>
<220>
<223>

<400> 10

Ala Iie GlIn
1
Asp Arg val

Leu Ala Trp
35

Tyr Asp Ala
50

Ser Gly Ser
65

Glu Asp Phe

Ser

340

Pro

val

Gy

ASD

Trp

His

Leu

Thr

20

Tyr

Ser

Gly

Lys
ser

Lys

ASh

Thr
5

Ile
Gin
Ser

Thr

Ala Thr

85

Ala

Arg

Gly

Pro

390

Ser

Gin

His

Glin

Thr

G1in

ey

ASp

70

TYr

X18903_PCT_SeqList08Feb2011_ST25

Lys Gly Gin Pro

Glu

Phe

375

Glu

Phe

Gly

Tyr

Artificial seguence

synthetic construct

ser

cys

Lys

Glu

55

Phe

Tyr

Glu

360

TYr

Asn

Phe

Asn

Thr
440

Pro

Arg

Pro

40

saer

Thr

Cys

345

Met

Pro

Asn

Leu

val

425

Gin

ser

Ala

25

Gly

Gly

Leu

Gin

Thr

Ser

Tyr

TYYT

419

Phe

LYS

Ser

10

ser

Lys

vat

Thr

Gln
g0

Arg Glu Pro GIn val

Lys Asn

Asp Ile

380

Lys Thr

ser Lys

Ser Cys

ser Leuy

Leu Ser

Gln Gly

Ala Pro

Pro Ser
60

Ite Ser
75

Phe Asn

Page 5

Glin

365

Ala

Thr

Leu

Ser

Ser
445

Ala

Iie

Arg

ser

Ser

350

val

val

Pro

Thr

val

430

lL.eu

ser

ser

30

Leu

Phe

Leu

Tyr

Ser

Glu

Pro

val

415

Met

ser

val

15

Asn

Leu

Ser

Glin

Pro
95

Tyr

Leu

Trp

val

400

ASD

Pro

Gly

Ala

Ile

Gly

Pro

80

Trp



Thr

Pro

Thr

LYS

145

Glu

Sar

Ala

Phe

Phe

ser

Ala

130

val

Ser

Thr

Cys

Asn
210

<210>
<211>
<212>
<2313>

<220>
<223>

<400>

Gly
val

115

Ser

Gin

val

Leu

Glu

195

Arg

i1
469
PRT

Gin

100

Phe

val

Trp

Thr

Thr

180

val

Gly

Gly

Ile

val

LYS

Glu

165

l.eu

Thr

Glu

Thr

Phe

Cys

val

150

Gin

Ser

His

Cys

X18903_pCT_Seatist08Feb2011_5725
Glu Ile Lys Arg Thr val Ala

Lys

Pro

Ley

135

ASp

Asp

Lys

GlIn

Artificial sequence

synthetic construct

1l

Met Gly Trp Ser Cys Ile Ile
1 5

val

Pro

Ser

Glu

65

ASD

Thr

His

Gly

Ser

50

Trp

Ser

Leu

Ser

Arg

35

Tyr

val

val

Tyr

Gin
20

Ser

Gly

Lys

Leu
100

ASH

Leu

Met

val

Gly

85

Gin

Gln

Arg

His

Ile

70

Arg

Met

Leu

Leu

mp

55

Trp

Phe

Asn

val

Pro

120

Leu

Asnh

Ser

Ala

Gly

Leu

val

ser

40

val

Tyr

Thr

Ser

105

ser Asp

ASh Asn

Ala Leu

Lys Asp

AsSD Tyr

Leu Ser

Phe Leu
10

Giu Ser
25

Cys Ala

Arg Gln

Asp Gly

Ile ser

90

Leu Arg
105

Glu Gin

Phe Tyr

140

Gin Ser

Ser Thr

Glu Lys

Ser Pro

val Ala

Gly Gly

Ala ser

Ala Pro

60

ser Asn
75

Arg Asp

Ala Glu

Page ©

Leu

125

Pro

Gly

TYr

His

va'l
205

Thr

Gly

Gly

45

Gly

LYS

Asn

Asp

110

Lys

Arg

ASh

Ser

Lys

Thr

Ala

val

30

Phe

Glu

Tyr

Ser

Thr
110

Ser
Glu
Ser
Leu
175

val

Lys

Thr
15

val
Thr
Gly
Tyr

Lys

Ala

Ala

Gly

Ala

Gin

160

Ser

Tyr

Ser

Gly

Phe
teu
Ala
g0

Asn

val



Tyr

Trp

Pro

145

Thr

Tht

Pro

Thr

Asn

225

Ser

Leu

Ley

Ser

Glu

305

Thr

AsSn

Pro

Gin

Ala

val

Ala

val

210

His

Cys

Gly

Met

His

290

val

Tyr

Gly

Ile

val
370

Cys

115

Gin

val

Ala

Ser

val

195

Pro

Lys

Asp

Gly

Ile

275

Glu

His

Arqg

Lys

Ala

Gly

Phe

Leu

Iirp

Leu

Ser

Pro

Lys

Pro

260

Ser

ASp

Asn

val

Glu

340

Lys

Thr

Arg

Thr

Pro

Glin

Ser

Ser

Thr

245

ser

Arg

Pro

Ala

val

325

Tyr

Thr

Leu

Gly

Thr

Leu

150

Cys

Ser

Ser

Ser

Asn

230

His

val

Thr

Glu

310

ser

Lys

Ile

Pro

X18903,_PCT_SeqList08Feb2011_5T725

Asp Tyr Giu val Asp Tyr
120

val

135

Ala

Ley

Gly

Ser

Leu

215

Thr

Thr

Phe

Pro

val

295

Thr

val

Cys

Ser

Pro
375

Thr

Pro

val

Ala

Gly

200

Gly

Lys

Cys

Leu

Glu

280

Lys

Lys

Leu

LYysS

val

Ser

Lys

Leu

185

Leu

Thr

val

Pro

Phe

265

val

Phe

Pro

Thr

val

345

Arg

Ala

Ser

AsSp

Thr

TYr

Gin

ASD

Pro

250

Pro

Thr

Asn

Arg

val

330

Ser

Lys

Glu

Page 7

Ser

Tyr

Ser

ser

Thr

235

Cys

Pro

Cys

Trp

Glu

315

Leu

Asn

Gly

Glu

Ala

140

Ser

Phe

Gly

Leu

Tyr

220

Arg

Pro

Lys

val

Tyr

300

Glu

His

LYS

Gin

Met
380

Gly Met Asp

125

Ser

Thr

Pro

va'l

Ser

205

Ile

val

Ala

Pro

val

285

val

Gln

Gin

ala

Pro

365

Thr

Thr

Ser

Glu

His

190

ser

Cys

Glu

Pro

Lys

val

Asp

Tyr

Asp

Leuy

350

Arg

Lys

LYS

Gly

Pro

175

Thr

vai

Asn

Pro

ASp

Asp

Gly

ASN

Trp

Pro

Glu

Asn

val

Gly

Gly

160

val

Phe

val

val

Lys

Leu

Thr

val

val

Ser

320

Leu

Pro



val

385

val

Pro

Thr

val

Leu
4635

ser

Glu

Pro

val

Met

450

Ser

<210>
<211>
212>
<213>

<220>
<223>

<400>

l.eu

Tro

val

Pro

12
233
PRY

Thr

clu

l.eu

420

Lys

Glu

Gly

Ccys

Ser

405

Asp

sSer

Ala

Lys

Leu

390

Asn

Ser

Arg

Leu

X18903_PLT_Seqlist08Feb2(1l_ST25

val Lys Gly Phe Tyr Pro Ser Asp Ile

Gly

ASp

Trp

His
455

Artificial seguence

synthetic construct

i2

Met Gly Trp
1

val

Ser

Ser

Leu

65

Phe

Leu

Tyr

val

ASN

50

Leu

Ser

GIn

Pro

Ser

Gly

35

Ala

Ile

Gly

Pro

Trp

Ser

Ala

20

ASp

Leu

Tyr

Ser

Glu

100

Thr

Cys

5

Ile

Arg

Ala

Asp

Gly

85

ASp

Phe

Tle

Gln

val

Trp

Ala

70

Ser

Phe

Gly

Iie

Leu

Thr

TYYr

55

Ser

Gly

Ala

Gln

Glin

Gly

Glin

440

Asn

Leu

Thr

Ile

40

GlIn

Ser

Thr

Thr

Gly

Pro

Ser

425

Gin

His

Phe

Gln

25

Thr

Gln

Leu

ASpP

TYr

105

Thr

395

Glu Asn Asn
410

Phe Phe Leu

Gly Asn val

Tyr Thr Gin
460

Leu val Ala
10

Ser Pro Ser

Cys Arg Ala

Lys Pro Gly
60

Glu ser Gly
75

phe Thr Leu
90
Tyr Cys GiIn

Lys val Glu

Page 8

TYr

Tyr

Phe

445

Lys

Thr

Ser

ser

45

Lys

val

Tht

Gln

Ile
125

Lys

Ser

430

ser

Ser

Ala

Leu

30

Gln

Ala

Pro

Ile

phe

110

Lys

Thr
415
Lys

Cys

Leu

Thr
15

Ser
Gly
Pro
ser
ser
95

Asn

Arg

Ala

400

Thr

Leuy

Ser

Ser

Gly

Ala

Ile

Lys

Arg

80

ser

Ser

Thr
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Trp
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Ala

Leu

TYr

Leu

val

70

Phe

Asnh

Arg

Cys

Lys

150

Iie
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Arg Glu Arg Asp Tyr Thr Asn Leu Pro

ser
935

Leu

Asn

Ala

val

Cys

Ile

55

Asp

Leu

Thr

l.eu

va'l

135

Asn

Pha

920

Gly

Thr

Asn

Gly

Cys

Ser

40

ASp

Gin

Leu

Pro

Lys

Arg

val

Ser

Ser

Cys

Tyr

Arg

Leu

25

His

Ser

Glu

val

Asn

1G5

Ser

Thr

Phe

Lys

Ser

Cys

Gln
970

Cys

10

tLeu

Met

GlIn

G'n

Gin

90

Ala

Cys

pha

ASh

Asn
179

Ser
Glu

955

Phe

Pro

Ala

Met

tey

ASp

Ila

Phe

Tyr

Gy

155

Cys

Ser
940
GlIn

Cys

Pro

Ser

Gly

Glu

60

Lys

Tle

Ala

Thr

Glu

146

Thr

Asn
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925

Giu Leu Glu

Gly Asp Ile

Thr

Arg

sSar

45

Thr

Asp

Met

Ile

LYS

Asn

Thr

Ser

30

Gly

Ser

Pro

Glu

val

110

ASp

Pro

AsSn

Ser

Trp

15

Ile

His

Cys

va'

ASD

95

Gln

Tyr

Leu

l.eu

Phe
175

Ser

Glu

Ala
860

Leu

Thr

Leu

Gin

Cys

80

Thr

Leu

Glin

Ley
160



Glu

TYr

GIn

ASD

225

Leu

Thr

Thr

Pro

Pro

305

Thr

Pro

sSer

Arg

Gln

385

Gly

Ser

sSer

cys

Pro

Pro

210

Ser

His

Cys

Gly

Giu

Glu

Ala

Ala

val

370

Lys

Ser

Thr

val

ser

Lys

185

Leu

Glu

Thr

Gln

Gly

Met

Glu

Lou

Arg

355

Gly

Thr

Pro

Leu

Leu
435

ser

180

Ala

Ala

Gly

val

Ser

260

Gly

Glu

Ala

Ser

2ro

340

Gly

Pro

ASp

Arg

Ser

420

Pro

Gin

Ile

Pro

Thr

ser

Asp

ser

Pro

325

Ser

Gin

val

His

Ile

405

Ala

Leu

ASP

Pro

Ser

Glu

230

Pro

Glu

Pro

Ile

Gly

ser

Asnh

Gin

Arg

Pro

380

Ser

Gin

Gly
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val val

Ser Ser
200

Met Ala
215

Gly Ser

Gly ser

Pro Pro

Gin Pro

280

Leu Asp
285

Glu Ala

Arg Pro

phe Leu

Pro Ala

360

Pro Thr

375

Ser Ala

Ser Leu

Pro Gln

Glu Leu
440

185

Asp

Pro

Ser

Glu

265

Arg

Ser

ser

Gly

Ser

345

Asp

Gly

Leu

Arg

Leu

425

Glu

Pro

val

Leu

Pro

Ala

Glu

Gly

Ala

val

Gn

lLeu

Pro

410

ser

Gly

Ala

Ala

Leu

235

GIn

Pro

Ser

Met

Ile

315

Gly

Ser

Thr

Asp

395

Gln

Arg

Arg

Ser

Gly

Pro

Arg

vai

val

Ser

Sar

Gly

380

ASp

Gly

sSer

Arg
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val

205

Leu

Gly

Pro

val

val

Met

Pro

Thr

365

Asn

Pro

Leu

Ser
445

ser

Thr

Glu

Pro

Lys

Ala

Asn

Pro

Gln

Ley

350

Ala

His

Pro

ser

Ser

430

Thr

Thr Lys Pro Asp Cys Ash Cys
180

Pro

Trp

Gln

ASD

Phe

Trp

Gln

Thr

335

Pro

l.eyu

Thr

Glu

Asn

415

ser

Arg

L.eu

Pro

240

Ser

Ser

Asn

val

Pro

Pro

Pro

400

Pro

Gly

ASP



Arg

Ala

465

His

vai

Gly

GlIn

GIn
545

Arg

Glu

Phe

Gly

ATg

530

Asp

<210>
<Z211>
<212>
<213>

<400>

Ser

Pro

Arg

His

Leu

515

Ala

ASp

18
242
PRT
Homa

18

Met Pro Arg

1

va'l

Glu

ser

ser

65

Gln

val

His

val

Ala

Glu

Arg

50

val

APg

Sar

Pro

Gin

Leu

Cys

35

Leu

Pro

Ala

L.eu

Ser

115

Gin

Pro

Leu

Glin

Leu

500

Leu

ASD

Arg

Ala

Pro

Ser

485

teu

phe

ser

Gln

sapiens

Gly

Gly

20

Thr

GIn

Tyr

Glin

Ser

100

Trp

Gly

Phe

5

Asn

val

Tyr

Glu

val

85

Ala

Lys

l.eu

Glu

Arg

Glu

vai

Tyr

Pro

val
550

Thr

Giu

Thr

Met

Gly

70

Ser

Thr

Tyr

Thr
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Pro Giu Gly Gily Pro Ala Ser Glu Gly

A55

Phe

Gly

Pro

Arg

Leu

535

Glu

Trp

Pro

Gly

Glu

Glu

Leu

AsSp

Asn

ser

Ser

Leu

Leu

Leu

Phe

40

His

Phe

Arg

ser

Gin

120

val

Ser

Phe

val

505

Arg

Gin

Pro

Arg

Glu

25

lL.eu

TYF

Aryg

Glu

val

105

Gtu

Glu

vai

Ser

450

Ie

Arg

Pro

val

Arg

rhe

Ite

Leu

90

Gln

val

Pro

475

Pro

Leu

Arg

Gly

teu

Trp

ASp

Pro

Ala

75

Arg

ASp

Giu

460

Leu

Gin

val

ser

Gly

Pro

Lys

Ile

60

AsSh

Tyr

val

Thr

val Ser Pro
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Thr

Leu

Ley

His

525

Ser

Ile

Leu

Leu

45

Asn

val

Leu

Leu

fLeu

125

Lys

Asp

GIn

Lay

510

Gln

Pro

Phe

Thr

30

Gin

Tyr

Thr

Trp

teu

110

Leu

val

Thr

Glu

495

Ala

Glu

Leu

Ley

15

Gln

Tyr

LysS

Arg

va'

Glu

Leu

Glu

Gly

Ser

va'

Pro

Thr

Gly

Asn

Arg

Leu

80

Leu

Gly

AsSh

Ser



val

145

Pro

Cys

val

Ala

His

225

Leu

i30

Leu

Lys

Ser

Pro

Thr

210

Ser

Pro

Ser

Ala

Cys

ser

195

Gln

Thr

Leu

Leu

Cys

180

Pro

Leu

Gly

Leu

Leu

165

Lys

Gln

Typ

Ser

Asnh

150

Asp

Gin

Ser

Pro

val
230
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135

140

Ala Pro Gly Pro Asn Leu Lys Leu

Asn

Ser

Cys

Pro

215

Arg

Cys

Ser

Sar

200

Pro

Pro

Phe

val

185

Pro

Pro

val

155

Arg va'l Met Glu Leu
176

Leu Asn Trp GIn Asp

Glu Pro Ser Leu Gln
205

Trp Ser Pro Ser Sser
220

Arg Ala Gln Gly Glu
235
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val

Leu

175

Cys

TYyr

Pro

Ghy

Ala

Pro

Ley
240



