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AAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGA
AAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTACACCCT
GCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGACCTGCCTG

GTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGC

AGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTC
CTTCTTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGG
AACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCA

GAAGAGCCTCTCCCTGTCTCCGGGTAA Ataatctagagea

New LDP02 Heavy Protein (space between VHL, VH and Human IgG1-FcRmut)
MGWSCILFLVATATGVHS
QVQLVQSGAEVKKPGASVKVSCKGSGYTFTSYWMHWVRQAPGQRLEWIGEIDP
SESNTNYNQKFKGRVTLTVDISASTAYMELSSLRSEDTAVYYCARGGYDGWDY
AIDYWGQGTLVTVSS
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA
VLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPELAGAPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI
SKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLS
PGK

CONTINUED FROM FIG. 1
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FIG. 12
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SEQ ID NO: 14

GM607°Cl antibody kappa light
chain variable region

Asp Ile Val Met Ti
1

Glu Pro Ala Ser
20

Asn Gly Tyr Asn
35

Pro Gln Leu Leu
50

Asp Arg Phe Ser
65

Ser Arg Val Glu

Leu Gln Thr Pro

100

L v

Ile Ser
Tyr Leu
Ile Tyr

Gly Ser
70

Ala Glu
85

Gln Thr

Ser Pro Leu Ser Leu FPro
10

Cys Arg Ser Ser Gln Ser
25

Asp Trp Tyr Leu Gln Lys
40

Leu Gly Ser Asn Arg Ala
55 60

Gly Ser Gly Thr Asp Phe
75

Asp Val Gly Val Tyr Tyr
90

Phe Gly Gln Gly Thr Lys

105

EERV RV

Val Thr Pro
15

Leu Leu His
30

Pro Gly Gln
45

Ser Gly Val
Thr Leu Lys

Cys Met Gln
95

Val Glu Ile

110

4 v

Gly
Ser
Ser
Pro
Ile
80

Ala

Lys
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21/28°CL antibody heavy
chain variable region

SEQ ID NO: 15

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15
G

Qar Val Twve Val Qar Mve Tyve Ala Tv Tyr Thy Pha Thr Qar T
[ R W ¥V 4l J—lju v S Mo Av) ) e ~ Lidt4 J-j J.jJ- e ddd Ll edd M b o’

a Ser
20 25 3
Ala Met His Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Met
o 3 g N N &

N
O J Gy aJ

uUr
e

Gly Trp Ile Asn Ala Gly Asn Gly Asn Thr Lys Tyr Ser Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Arg Asp Thr Ser Ala Ser Thr Ala Tyr
65 70 15 80

Madt Ml.. T A a2 A mh | 17 Mezan Maran
riel Uilu bcu ool 1 L L

Ser Leu Arg Glu Asp Thr Ala Val Tyr Ty
85 90 95
Ala Arg Gly Gly Tyr Tyr Gly Ser Gly Ser Asn Tyr Trp Gly Gln Gly
100 105 110
Thr Leu Val Thr Val Ser Ser
115

e

n
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[@p]
(]
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FIG. 14B
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FIG. 15

Components of a Protein Product in a Pre-filled Syringe
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FIG. 17A

Prediction Profiler: Initial Glide Force
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FIG. 18

=35> o
O
[+ I~ I o) m
(]
& e o - m
o
Oaos o0 GO ©
o
OQoamd o0 - S
AN
o
othaoo
o
D =
e Poe
@D
ggﬂog ) ) e
| | T | |
€0+ol 20+9l L0+o1 00+®1 L0-°l

(jw/Bn) uonesuasuo) ZOOONTIN

Time (hr) after Last Dose



