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BiSSAP 1.3.6

1

394
PRT

Rosenbergiella nectarea

<223> Nec_WP_092672081.1\optimized translation

<400>

1

Met Gln Ser Phe Thr

1

5

Met Met Phe Met Leu

20

Gln Ala Pro Thr Leu

35

Pro Phe Met Val Gly

50

Ile Ile Ser Phe Ile

65

Arg Arg Leu Leu Met

85

Met Phe Ala Phe Val

100

Ile Leu Ser Ala Leu

115

Ala Arg Glu Tyr Ala
130
Ser Val Met Arg Thr

145

Ile Ser Phe Ala Leu

165

Val Ala Ala Ala Leu

180

Leu Pro Ser Val Pro

195

Ala Ala Ser Gly Trp

Pro
Val
Ser
Leu
Leu
70

Phe
Arg
Thr
Asp
Gln
150
Ala
Phe

Arg

Lys

Pro
Thr
Leu
Phe
55

Ala
Cys
Gln
Ser
Arg
135
Met
Leu
Leu

Leu

Arg

Ala Pro Lys

Phe
Tyr
40

Phe
Lys
Cys
Tyr
Val
120
Thr
Ser
Asn
Leu
Tyr

200
Thr

Phe
25

Leu
Thr
Arg
Ala
Val
105
Val
Gly
Leu
Tyr
Ser
185

Pro

Asp

10
Val

Ser
Ile
Ser
Met
90

Val
Met
Arg
Ala
Gly
170
Leu

Ala

Val

Gly Gly Asn

Ser
Gln
Asn
Asp
75

Ala
Leu
Pro
Glu
Trp
155
Phe
Ile
Glu

Arg

Ile
Glu
Ala
60

Arg
Ile
Ile
Gln
Val
140
Val
Ile
Leu

Asp

Phe

Ala
Leu
45

Val
Lys
Ala
Thr
Leu
125
Val
Ile
Thr
Ile
Leu

205
Leu

Pro
Gly
30

Ala
Thr
Gly
Asn
Leu
110
Phe
Met
Gly
Leu
Lys
190
Ala

Phe

Val
15

Ala
Ala
Gly
Asp
Ala
95

Gly
Ala
Phe
Pro
Tyr
175
Thr
Lys

Ala

Phe
Leu
Lys
Ile
Arg
80

Leu
Leu
Leu
Ser
Pro
160
Leu
Thr

Ser

Ala



210

Ser Val Leu

225
Leu

Tyr Ile

Leu Met Gly

Gly Leu
275

Cys

Tyr
Ala Val
290
Gln Thr
305

Ile

Gly

Val Ala

Lys Ala Gly

Met Ile Phe
355
Gln Ala
370

Leu

His
Leu Leu
385

<210> 2
<211> 1185
<212> DNA

Met Trp

Val

215

Cys Asn

230

Ser Lys
245
Thr Ala
260
Ala Lys

Gly Leu

Leu Leu

Ser
Ala
Arg
Ala

Ile

Leu Gly

Gly Leu

Val Gly
280
Phe Tyr
295

Ile Gln

310

Leu
325
Ala

Gly

Ala
340
Ala Gly

Ile Tyr

Leu Arg

Val

Thr

Leu

Val

Val

Met Leu

Thr Leu
Gln
360
Ala

Cys

Leu
375

Lys Glu

390

<213> Rosenbergiella nectarea

<220>

<223> nec nucleotide sequence

<400> 2
atgcagagct

ctggtgacct
ctgagccaag
gttaccggta
cgtcgtctgc
gttcgtcagt
gttatgccgc
gttatgttta
atcagcttcg

ctgtttctgc

tcaccccgcc
tctttgtgag
agctggeggc
tcattatcag
tgatgttctg
acgtggttct
aactgttcgc
gcagcgtgat
cgctggegcet

tgagcctgat

ggcgeccgaag
cattgcgggt
gaaaccgttc
ctttatcctg
ctgcgcgatg
gattaccctg
gctggegegt
gcgtacccaa
gaactacggt

tctgatcaag

Leu Met Tyr

235

Met Pro Glu
250

Glu Ile

265

Lys

Pro

Arg Pro

Pro Ala Met
Asn
315

Gln

Leu Leu
Phe
330
Thr

Trp

Phe
345
Gly

Asn
Leu Leu

Thr Val Leu

Gln Ala

ggtggcaacc
gcgctgcagg
atggtgggcc
gcgaagcgta
gcgatcgcega
ggcctgatcc
gagtatgcgg
atgagcctgg
tttattaccc

accaccctgc

220

Ile Ile Asp

Ser Phe Ala

Val Met Leu
270
Val Ile
285

Val

Leu

Leu Phe

300
Ala

Val Phe

Asp Leu Met

Val Ser
350
Leu

Ser

Ser Asp

365

Met Val Ile

380

cggtgttcat
cgccgaccct
tgttctttac
gcgaccgtaa
acgcgctgat
tgagcgcgct
accgtaccgg
cgtgggttat
tgtatctggt

cgagcgttcc

Met Pro
240
Gly Vval
255
Leu Ala

Val Ala
His Gln

Ile Gly

320

Pro Gly

335

Thr Gly

Leu Gly

Ala Leu

gatgtttatg
gagcctgtac
cattaacgcg
aggtgaccgt
gttcgcgttt
gaccagcgtg
tcgtgaagtg
tggcccgecg
ggctgeggeg

gcgtctgtat

60

120

180

240

300

360

420

480

540

600



ccggeggaag
ctgtttgcegg
ctgtatatca
gcggegggtc
aaacgtccgc
gtttttcacc
atcgtggegg
gcgaccaccc
ggtctgctga
gttatcgcgc
<210> 3

<211> 300

<212> DNA
<213>

<220>
<223>

<300>
<310>
<311>
<312>

<400> 3
gcggcacgcc

ccacatcaat
tgtacaatca
tttaagttcg
catcgtggag
<210> 4

<211> 195
<212> DNA

acctggcgaa
cgagcgtgct
gcaaaagcct
tggaaattcc
tggtgattgt
agcaaaccgg
gtctggttat
tgttcaccaa
gcgatctgcet

tgctgctgcet

W02019123324
19.12.2018
27.06.2019

ttgcagatta
Cgaaaatgtt
gatggaataa
atatttctcg

gtccgtgact

gagecgegecs
gatgtgggtt
gggtatgccg
ggtgatgctg
tgcggeggty
tctgctgatt
gctgtggttt
cagcgttagc
gggtcaccaa

gctgegtgtt

Artificial Sequence

PglpF expression element

cggtttgcca
aataaatttg
atggcgcgat
tttttgctcg

ttcacgcata

<213> Artificial Sequence

<220>

agcggttgga
tgcaacctga
gagagcttcg
ctggegggct
tgcggectgg
atccagctgc
caagacctga
accggcatga

gcgatttacg

aaagagcagg

aacgtaccga
tgtacattat
cgggtgttct
acctggcgaa
cgttctatcc
tgaacgcggt
tgccgggtaa
tctttgeggg
tgctggcgac

cgtaa

tgtgcgtttc
cgatatgccg
gatgggcacc
gcgtgttggt
ggcgatgctg
gttcattggc
agcgggtgeg
cctgtgccag

cgtgctgatg

cacttttcat ccttctcctg gtgacataat

ttgcgcgaat gatctaacaa acatgcatca

aacgctcatt ttatgacgag gcacacacat

ttaacgataa gtttacagca tgcctacaag

caacaaacat taaccaagga ggaaacagct

660

720

780

840

900

960

1020

1080

1140

1185

60

120

180

240

300



<223> Plac expression element

<300>

<310> W02019123324
<311> 19.12.2018
<312> 27.06.2019

<400> 4
atgcgcaaat tgtgagttag ctcactcatt aggcacccca ggctttacac tttatgcttc 60

cggctcgtat gttgtgtgga attgtgagcg gataacaatt tcacacagga aacagctatg 120
accatgatta cgccaagcgc gcaattaacc ctcactaaag ggaacaaaag ctgggtacct 180

aaggaggaaa cagct 195

<210> 5

<211> 34

<212> DNA

<213> Artificial Sequence

220>
<223> Primer 040 backbone.for

<220>
<221> misc_RNA
222> 9

<400> 5
attaacccuc caggcatcaa ataaaacgaa aggc 34

<210> 6

<211> 32

<212> DNA

<213> Artificial Sequence

<220>
<223> Plac.for

<400> 6
atgcgcaaau tgtgagttag ctcactcatt ag 32

<210> 7

<211> 32

<212> DNA

<213> Artificial Sequence

<220>



<223>
<220>
<221>
<222>

<400>

Primer 079 Backbone.rev

misc_RNA
10

7

atttgcgcau caccaatcaa attcacgcgg cc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

8

36

DNA

Artificial Sequence

Plac.rev

8

agctgttucc tccttaggta cccagectttt gttccc

<210>
<211>
<212>
<213>

<220>
<223>
<220>
<221>
<222>

<400>

9

32

DNA

Artificial Sequence

Primer 0261, PglpF.for

misc_RNA
10

9

atgcgcaaau gcggcacgcc ttgcagatta cg

<210>
<211>
<212>
<213>

<220>
<223>
<220>
<221>
<222>

<400>

10

36

DNA

Artificial Sequence

Primer 0262, PglpF.rev

misc_RNA
8

10

32

36

32



agctgttucc tccttggtta atgtttgttg tatgcg

<210> 11

<211> 28

<212> DNA

<213> Artificial Sequence

<220>
<223> primer 0741, nec.for

<220>
<221> misc_RNA
222> 8

<400> 11
aaacagcuat gcagagcttc accccgcc

<210> 12

<211> 34

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer 0742, nec.rev

<220>
<221> misc_RNA
<222> 9

<400> 12
agggttaaut tacgcctgct ctttaacacg cagc

<210> 13

<211> 24

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer 048, galK.for

<400> 13
cccagcgaga cctgaccgca gaac

<210> 14

<211> 24

<212> DNA

<213> Artificial Sequence

36

28

34

24



<220>
<223> Primer 049, glaK.rev

<400> 14

ccccagtcca tcagcgtgac tacc

<210> 15

<211> 203

<212> DNA

<213> Artificial Sequence

<220>
<223> Promoter sequence PmglB_70UTR

<400> 15
tgcgtcgcca ttctgtcgca acacgccaga atgcggcgge gatcactaac tcaacaaatc

aggcgatgta accgctttca atctgtgagt gatttcacag tatcttaaca atgtgatagc
tatgattgca ccgtgcctac aagcatcgtg gaggtccgtg actttcacgc atacaacaaa
cattaaccaa ggaggaaaca gct

<210> 16

<211> 203

<212> DNA
<213> Artificial Sequence

<220>
<223> Promoter sequence PmglB 70UTR_SD4

<400> 16
tgcgtcgcca ttctgtcgca acacgccaga atgcggecgge gatcactaac tcaacaaatc

aggcgatgta accgctttca atctgtgagt gatttcacag tatcttaaca atgtgatagc
tatgattgca ccgtgcctac aagcatcgtg gaggtccgtg actttcacgc atacaacaaa
cattaaccaa ctaggaaaca gct

<210> 17

<211> 291

<212> DNA
<213> Artificial Sequence

<220>

24

60

120

180

203

60

120

180

203



<223> Promoter sequence PgatY_70UTR

<400> 17
cggcaaccta

gtatgtttac
gaggccgttt
ttatctcgat

ggtccgtgac

tgcctgatgec gacgctgaag
accgcatccg gcataaaaac
ttttgccttt cactcctcga
atttaaaaac aaataatttc

tttcacgcat acaacaaaca

cgtcttatca
acgcgcactt
ataattttca
attatatttt

ttaaccaagg

tgcctacata
tgctacggct
tattgtcgtt
gtgcctacaa

aggaaacagc

gcactgccac
tccctatcgg
tttgtgatcg
gcatcgtgga

t

60

120

180

240

291



