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FIGURE 2E
Sialidase, ST3Gal3
Reaction with CMP-
SA-PEG (10 KDa)
4-20% SDS-PAGE gels
1 2 3 4
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FIGURE 2F
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FIGURE 4

Enzyme Specificity | Reaction PEG Clotting Activity
and Linkage | Conditions Incorporation (Chromogenic Assay)
(size)
Factor 1X NA NA >90% sialylation | 110-139%
(unmadified)
ST3Gal3 N-linked CMP-SA None, Full Activity
glycans (incorporated 2-
3% SA)
ST3Gal3 N-linked 1. Sialidase (1 K); 6-8 PEG PEG (1 KDa); 52%.
glycans 2. CMP-SA-PEG ] .
(1 & 10KDa) (10 K); 5-7 PEG | PEG (10 KDa); 54%.
ST3Gal3 N-linked CMP-SA-PEG (10 | 1-6 PEG (10 1-2 PEG's (27 hrs); 164%
. glycans KDa); no KDa); 5 . - a7o
sialidase. 3 PEG's (119 or 27 hrs); 97%
4-5 PEG’s (119 hrs);
CST-ll CMP-SA-PEG (20 | 2-3 PEG (20 96%
KDa); no KDa)
(Campyloba )
cter) sialidase
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FIGURE
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ENSPC0000020221 ) S R n.d.' ' ACO23295 e

(fragment)

LT BL ool Dl s L L B e L I
lactosylceramide 0~2,3- Homo sapiens A, AF105026 AAD14634.1 QSUNP4
sialyltransferase (ST3Gal AF 119415 AAF68146.1 094802
Vi BC065936 AAHB5936.1
AY152815 AAD16866.1
AAPB5068 AAPS5066.1
AY355105 AAQ89463 .1
AB(18356 BAA33350.1
AX876536 CAES9320.1
i NM_003896NP_003887.2
"% Homo sapiens 2499- "BCO06564AAH08564:1: Q960X2
._ BCOO7802 AAHO7802.15 Q9HBA2
-.'BCO16299AAH16299 157 QYULBS -
- AY35B672 AAQIBO035.1 L. !
‘w ABO35T73 BAABTD3SA ; .
" AKO239Q0BAB14715.4 7. v o
AJ5D7293CAD45373.1 . - N
AXB80950 CAE911451 ~ .
o © CR457318 CAG33599.1 ' C |
: - B DU - NM_013443NP_Q384712 . " .
N-acetylgalactosaminide Homo sapiens 2.4.99- AF127142AAF00102.1  QOH4F1
o-2,6-sialyitransferase IV BCO38705 AAH368705.1 QONWUB
(ST6GalNAC V) -AAPB3349.1  QOUKUI
ABO35172 BAAS7034.1 QQULBY
AKOO0B00BAAD1281.1  QOY3IG3
¥17461 CAB44354.1 QOY3G4
AJ271734 CACO7404.4
AX061620 CAC24981.1
AX0B8265 CAC27250.1
AX969252 CAF14360.1
NM_014403 NP_055218.3
NM 175039 NP_778204.1_

po!
o C
w0y i

‘N-acetylgaiaciosaminide
w2 6-slalyltransferase ’
:(STSGaINAc VI) 5

. ST8SIA-VI (fragment) o " Homo sapiens  nd. . Al621583CAF24722.1 .
 XM_201725XP 2017262 . . . .

unnamed protein product Homo sapiens n.d. AK021929 BAB13840.1 QSHAA9

ey e e e e e AX8B1B96 CARS1353.4

+ Gal ﬁ-1 3/4-GlcNAc oo~ Mesocricetus 2 4906 AJ245699 CA353394 1 QQQXFG

i2,3-slalyltransierase _ ~ auratus L » _
(ST3Gal I : - '
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o2, 3-5|alyltransferase St
STSGal | :

I o S

¢-2,3-ialylransferase

ST3Gal Il

-2 3-3|alyltr_ansferase'_ X

STSGaI H[

«-2,3-sialyliransferase

ST3Gal v

«-2,6-sialyltransferase

5TEGalNAG I

.02, 8-slalyitransferase
ST6Gal |~

'6.-2,8-sialyliransferase

STEGal Il

L 0-2,6-sialyltransferase

ST6GalNAc |
u-2,6-sialyltransferase
ST6GalNAc Il

0;-2,6-sialyifransferase
LSTGGaINAc v

Gal B-1,3/4-GlcNAC - Mesocricetus
2,3-sialyltransferase auraius

{8T3Gal IV _

-GD3 synthase (fragment) Mesocncetus
‘ST8Sial . e gurafus B
poiysralyttransfarase Mesocncetus
(5T8Sia IV) auratus

" St3gai2 ' Mus musodits

“St3gal3 - Musmusculus .. 2.4

i

02,3 SIalyhransferase'_'-"“h :+Sf3ga
ST3Gal V| N

“Stégall  Mus muscuius

" St6gal2  Mus musculus

St6galnact Mus muscuius

St6gainacd Mus musculus

" Si6galnacd Mus musculus

15 Mus muscu!us B

Sidgald  Mus muscufus

qainacs Mus musculs

© 24991
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24996 AJ245700CABS53395.1

2490- " Aj245701 CAB53396.1

2 4.004 AF21 2 T4028, AAF60973 '
AK031 344:BA(32?356 '
AKO?8469 BACS?ZQD i

X73523CAA51919.1"

. NMEOD9ITTNP 0332031
24994 BCO15264AAH15284.1
BCU66064 AAHE6064.1
AK034554 BAG28752.1
AK034863 BAC28859.1
AK053827 BAC35543.1
X76989 CAA54204 1
NM_009179 NP_033205.1

_ NM_178048NP_; 835149.1_

2X84234 CAA590‘13 1

24994 BCO11121AAH11121.1
BCOSO773 AAHS0TTIA
D28941 BAADG0GS. 1
AKO008E43 BAB25732.1
ABOB1305BAB47508.1
X5808 CAAB5076.1

NM_009178 NP_033204.2_

2 4 99 4% AF{19390AAD39730.1

BC062338 AARE2338:1
ABU63326 BAB79494.1 -
“AK033562° BACZSSGO A
AKD41173 BAC30851.1

BC010208 AAH10208 1
AB027198 BAB00637.1
AK004613 BAB23410. 1
X93999 CAA63821.1
X94000 CAAB3822.1

NM_0D9180NP_033206.2 _
T T AAE68031.1
- BCO27833 AAH27833.1

* D16106 BAAD3680.1.

_ AK034768 BAC28828.1
AK0B4124 BAC38120.1 -

. NM_145933NP_666046.1
nd.”  AK082566 BAC38534.1
AB095093 BAC87752.1
AK129462 BAC98272.1

NM_172829 NP_766417,1

24.993  Y11274CAAT2137.1

NM_011371 NP_035501.1

nd.  BC058387 AAH58387.1
AK034804 BAC28838.1
Y11342 CAAT2181.2

Y¥11343 CABS5031.1
NM_011372 NP_035502

T 24997 BCO58451AAHS56451.1
AK0O85730 BAC39523.1

AJ007310 CAAQ7446.1 .
ol Y1B779 CAB43507.1: . ¢

AK013046 BAB28598.1
NM-D09176 NP_033202.2 -

QQQXFS

QsoxFa

-psarst T
Q11202

Q3o

Q8BPLO
Q8BSAL

LQB8BSE9

Q¥IWHB

'096248*,

QQDBBG

“povasd

Q81325
QO1Y74
Qo21R5
QBCVES

“ QEOURT”
" Q8BLV1:
: QB8VIB3 :

“QOWVG2 .

RM_ 018784 NP_061254 - %
2499 NM 00918066?7963

QoDC24
Q8JIM5

agass

Q8BMG2
Q8K1L1

QBBUL4

TQeQi3e

Q8JJPS
Qawuvz
Q9JHP5

‘Qacajz

Q9JHP2
Q9R2B6

088725 _ - i
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Y19055 CAB93946. 1 QQQUF’Q .
: - ‘Y190570A89394B1 Q9R285 -
R R S © NM 014373NR/0356031 - - ¢
o-2,8-sialyliransferase St8sial  Mus musculus 24998 L38677 ABAD1868.1 (64468
(GD3 synthase) 8T8Sia | BC024821 AAH24821.1 (64687
AK(O46188 BAGC32625.1 Q8BLT6
AKOS2444 BAC34894.1  Q8BWIO
X84235CAAS9014.1  QBK1ICH
AJ401102 CAC20708.1 QOEPKO
oo NM_O11374NP_035504.1 o
' G-2,8- s:alyltransferase StBs;aﬁ Mus muscuius L d - ABO59554BAC01265.1 | Q8BM3.
(STBSta VI) : C e T e % AKO85105 BAC39367.1. QBK4T.3
it NM45838NP.6ESBITA .
oc~2 8-5|alyltransferase Sr&sfaz Mus muscifus 2.4.99.- X83562 CAAS8548 1 035695
STBSia ll X99646 CAABTS65.1
XB9847 CAABT965.1
X99648 CAABTI65.1
X99649 CAABTIBS. 1
X99650 CAABTI65.1
X99651 CAABTI65.1
N e NM_009181NP 0332071 =
%e2,8- smlyltransferase‘;. ‘St8siad  Mus mustulus =2, 4 99. 8 BCOBDA 12AAHB0112.1 -~ Q64682 "
ST88|a Ve R . ~ % AKOO3890BAB22941.1 - -QBBY70
T AK041 7Z3BAC31044;1 . T ek
AJ223956 CAA11685.1 _
- X86000 CAA599921 L
_ . . wi o YD9484 CAA706921 _
e S Ml 0N Gz UNM_0091B3NPT08320901 L il
-2 8-sialyltransferase Mus musculus 2499 BCO34855AAH34865.1 P70128
ST8Sia vV AKO78670BAC37354.1 PT70127
‘ X98014 CAAG6642,1 P70128
X98014 CAABE643.1 Q8BJWO
X98014 CAABEE44.1 Q8JZQ3
NM_013666 NP_038694.1
NM_153124 NP_694764.1
e NM_177416NP 8031351
24, 99 -\ “BCO75645 AAH75645.1 '-7"‘7J"Q64§8:9' C
' AKD15874BAB300121 QAcCUJB
; .t - X80502 CAAS66651 .
e T M 009182NP 0332081 .o . |
GD1 synthase Stégainach Mus musciius nd.  BC055737 AAH55737.1 QBCAM?
{STEGalNAc V) : AB030836 BAABST47.1  QBCBX1
AB028840BAA89202.1  Q9QYN
AK034387BAC28693.1 QYROKE
AK(038434 BAC29997.1
AKD42683 BAC31331.1
L NM_012028NP 0361882
. GM3 synthase (@-2,3-" ~ "Sf3gal5  Mus musculus 24999 AF119416AAF661471 - 0gsg2g ;

R

002 8 malytransferase' 7 Bt8sia3 " Mas musculus
STeS@l -

Sialyltransferase) ST3Gal - - _ T : -AAPE5063.1 QOCZes |
iV L _ ABO‘I 8048 BAA33491.1 . QIQWFS ':
: ' - ABO13302 BAATB467.1
AK012961 BAB28571.1
Y15003 CAATH235.1

o . el . ... NM_011375NP_0355051

N-acetylgalactosaminide Si6gainacé Mus musculus 2.4.99.~ BC036985 AAH36985,1 Q8CDC3

0.-2,8-sialyltransferase ABO35174 BAABTO036.1  Q8JZW3

(8TBGalNAc Vi) AB035123BAADS5540.1  Q9JIMSS

: AKO30648 BAC27064.1 QSROGY
) o L  _NM_O16973NP 058669.1
. M138L Myxoma virus nd. V46578 AADOD0BD. T !
: AF170726 AAES1323.1 i

NC_00G1132 AAEG1326.1
AAF15026.1
... NP 0518521

‘2,3 sialyiiransferase T Oncorhynchus T nd. | AJ585760 CAES1384.1
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(StSGal-I}

62 6—31alyltransferase
{Siat1)
o2, 8-
polysialyitransferase IV
(ST8Sia Iv)

“GaiNAc 0-2,6-
sialynransferas .
(RIST8GAINAG) s
o-2 3—51alyltransferase
sTaGaly.
Q217 _Fo27 - -

OSJNBa0043L24.2 or
OSJNBb0O00ZS11.9

P0683f02.18or T TFT

P04898EI3 1

-2 6-3|aiyftransferase
STeGalNAc V (Siat7E)
(fragment) .
oc— 3v3ialyltransferase---;
cc-2 3-s:aiyltransferase
$T3Galll (Slat5) N
-2 3-slaly|transferase
'ST3Gat |li(Sias), - .-
-2 3-snalyltransferase
8T3Gal IV (Slat4c) e
Yo 3-3|a[y11ransferase )
ST3Gal Vi:(Siat10):* -
a.-2,6-sialyltransferas
{Sia7A) _

02, 6—8|alyltransferase
{8ja7B)_ _
&-2,6- smfyltransferase
8TeGalNAe Il {Siat7C)
G2 6-smalyltransferase

ST6GaINAG IV (Siat7D)i,. -~

(fragment}

o2 6-5|alynransferase o

STEGaNAG V (Siat7E)__
‘-2 B-sialyltransferase
ST6GalNAG VI (Stat?F)
{(fragment)

t-2,8- s:alyltransferase 8A
(SiatBA)

|02, 8-sialyftransferase 8B.

{Siat8B)

-2, 8-sialyltransferase
8C (Siat8C)
o-2,8-sialyltransferase
‘80 (SiatBD)

(-2, 8-sialyltransferase 8E

(Siat8E}
&+2,8-sialyltransferase 8F
(Siat8F), o
B-galactosamide oca-2 6-
sialyltransferase |
(ST6Gall; Siall)
' ﬁ»gaiaciosamide %-2,8-
sizlyltransferase ||
{8TBGal 1) _

GM3 synthase ST3Galv

- “"Oncorhynchus” T hd..
o myk:ss o

- Oryctofagus
___cuniculus

"' Pan troglodytes - Fnd.

Pantroglodyfes  nd.

"Pan froglodytes

" Pan trogiodytes 2.

21/27
FIGURE 9H
mykiss
Oncorhynichus
. mykiss et
Oncorhynchus n.d.

mykiss

T Oryza sativa "7 nd

‘(faponica cultivar-. -
-group) o

Oryza safiva " ngd

(faponica cuftivar-
- _group)

Oryza sativa
aapomca cuiﬁrvar-
..group) - Sl
Oryzias .*afrpes

- Pan- tmg!odytes ”

" pan rrogfodyfes Thd

F‘an tmg.‘odytes L

*Pan trogi’odytes A,

_"I'Id

" Pan trogiodytes .- nd.

24991

“Paf ioglodites ~ T nd

" Pan tmg!odyresw_ nd.

F tioglodyies ™ A

- P&ih:ﬁr_ggﬁ"daﬁe&_ CThd

" Pantroglodytes T nd.”

" “Pan troglodytes ~  nd,
 Pan froglodytes -~ nd.

" Pan troglodyfes nd. 1

Pantroglodytes  nd.

" Pan'froglodytes.”  nd.
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;- __AJ6206490AF053431_'-"

" AB0Ga402 BACTT4I1Y
" -ABOS7943BACTT520.1

T AF121967 AAE288711
" APOO40B4BADOTG1E T

AL731626 CAD41185.1

AL662969 CAED4714.1

- 'AP003289BAB63715.1
AP003794! BABO0S52.1

e ;‘-\J_744803¢ R

AJB26819CAF25177.1 -

AJ?’44803 CA<332344 i i

artaxs

armx4

QON257

" A1646876 CAGHTOET

“AJG26824 CAF251821

" Al7dsgodcAG3zsi0g T T T

AJ748740 CAG38615.1
AJ748?'41 CAG3BB16 1

M634454 CAGZSG?B 1

AJ64637'0 CA626699 1

~ "AJBAB8B2CAG267H1.1

54008 AJGO7658 CAG26836.1
TRIGo7e5 CAGTREST T T

'AJ697661CAG26899.1

T AJ697660CAG26898.1

'AJBITBE2 CAG26900.1

T AJB97683CAG26901.1 T

AJG27624CAF29492.1

‘AJ627625CAF29483.1

T UAJ744807CAG328454 T

""'AJ_BZEB?S"EKGZG?&.& T
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8§13sL T TV Rabbitfibroma -nd NC 001266NP " 052025 :

: R . . __ viusKagza = - ek
-2,3-sialyliransferase Raltus norvegicus 2. 4 99 8 M97754 AAA4Z146.1 Q02734
ST3Gallll e e NM _D31697NP_113885.1

-2 3-sialyliransferase . Raftusnorvegicus” .nid. AJ6268250AF251831 S

ST3GA IV (Siatac) . S R SO S e it
(-2 3-sialyitransferase Rattus norvegicus  n.d. AJ626743 CAF25053.1

ST3Gal Vi e )
-2 6-s:alyltransferase a Rah‘us norvegibUs- -24 99 X76988CAA54203.1" Q11205
ST3Gall - L sz 'k NM_031695NP_113883.1 N
m—Z.ﬁ-aialy!transferase Rattus norvegrcus 2 4. 99.1 M18769AAA41196.1  P1372%
ST6Gal | . ... M83143AAB07233.1 —
02, 8-sialyltransierase . . - - Rattusnorvegicus  n.d. - AJ6344580A6253841 CT ;
8T6GalNAc | (Siat7Ay . . o e R f
(-2 6-sialyltransferase Rattus norvegicus  n.d. AJ634457 CAG25679 1

ST6GalNAe || (Siat7B)

o2 &snalyltransferase 7. Raftus norvegicus 24, +1.29554 AAC42086.1 - "Q—G'4686'" T
ST6GalNAc It - e A .+ BCO72501 AAHT72501.1 . '

S St el TN 0f9123 NP_061996,1
0-2,6-sialyliransferase Rattus norvegicus n.d. AJ646871 CAG26700.1

STeGalNAC IV (Siat7D)

{fragment) e e

“f-2 6-sialylransferase S Raitus norveg;cus - onad. i, AJB48B72CAG26701.4 T
STeGaINACY (Sial7E) = . . ' R S . -
0.-2,6-sialyltransferase Raﬁus norvagrcus nd. AJB45881 CAG26710.1

STGGaINAc Vi {Siat7F)

(fragment) _ e e e e e

. UB3BB3AAC27541:1. - PTO554

Raﬁus_norvegrcus 24987 !
1D45255 BAADB213,1 _P9TT3 =

. Q-2,8-sialyltrangferase:
{GB3 synthase)'ST8Sia l .7

-2 B-smlyltransferase Rattus norveg:cus nd.  AJ699422CAG27884.1

(SIATEE) -

L2, B-SIaIym"ansferase: s

(SIATBR): e o0 . e L R
0-2,8- snalyltransferase Rattus norvegfcus 2.4.99 - L1 3445 AAA42147 1 QO7877

ST8Sia Il o _NM_057156 NP_476497.1
w2, 8-srafy|transferase E ' Ratn.ts norveg;cus 2. 499 -
ST8Sia Nl - vl T M 013028 NP 0371615 i
o2 B-saalyltransferase Rattus norveg:cus T2.4.99.- Uo0215AAB49989.1 008563
ST8Sia v L e o
'Bgalactosamide 0i2.6- - . & - RalusTorvegicus: nd % AJ62762BCAF294941 Tt
sialyltransferase |1 LRl e S L
(ST6Gal Iy _ . _ e e e
GM3 synthase ST3GaI Vo Rattus norvegicus  n.d. AB018049BAA33492,1 OBBE30
NM_031337NP_112627.1

. sialyltransferase ST3GaI- " " Raftus norvegicus - n.d. - AJ74884OCAG444491

1(SiatdA) ' L .

2,3 malyltransferase Silurana fropicalis n.d. AJ585?63CAE5138?.1

.(3t3Gai (1)
1-2,6-sialyliransferase ' Silurana tropicalils - nd. .+ AJS20850 CAF05848.1 - _
(Siat7b) ' e e s
o-2 6-5|alyltransferase Strongylocentrofus n.d. AJB09425 CAG27887.1

{St6galnac) ... pumpuratus . ..
-2, 3-sialyltransferase Sus scrofa: nd. . AJSGB5T65CAES1389.1 i
(ST3GALIl)_ P
0-2,3~ smlyltransferase Sus scrofa n.d. AJ584674 CAE48299.1

{STSGAL—IV} )

. 0-2,3-sialyltransferase  ~ Susscrofa 24994 ' '—M9?753_m§‘1'1£5'1” T Qo2745
ST3Gal | e e
o2 6-51a|y|transferase Sus scrofa 24991 AF136746AAD330591 - QOXSG8
(fragment) ST6Gall .
B galactosamide x-2,6- Sus scrofa | nd. " AJ620948 CAF06585.2

‘'sialyltransferase . . S , . ) ;
(STéGaiNACV) . — e e
sialyltransferase sus scrofa n.d. AFD41031 AAC15633.1 062717

{fragment) ST6Gal |
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STEGALNAC-V
&-2,3-sialyltransferase
(Siats-r)
:0i-2,3-sialyltransferase
8T3Gal | (Siatd)
&-2,3-sialylransferase
ST3Gal [l (Siatd)
({fragment)

:a"z &slalyltmnsferaSe o e e

ST3Gal lll (Siats)
-2 6- ma[yltransferase
ST76Gal{ (Siat1)

‘®-2,6-sialyliransferase” .

ST6GalNAG Ji {Siat7B)
%-2,6-sialyltransferase
STeGalNAc Il B (Siat78-
related)

-2 B-sialylfransferase .~
STSGaINAcIII (SlatTC) ’

(fragment) .

0-2 6~5talyltransferase

STeGalNAc IV {siat7D)
(fragment)
"6-2, Besialyltransferase

STBGaNAG V (Siat7E) |

{fragment) .:

02 6- sualyitransferase o

8T6GalNAc VI (Siat7F)
(fragment}

0-2,8-sialyliransferases .

§T8Sia ! (Slat BA). -
(fragment), -

-2 8-sialyltransferass

ST8Sia I} (Siat 8B)
(fragment)

‘o2 B-sialyitransferase & .

ST88ia ) {Si_
(fragment) .

8C

&2 8-sialyfiransferase

5T8Sia Ilir (Siat 8Cr}_
¢-2,8-sialyltransferase
STSSIa v (Slat 8E)
{fragment) -

o-2 8—31alyltransferase
S78Sia VI (Siat 8F)}
(fragment)

-2, 8-sialyltransferase-

ST8Sla Vir (Siat 8Fr) -
-2, 3-sialyltransferase
(Siats-r) .
- ®-2,3-sialyliransferase
STSGal | (Siat4)
o-2,3-sialyltransferase
ST3Gai Il (Siat6)

«-2,6-sialyltransferase

5T6GalNAc Il (Siat7B)
-2, 5-sialyltransferase
ST6GalNAc V (Siat7E)
{fragment)

‘-2, 8-sialylransferase

"8T83Sia | (Siat 8A)
{fragment)

-2, 8-sialyltransterase
§T83ia Il {Siat 8B}
{fragment}

2 &SIalyltransferase e

- Sussorofa . . nd. . :AJ620948 CAFO658S.
Takifugu rubnpes n.d. AJ744805CAG32841.1

T Takdfugaabripes . Tid
" Taidhigu ribripes 24903 Yi7466CAB443IE T Qowels

T Takdfuga ubripes TR, T AJSA6873 CAGEeT02AT T

" Fakifugu rubripes T nd.  AJG468BOCAG26T08.1

Takifugu rybiipes.;

~ Takifugy rubripes

“ MT"-’TE»@:@:C; UT’.;'U—L_'J?T:,E)TE o nd_ s

“Takifugu robrives  nx

Takifugurubripes | n.d:Y T AJ715647CAGZ9386.4 " . T

 Tekifugu wbripes | nd.  AJ715640 CAG29388.4
" Takifugd rubripes " na. . T AJT15580 CAG2838e T T

T retraodon 77 T nd. . AI744B06 CAG3Z8azd T
_ _nigrovindis

Tefraodon ___ . nd....

PCT/US2004/041070
23/27

FIGURE 9J
St

Tak:fugu rubnpes Tnd, T AJB26816 CAF25174%. ~ 7

Fakfugu rubripes | nd.  AJ626817 CAF281TEA

T rakifugy fubrpes “AIGH5818 CAFSETEA Bl
" akitug obripss  nad. - Al744800CAGS28381 o

Takrfugu rubnpes AJ634460 CAG2568T.4

Tamfugu rubnpes nd, AJ634461 cmzssau

AJB34456 CAGZE678.1% LT L

AJB46859 CAG26698.1

n.di

T AIT1S5HACAG29373 1

AJ715536 CAG28377.4

AJ715541 CAG29380 1 e

‘A‘m‘ssziz"cxa'z“g—:sh‘1‘.f"—'

e e e g s e e oo s AL s e e s o L e

Tetracdon T ond” T AJ744802cAG3ze3st T T T
nigrovirdis . X - :

Tetracdon " T'nd.”7T AJB26822 CAF25180.1
_onigreviddis
Tatraodon: n.d. AJ634462 CAG25683.1 E
pigrovifdis
Tetraodon n.d. AJB4BRTA CAG26708.1
nigroviridis
" Tefraodon  nd. | AJ715538CAG29375.1 ' i
nigroviridis ’ i
|

Telimodon ~~ nd.” T AJ715837CAG29876.4 T
nigroviridis

- A)715539CAG29378.1. .

S P
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ST8Sia Il (Siat 8C)

({fragment).” S P D SR
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