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<210> 1

<Z1l> 14

<212» DA

<213> Artificial Segquence

<220

<223» R denotes A or G, M denctes A or C, 5§ denotes G or €, W denctes A
or U, and N denotes A, G, C or U

220>

<221> misc feature

<222 {iy.. (11}

«223> R denoted A oxr ¢, M denotes A or (¢, & denotes ¢ or ¢, W denotes A
or U, and N dencotes A, @, T oxr U

<4{30> 1

MECBSgUnYNW & S

«21l0> 2

«2%1> 11

<2312> DHNA

«213> Artificial Seguence

<220

<223» R denoctes A or G, M denotes A or €, 8 denotes ¢ or €, W denoctes A
or U, and ¥ denotes A, &, C or U

220>

<221> misc feature

<222x  {1).. {11}

«223» R dencted A or G, M denotes A or €, 8 denctes & or £, W denotes A
or U, and N denotes A, &, { or U

cd Q> 2

rRSgagmErm T 1L

<216> 3

«211= 13

<2%2»  DHA

«233> Arxtificial seguence



<R20>

«223> Motif la

<d20

«221> mise feature

<222 ()., (12

«223> R1 iz absent, or & or ¢ if present; N1 is absent, or A, cr ¢ if
present, preferably 2,C or G; 81 is abgent, or € or G if present,
preferably C or G; ML is A or €; R2 is absent, or A or ¢ if
present, preferably A or G, and R1 and RZ can be same or different
M2 is abgent, or A or C if present, preferably absent; R3I is absent,
or A or G if present, prefersbly absent; R4 is absenk, or { if
present, prefarably absent

<400 3

IBSERYNTI™ XIY 13

<210» 2

<211l= 12

<21l2» DHA

<Z213» Artificial seguence

<2205

<223 Motif 2a

<R20>

<221> misc_feature

<22%»  {1).. {33}

«222» RS 1is absent, or A if present; M3 is absent, or ¢ or A if
prasent; $2 is absent, or O or G if present; 83 is 8 or C¢; N2 is
G, CorT; Mé is & or £; ¥W is abeent, or A or T 1f prezent and RS
ig absent, or A if present

<&D0> 2

YMBCsgongm Wy 1.2

«23i0> B

<2il» 9

«Z1l%> DNA

<213» Artificial Seguence

<Z20>

«<223» MI-1

<406= &

gogagagasa 9

<21l0> &

<21lx> 9

212> THNA

«213> Artificial Seguence

«220=

«223» Mi~2

<400 8§

gggagegaa )



«210> 7
<zil> 8
<R1Z» DMA
«213>» Artificial Ssguence
<320
<223 ML-3
408> 7
gogagagyga
<210 8
«2il- ¥
212> DA
<213» Artificiazl sequence
2A20
«223>» Ml-4
400> 8
gogagegga
<210 8
«<21l= 8
<212 DNA
<213» Artificial Ssquence
<220
223% ML-§
<&£00> B
cggagcgaa
<2180 10
«2ii» 8
<ZlZ=  DNA
«213> Artificizl Sequence
<Z20>
wZ23> Ml-6
c&B0> 10
cggagogga
<2310> 11
<2Ll>» 8B
<212> DHA
«213> Artificial Secquence
<Z20>
<Z23x ML-7
<4 (0» 11
acgagaygga
<2i0- 12
<2xd> 8
<212> DNA
=213> tificial zequence

u



<2Z20>

«2233> M1-3

400> 312

acgagegga

210> 13

<Zil> 10

212> DNA

«213> Artificial Seguencs
<220=

<223> MI-3

<&00G» 13

gacgagagya

<2i0> 14

<21ix LG

<212> DHA

«213> Artificial Beguence
<Z220>

<d23» ML-10

<400> 14

gacgagagaa

<210» 15

<2ilx 8

«23i2> DMA

=Z213» Artificial seguence
<220

<223> Mi-13

<400> 15

agogaycy

=22184> 16

<ZLll> B

«Z12> DRA

<213> Artificial Sequence
<2320

<223» M1-12 {173}

<4 00> 16

aggagagya

<210= 17

<ill> &

<212 DHA

«213» Artificial Seguence
«220

<223 M-13 {571)

<4 00> L7

gUogagaga

it
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<210= 18

<21l @

<21%> DNA

«213>» BArtificial Seguence
<220

<22%> Mi-l4 [(5'3)

<400¢> 18

Ccgayagyea

<210» 1%

2211 9

<212> DNA

«213» Artificial seguence
<@l

<223> MI-15 {(i1'4)

«400» 19

gagaggage

w2l 20

<211l» B

«Z1Z» DHA

«233s  Artificial segquence
<ZZ20>

223> MZ-1

<4 00> 20

cgnagegaa

«<2if> 21

<Zil> B

«212=» DNA

<233s Artificlial seguence
<220

<223 Mz-2

<200 21

cgoogeege

«Z210% 22

<2ils> 9

212>  DHA

«213> Artificial seguance
<220

223> M2-3

<=4 00> 22

goggotgas

210> 23

«<21is 9

<2317> DMNA

e}

G



Sequence

Artificial segience

Artificial secuence

Artificial sequence

<213 Arvificial
<220 >

223> Mz-4
«&Q0> 23
ccggotgaa
«210> 24
<211> 16
<21Z2> DHA
213>

220>

<d23= M2-5
<400 24
cgcogetgaa
210> 25
23l A0
<21Z> DNA
<Z2L3 >

<Z20>

<223» M2-§
400> 25
[sleTalols Tolste T
230> 28
=211l 10
<212> DNA
<213>

w220

«22%> M2-7
400> 26

cgoogoogaa

Artificial sequence

<21ix 27
w211l &
«2id»  DNA
w218

<220

«223> M2-8
<4080> 27
cecgeggan
230> 28
<21l> 9
«212> DHNA
<21%> Artificial
w220

223> M2-9

Beguance

1G

1

10



«<400» 28

cocgoogaa

<2310 289

<21lix 9

<212> DNA

«213> rtificial seguence
“220»

«223> M2-1U

<400= 2%

coogetgaa

«230» 30

<2Z1ll> 9

<212» DRA

<212> Artificial Sequence
<Z220>

<223» Mz-11 (33}

<400> 30

cucygogga

<Z2ils 31

«2il> 9

<212> DNA

«213> Artificial seduence
<220

<223> M2-12 (4:3)

<4&00> 31

cgegyctga

=210» 32

«21ix 8

212> DRA

«213> LArtificial sesguence
<220

223> M2-13 {4'5)

<400= 32

cggetgota

<230 33

=211> 8

<21z» DNR

213> Artificial seguence
<220

<223= WMZ-14 {G2}

<400> 23

CCCggegya

<2Z1i0> 34



<21l 10

<232 DNA

<213s Artificial seguence
2220

«223s M2-15 (612)

2400 34

agoecgoeygca

<210 35

<21is 10

<Z12Zy DNA

<233 Artificial sedguence
2220

<223 MZ-16 {811

<400

5
aCgccgecga
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