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StandardFL—SMN :

5 —TCAGATAACATCAAGCCCAAATCTGCTCCATGGAACTCTTTTCTCC
CTCCACCACCCCCCATGCCAGGGCCAAGACTGGGACCAGGAAAGATAAT
TCCCCCACCACCTCCCATATGTCCAGATTCTCTTGATGATGCTGATGCT
TTGGGAAGTATGTTAATTTCATGGTACATGAGTGGCTATCATACTGGCT
ATTATATGGGTTTCAGACAAAATCAAAAAGAAGGAAGGTGCTCACATTC
CTTAAATTAAGGAGAAATGCTGGCATAGAGCAGCACTAAATGACACCAC
TAAAGAAACGATCAGACAGATCTGGAATGTGAAGCGTTATAGAAGATAA
CTGGCCTCATTTCTTCAAAATATCAAGTGTTGGGAAAGAAAAAAGGAAG
TGGAATGGGTAACTCTTCTTGATTAAAAGTTATGTAATAACCAAATGCA
ATGTGAAATATTTTACTGGACTCTATTTTGAAAAACCATCTGTAAAAGA
CTGGGGTGGGGGT—3’ (SEQID NO. 1)

Standard delta?7:

5" —ACCACCCCCCATGCCAGGGCCAAGACTGGGACCAGGAAAGCCAGGT
CTAAAATTCAATGGCCCACCACCGCCACCGCCACCACCACCACCCCACT
TACTATCATGCTGGCTGCCTCCATTTCCTTCTGGACCACCAATAATTCC
CCCACCACCTCCCATATGTCCAGATTCTCTTGATGATGCTGATGCTTTG
GGAAGTATGTTAATTTCATGGTACATGAGTGGCTATCATACTGGCTATT
ATATGGAAATGCTGGCATAGAGCAGCACTAAATGACACCACTAAAGAAA
CGATCAGACAGATCTGGAATGTGAAGCGTTATAGAAGATAACTGGCCTC
ATTTCTTCAAAATATCAAGTGTTGGGAAAGAAAAAAGGAAGTGGAATGG
GTAACTCTTCTTGATTAAAAGTTATGTAATAACCAAATGCAATGTGAAA
TATTTTACTGGACTCTATTTTGAAAAACCATCTGTAAAAGACTGGGGTG
GGGGTGGGAGGCC—3’ (SEQID NO. 2)

Standard GAPDH:

5 —AAATTGAGCCCGCAGCCTCCCGCTTCGCTCTCTGCTCCTCCTGTTC
GACAGTCAGCCGCATCTTCTTTTGCGTCGCCAGCCGAGCCACATCGCTC
AGACACCATGGGGAAGGTGAAGGTCGGAGTCAACGGATTTGGTCGTATT
GGGCGCCTGGTCACCAGGGCTGCTTTTAACTCTGGTAAAGTGGATATTG
TTGCCATCAATGACCCCTTCATTGACCTCAACTACATGGTTTACATGTT
CCAATATGATTCCACCCATGGCAAATTCCATGGCACCGTCAAGGCTGAG
AACGGGAAGCTTGTCATCAATGGAAATCCCATCACCATCTTCCAGGAGC
GAGATCCCTCCAAAATCAAGTGGGGCGATGCTGGCGCTGAGTACGTCGT
GGAGTCCACTGGCGTCTTCACCACCATGGAGAAGGCTGGGGCTCATTTG
CAGGGGGGAGCCAAAAGGGTCATCATCTCTGCCCCCTCTGCTGATGCCC
CCATGTTCGTCAT—3" (SEQID NO. 7)

FIG. 1
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