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ASCL1 sequence (regulatory region and exonl) derived

from Refseq NM_004316 9hg19). The cod

upper case and underlined is the CpG rich region.
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LHX8 sequence (regulatory region and exon1) derived

from Refseq NM_001001933 (hg19). The coding sequence is in

upper case and underlined is the CpG rich region.

Figure 2
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ST6GALNACS sequence (regulatory region, exonl
exon 2) derived from Refseq NM_030965 (hg19). The coding sequence is

in upper case and underlined is the CpG rich region.

WO 2018/164577
Figure 3

W41 43 ) [ o1 IR

(o 4 i o D] mi L €il e

4 q b oo i s e

tro4 o] ] o i bat bt I | B

IS o} 4 \ B4 B4 o S [SIRW

bAd g i Ly L) 7 T s

14 T a3 e L £ Y 63| A

a4 il j SRR D] SRR S I e

T i i £ e 42 i (I [GIRD]

g oo 43 i (AN o i o i €110

) 4 43 o ony i ool O o L 6g

W 0 43 A o3 B @ omioml oo et 3 1)

oo mon 4 A £33 el TR Bl o d

P © 43 U SIGIRD U o B IRUIRSIRN

o Mot £ [ g 3l 0 @) O Glel ] O

oo o o i SRS o9 P (61 it

i Pomod D U SRS i o) o alés Ol

Lo ¥ S a yoax ih iR 0 TR BRI AIEARUIRS

oo i WL o Y 130 e @ I B 3] el E

pERpY R B gy O 6 IR IR Rl Rk o)

4 43 g 4 [} 4 A Moo &30 st i e D) 10

it Do oP I AR ) 4 O b ol of oy ol 8] Gl ol a0

IV i o o 3 0 th o £ e Of o o O] O Bl el

U ] @ o SN L T R R RG RPN

@ o 3o W4l 4 mE L) B o b s o) ol o

oW ] i T B U1 et U AALE| T3 8D

oo . 1 o4 o 0 Wk A o o 30 @] o el i o
w4l 1% o] [o1IE 5 [z _\m 3“ 5 [ et ERERERY 4] [N
o4 L B5og o & e o # o ey O o] o 0 G
Hom © Iy i Ll L Mon Rl I W RV
oow o e m En O oeh e D W e st OF wle o
o4 i / goEt 168 i3 S Rl B EE VIRl
£ 43 4 £ A G Hod o o] e B ULE D

& O 8o 3 15 1Y SO (SINSIRT I BXI IR AR i
A R 7 # o ¢ ' D LYot &4 G D] o B e D) e Hy
Eomowm oMo D i mw o R _m 0

[ 43 tmom O 53 i A 3w O a3 i e P
DY CI I B 4 4 £y o ; SE ) G o ols il e 1
o o4 om0 5 0 : 1ot w2 e O e & 1 4
g 44 43 ERoa) 4d 4 £ o i o1 ity i S Aheg| € 8 B4
SNSRI § b Ao 0w mg 0 0o 0 i S AR s
Mo on o) 4 oyl S O SR O /R S O I (B S £ mm. 3 7L 4,
©od oo om sl fhofll M Om U DD oM W4 o 1] g e i
Mo om Do od i Wiy om om0 IR BB i)

|43 42 o i i 0 mhvar 0D ot o (1 RO i
oo g R L 4 B e O o oa @ HRay il ) i df
e E R o a L otnoa o WO o6 oG U ) il il
o & W i T3 B4 4 Tmogr W Looeom 03U [9h ey i ed e i
s N5 R VI VI | 7 B4 B4 BN I D L Mok @ o4 IRV B4l B4 1) 10 I
Aowoa 4 U 3 L5 VI TR VI I KR AT S RV il . P 20 i




WO 2018/164577 PCT/NL2018/050143
4/10

Figure 4

A. hrHPV-positive lavage self-samples
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Figure 5

A. gMSP results in scrapes and urine
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B. Receiver Operating Characteristics (ROC) curves in HPV+ scrapes
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Figure 6

gMSP results in cervical scrapes of patients with endometrial cancer
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Figure 7: ZNF-582 sequence (regulatory region and exonl)
derived from Refseq NM_144690 (hg19). The coding sequence
is in upper case and underlined is the CpG rich region.
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Figure 9

gMSP results in vulvar specimens
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Figure 10
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qMSP results in anal specimens
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