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Chimera-511 (50 nM) LM511E8 (100 nM)
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Combination-1: FBGa-LMa/FBGy-LMB/FBGB-LMy
Combination-2: FBGy-LMo/FBGB-LMB/FBGa-LMy
Combination-3: FBGB-LMa/FBGa-LMB/FBGy-LMy



