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SEQUENCE LISTING

<110> ABU BAKAR, Ag. Muhammad sagaf
UNG, Eng Huan

<120> ANTIMICROBIAL FUSION COMPOUNDS AND USES THEREOF
<130> FP5730

<150> PI 2011000092
<151> 2011-01-07

<160> 34

<170> PatentIn version 3.5

<210> 1
<211> 379
<212> PRT

<213> Artificial Sequence

<220>
<223> Fusion Peptide

<220>
<221> misc_feature )
<223> Amino acid sequence of fusion protein

<400> 1

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
1 5 10 15

Ala GIn Pro Ala Met Ala Met Gly Arg Ile Cys Arg Cys Ile Cys Gly
20 25 30

Arg Gly Ile Cys Arg Cys Ile Cys Gly val Pro Gly val Gly val Pro
35 40 45

Gly val Gly Gly Ala Thr Gly Ser Asp val Asn Phe Asp Leu Ser Thr
50 55 60

Ala Thr Ala Lys Thr fyr Thr Lys pPhe Ile Glu Asp Phe Arg Ala Thr
65 70 75 80

Leu Pro Phe Ser His Lys val Tyr Asp Ile Pro Leu Leu Tyr Ser Thr
85 920 95

Ile Sser Asp Ser Arg Arg Phe Ile Leu Leu Asp Leu Thr Ser Tyr Ala
100 105 110

Tyr Glu Thr Ile Ser val Ala ITe Asp val Thr Asn val Tyr val val
115 120 125

Ala Tyr Arg Thr Arg Asp val Ser Tyr Phe Phe Lys Glu Ser Pro Pro
130 135 140

Glu Ala Tyr Asn Ile Leu Phe Lys Gly Thr Arg Lys Ile Thr Leu Pro
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145

Tyr Thr

Glu Asn

150

Gly Asn Tyr Glu Asn
165

Ile Asp Leu Gly Leu

Leu Phe Tyr Tyr Asn Ala Gln

ITe GIn

195

Thr Thr Ala Glu Ala

210 215

val Ala Lys Tyr val Ala Thr

225

Ser Leu

Gln Asn

230

Glu Asn GIn Trp Ser
245

GIn Gly Gly Lys Phe

Thr Gly Glu Arg pPhe Gln val

Gly Asn
290

Asn Phe

305

Pro Trp Ala Leu Trp Lys Thr

Leu His

275

ITe Lys Leu Leu Leu
295

Ile Thr Thr Met Thr
310

Ala Gly Lys Ala Ala

Gln Gly Thr GIn val Pro Gly
355

Ala Ala Ala Leu Glu His His
370 375

<210> 2

<211> 1140

<212> DNA

<213> Artificial Sequence

<220>

<223> Fusion peptide

Sequence Listing_ST25.TXT

Leu

Pro

Ser

200

Ala

Asn

Ala

Arg

Thr

280

Asn

Leu

Met

Leu

val

360

His

GIn

Ala

185

Ala

Arg

Phe

Leu

Asn

265

Asn

Ser

Leu

Leu

Thr
170
Leu
Pro
Phe
Lys
Ser
250
Pro
val

Arg

Gly

val

His

Page 2

155

Ala

Ser

Ser

Lys

Pro

235

Lys

val

Asp

Ala

Glu

315

Glu

Ala

Pro

Ala

Ser

Ala

Tyr

220

Asn

Gln

Asp

Ser

ser

300

Ser

Leu

Ala

Gly

His

Ala

Leu

205

I1e

Leu

Ile

Leu

Asp

Thr

val

Gly

Asp

val
365

Lys

Ile
190

Leu

G1u“

Ala

Phe

Ile

270

val

Ala

val

Thr

Thr

350

Gly

Ile
175
Thr
val
Arg
Ile
Leu
255
Lys
val
Asp
Glu
Met
335

Ile

Lys

160

Arg
Thr
Leu
His
Ile
240
Pro
Lys
Glu
Phe
320
Ala

Ser

Leu




<220>
<221>
<223>

<400> 2
atgaaatacc

atggccatgg
ggcgtgceegg
gatctgagca
ctgcegttta
cgtcgtttta
gatgtgacca
gaaagcccge
tataccggca
ctgggcctgce
gcgecgageg
attgaacgcc
agcctggaaa
ggcaaatttc
aatgtggata
accgcggatg
ccgtgggege
aaagcggcegce
ggcgttccgg
<210> 3
<211> 20
<212> DNA
<213>
<220>
<223>

<220>
<221>
<223>

<400> 3
tgggacacat

<210> 4
<211> 17
<212> DNA
<213>

<220>
<223>

misc_feature
Polynucleotide

tgctgecgac
ggcgtatttg
gtgttggtgt
ccgcgaccgce
gccataaagt
ttctgctgga
acgtgtatgt
cggaagcgta
actatgaaaa
cggccctgag
cgctgetggt
acgtggcgaa
accagtggag
gtaatccggt
gcgatgtggt
aaaactttat
tgtggaaaac
tgggtgcggce
gcgttggtaa

Primer sequence

misc_feature
Forward primer for HSv-1

gccttcttgg

primer sequence

Sequence Listing_ST25.TXT

sequence encoding fusion protein

cgctgetget
ccgttgeatt
tccgggtgty
gaaaacctat
gtatgatatc
tctgaccagce
ggtggcgtat
caacattctg
cctgcagacc
cagcgcgatt
gctgattcag
atatgtggcg
cgccctgage
ggatctgatt
gaaaggcaac
taccaccatg
catgctgaaa
agcggatacc

gcttgcggcc

Artificial Sequence

Artificial Sequence

ggtctgctgce
tgcggecgty
ggtggtgcga
accaaattca
ccgetgetgt
tatgcgtatg
cgtacccgtyg
tttaaaggca
gcggegeata
accaccctgt
accaccgcgg
accaacttta
aaacaaattt
aaaccgaccg
attaaactgc
accctgetgg
gaactgggca
attagccagg

gcactcgagc

page 3

tcctegetgce
gcatttgccg
ccggatccga
tcgaagattt
atagcactat
aaaccattag
atgtgagcta
cccgtaaaat
aaattcgtga
tttattataa
aagcggcgceg
aaccgaacct
ttctggccca
gcgaacgttt
tgctgaacag
gcgaaagcgt
cgatggcgct
gcacccaggt

accaccacca

of SEQ ID No:l

ccagccggeg
ctgcatctgt
tgtgaacttt
tcgtgegace
tagcgatagc
cgtggcgatt
ctttttcaaa
taccctgecg
aaacatcgat
cgcgcagage:
ttttaaatat
ggccattatt
gaaccagggc
tcaggtgacc
ccgtgegage
ggtggaattc
gcatgcgggt
tccgggegtyg

ccaccactga

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140

20
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<220>
<221> misc_feature
<223> Forward primer for HSv-2

<400> 4

gtacagacct tcggagg 17
<210> 5

<211> 28

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer sequence

<220>
<221> misc_feature
<223> Reverse primer for Hsv-1

<400> 5

acccttagtc agactctgtt acttaccc 28
<210> ©

<211> 15

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer Sequence

<220>
<221> misc_feature
<223> Reverse primer for HSv-2

<400> 6

cgcttcatca tgggc 15
<210> 7

<211> 20

<212> DNA

<213> Artificial Sequence

<220> v
<223> Primer Sequence

<220>
<221> misc_feature
<223> Forward primer for DENV1, DENV2, DENV3 and DENV4

<400> 7

ggaaggagaa ggactgcaca 20
<210> 8

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
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<223> Primer Sequence

<220>

<221> misc_feature

<223> Reverse primer for DENV1, DENV2, DENV3 and DENV4
<400> 8

attcttgtgt cccatcctge t 21
<210> 9

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> Primer Sequence

<220>

<221> misc_feature

<223> Forward primer for HPV

<400> 9

acactcagcc tctaccttgt 20
<210> 10

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> Primer Sequence

<220>

<221> misc_feature

<223> Reverse primer for HPV

<400> 10

gcattacaag agccaagcag 20
<210> 11

<211> 5

<212> PRT

<213> Artificial Sequence

<220>

<223> Linker peptide

<220>

<221> misc_feature

<223> N is 0, 1, 2, 3, 4 or 5

<220>

<221> misc_feature

<223> Linker Peptide

<220>

<221> misc_feature

<222> (3)..(03) )
<223> Xaa can be any naturally occurring amino acid
<400> 11
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val Pro Xaa val Gly
5

1

<210> 12

<211> 18

<212> PRT

<213> Artificial Sequence
<220>

- <223> Polypeptide A

<220>
<221> misc_feature - _
<223> Amino acid Sequence of Polypeptide A

<400> 12 v
Gly Arg Ile Cys Arg Cys Ile Cys Gly égg Gly Ile Cys Arg Cys Ile
1 5 15

Cys Gly

<210> 13

<211> 268

<212> PRT

<213> Artificial Sequence
<220>

<223> Polypeptide B

<220>
<221> misc_feature
<223> Amino acid Sequence of Polypeptide B

<400> 13
Gly Ser Asp val Asn Phe Asp Leu Ser Thr Ala Thr Ala Lys Thr Tyr
1 5 10 15

Thr Lys Phe Ile Glu Asp Phe Arg Ala Thr Leu Pro Phe ggr His Lys
20 25

val Tyr Asp Ile Pro Leu Leu Tyr Ser Thr Ile ser Asp Ser Arg Arg
35 40 45

Phe Ile Leu Leu Asp Leu Thr Ser Tyr Ala Tyr Glu Thr Ile Ser val
50 55 60

Ala Ile Asp val Thr Asn val Tyr val val Ala Tyr Arg Thr Arg Asp
65 70 75 80

val Ser Tyr Phe Phe Lys Glu Ser Pro Pro Glu Ala Tyr Asn Ile Leu
85 90 95

Phe Lys Gly Thr Arg Lys Ile Thr Leu Pro Tyr Thr Gly Asn Tyr Glu
Page 6




AsSn

Leu

Gln

145

Ala

Thr

Ser

Phe

val

225

Leu

Thr

Leu

Pro

130

ser

Ala

Asn

Ala

Asn

Leu

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

1

Gin

115

Ala

Ala

Arg

Phe

Leu

195

Asn

Asn

ser

Leu

14
34
PRT

100

Thr

Leu

Pro

Phe

Lys

Ser

Pro

val

Arg

Gly

Ala

ser

Ser

Lys

val

Asp

Ala

245

Glu

Ala

ser

Ala

150

Tyr

Asn

Gin

Asp

ser

230

Ser

ser

His

Leu

Ile

Leu

Ile

Leu

215

Asp

Thr

val

Artificial Sequence

Polypeptide C

misc_feature )
Amino acid Sequence of Polypeptide C

14
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Lys

120

Ile

Leu

Glu

Ala

Phe

200

Ile

val

Ala

val

105

Ile

Thr

val

Arg

Ile

185

Leu

Lys

val

Asp

Glu
265

Arg

Thr

Leu

His

170

Ile

Ala

Pro

Lys

Glu

250

Phe

Glu

Leu

Tle

155

val

Ser

Gin

Thr

Gly

Asn

Pro

Ala Leu Trp Lys Thr Met Leu Lys Glu Egu Gly
5

Ala Gly Lys Ala Ala Leu Gly Ala éga Ala Asp
20

Thr

Gln

Page 7

Asn

Phe

140

Gln

Ala

Leu

Asn

Gly

Asn

Phe

Trp

110

Ile Asp
125

Tyr Tyr
Thr Thr
Lys Tyr
Glu Asn
190
Gln Gly
205
Glu Arg

Iie Lys

ITe Thr

Leu

Asn

Ala

val

175

Gln

Gly

Phe

Leu

Thr
255

Gly

Glu

160

Trp

Lys

Glin

Leu

240

Met

Thr Met Ala Leu His

15

Thr I7e ser Gln Gly
30
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<210> 15

<211> 18

<212> PRT

<213> artificial sequence

<220>
<223> theta Defensin

<220>
<221> misc_feature
<223> Rhesus minidefensin (RTD-1)

<400> 15
Gly Phe Cys Arg Cys Leu Cys Arg Arg Ggy val Cys Arg Cys {}e Cys
1 5 , ; 1

Thr Arg

<210> 16
<211> 18
<212> PRT o
<213> artificial sequence

<220>
<223> theta Defensin

<IN
<LLVUA”

<221> misc_feature
<223> RTD-2
<400> 16

Arg Cys Leu Cys Arg Arg Gly val Cys Arg Cys Leu Cys Arg Arg Gly
1 5 10 15
val Cys

<210> 17

<211> 18

<212> PRT

<213> artificial sequence

<220>
<223> theta Defensin

<220>

<221> misc_feature
<223> RTD-3

<400> 17

Arg Cys Ile Cys Thr Arg Gly Phe Cys Arg Cys Ile Cys Thr Arg Gly
1 5 10 15

Phe Cys
Page 8




<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

Sequence Listing_ST25.TXT

18

18

PRT

artificial sequence

theta Defensin

misc_feature
Retrocyclin-1

18

Gly Ile Cys Arg Cys Ile Cys Gly Arg Gly Ile Cys Arg Cys Ile Cys
1 5 10 15

Gly Arg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

19

18

PRT

artificial sequence

theta Defensin

misc_feature
Retrocyclin-2

19

Gly Ile Cys Arg Cys Ile Cys Gly Arg ﬁgy Ile Cys Arg Cys I;e Ccys
1 5 1

Gly Arg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

20

18

PRT

artificial sequence

theta befensin

misc_feature
Retrocyclin-3

20

Arg Ile Cys Arg Cys Ile Cys Gly Arg ?rg Ile Cys Arg Cys Ile Cys
1 5 0 15

Page 9




Gly Arg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

Sequence Listing_ST25.TXT

21

18

PRT

artificial sequence

synthetic theta Defensin

misc_feature
RC100

21

Gly Ile Cys Arg gys Ile Cys Gly Arg Ggy Ile Cys Arg Cys Ile Cys
1 1 15

Gly Arg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

22

18

PRT

artificial sequence

synthetic theta Defensin

misc_feature
RC101

22

Gly Ile Cys Arg Cys Ile Cys Gly Lys Ggy Ile Cys Arg Cys Ile Cys
1 5 1 15

Gly Arg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

23

18

PRT

artificial sequence

synthetic theta Defensin

misc_feature
RC102

23

Gly Ile Cys Arg Cys Tyr Cys Gly Arg Gly Ile Cys Arg Cys Ile Cys
1 5 10 15

Page 10




Gly Arg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

Sequence Listing_ST25.TXT

24
18
PRT
artificial sequence

synthetic theta Defensin

misc_Tfeature
RC103

24

Gly Ile Cys Arg Cys Ile Cys Gly Arg ggy Ile Cys Arg Cys Tyr Cys
1 5 15

Gly Arg

<210>
<211>
<212>
<213>

<220>

<223>

<220>
<221>
<223>

<400>

25

18

PRT

artificial sequence

L.

synthetic theta Defensin

misc_feature
RC104

25

Gly Tyr Cys Arg Cys Ile Cys Gly Arg Ggy ITe Cys Arg Cys Ile Cys
1 5 1 15

Gly Arg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

26

18

PRT

artificial sequence

synthetic theta Defensin

misc_feature
RC105

26

- Gly Ile Cys Arg Cys Ile Cys Gly Arg Gly Tyr Cys Arg Cys Ile Cys
1 5 10 15

Page 11
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Gly Arg

<210> 27

<211> 18

<212> PRT

<213> artificial sequence

<220>
<223> synthetic theta Defensin

<220>

<221> misc_feature
<223> RC106

<400> 27

Gly Ile Cys Tyr Cys Ile Cys Gly Arg Gly Ile Cys Arg Cys Ile Cys
1 5 10 15
Gly Arg

<210> 28

<211> 18

<212> PRT

<213> artificial sequence

<220>
<223> synthetic theta Defensin

<220>

<221> misc_feature
<223> RC107

<400> 28

Gly Ile Cys Ile Cys Ile Cys Gly Tyr Ggy ITe Cys Arg Cys Ile Cys
1 5 1 15

e

Gly Arg

<210> 29

<211> 18

<212> PRT

<213> artificial sequence

<220>
<223> synthetic theta Defensin

<220>
<221> misc_feature
<223> RC108

<400> 29

Gly Ile cys Ile Cys Ile Cys Gly Arg Gly Ile Cys Tyr Cys Ile Cys
Page 12
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1 5 10 15

Gly Arg

<210> 30

<211> 18

‘<212> PRT

<213> artificial sequence

<220> )
<223> synthetic theta Defensin

<220> '

<221> misc_feature
<223> RC110

<400> 30

Gly Ile cys Ile Cys Ile Cys Gly Arg Gly Ile Cys Tyr Cys Ile Cys
1 5 10 15
Gly Arg

<210> 31

<211> 18

<212> PRT

<213> artificial sequence

<220>
<223> synthetic theta Defensin

<220>

<221> misc_feature
<223> RC111

<400> 31

Arg Gly Cys Ile Cys Arg Cys Ile Gly Arg Gly Cys Ile Cys Arg Cys
1 5 10 15
Ile Gly

<210> 32

<211> 18

<212> PRT

<213> artificial sequence

<220>
<223> synthetic theta Defensin

<220>

<221> misc_feature
<223> RC112

<400> 32
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érg Gly Cys Ile Cys Arg Cys Ile Gly égg Gly Cys Ile Cys Arg Cys
. 5 15

Ile Gly
<210> 33
<211> 18
<212> PRT

<213> artificial sequence
<220>
<223> synthetic theta Defensin

<220>

<221> misc_feature
<223> RC113

<400> 33

%1y ITe Cys Arg gys Ile Cys Gly Arg Eéy Ile Cys Arg Cys Ile Cys
15

Gly Arg

<210> 34

<211> 18

<212> PRT

<213> artificial sequence
<220>

<223> synthetic theta Defensin

<220>

<221> misc_feature
<223> RCl14

<400> 34

%1y Ile Cys Arg Cys Ile Cys Gly Lys %1y Ile Cys Arg Cys Tyr Cys
5 0 15

Gly Arg
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58

SEQUENCE LISTING

<110> ABU BAKAR, Ag. Muhammad Sagaf
UNG, Eng Huan

<120> ANTIMICROBIAL FUSION COMPOUNDS AND USES THEREOF

<130> FP5730

5 <150> PI 2011000092
<151> 2011-01-07

<160> 34

<170> pPatentIn version 3.5

<210> 1
10 <211> 379
<212> PRT
<213> Artificial Sequence

<220> .
<223> Fusion Peptide

15 <220>
<221> misc_feature ) /
<223> Amino acid sequence of fusion protgin

<400> 1
Met Lys Tyr Leu %eu pro Thr Ala Ala Gly Leu Leu Leu ieu Ala
5
Cys Arg Cys gée Cys Gly

Pro Gly Xg1 Gly val Pro

Asn gge Asp Leu Ser Thr

Glu Asp Phe Arg Ala Thr
75 80

Pro Leu Leu Tyr ggr Thr

Asp Leu Thr Ser Tyr Ala
110

Thr asn val Tyr val val
125

phe Lys Glu Ser Pro Pro
140

Arg Lys Ile Thr Leu Pro
155 160



10

15

20

25

30

35

TYyFP

Glu

Leu

Ile

val

225

ser

Gln

Thr

Gly

Asn

305

Pro

Leu

Gin

Thr

Asn

pPhe

Gln

210

Ala

Leu

Asn

Gly
Asn
290
Phe

Trp

His

Gly

Ile

Tyr

195

Thr

Lys

Glu

Gln

Glu

Ile

Ile

Ala

Ala

Thr

355

Ala

Asn

Tyr

Thr

Tyr

Asn

Arg

Lys

Thr

Leu

Tyr
165
Leu
Asn
Ala
val
Gln
245
Gly
phe
Leu
Thr
Trp
325

Lys

val

Glu
Gly
Ala
Glu
Ala
230
Trp
Lys

GlIn

Leu

Pr

Fusion peptide

misc_feature

400> 2

Asn

Leu

Gin

Ala

215

Thr

Ser

pPhe

val

Leu
295

'GTy

His
375

Artificial sequence

59

Leu

Pro Ala

Ser

200

Ala

Asn

Ala

Arg

Thr

280

Asn

val
360

His

polynucleotide sequence enco

GIn

185

Ala

Arg

Phe

Leu

Asn

265

Asnh

ser

His

y val

Glu Ser val Glu

315

Glu Leu Gly Thr Met
335

Thr Ile

350

ala Ala Ala Asp

val
365

Pro Gly Gly Lys

His His

Phe

320

Ala

Ser

Leu

ding fusion protein of SEQ ID No:l

/atgaaatacc tgctgecgac cgetgetget ggtctgctge tectegetge ccageeggeg

60



10

15

20

25

30

35

atggccatgg
ggcgtgeegg
gatctgagca
ctgccgttta
cgtecgtttta
gatgtgacca
gaaagcecege
tataccggca
ctgggectygce
gcgecgageg
attgaacgcc
agcctggaaa
ggcaaatttc
aatgtggata
accgcggatg
ccgtgggege
aaagcggegce

ggcgttccgg

<210> 3

<211> 20
<212> PBRT
<213>

<220>
<223>

<220>
<221>
<223>

<400> 3

ggcgtatttg
gtgttggtgt
ccgcgaccgce
gccataaagt
ttctgctgga
acgtgtatgt
cggaagcgta
actatgaaaa
cggccctgag
cgctgctggt
acgtggcgaa
accagtggag
gtaatccggt
gcgatgtggt
aaaactttat
tgtggaaaac
tgggtgcggce
gcgttggtaa

Primer sequence

misc_feature
Forward primer

60

cegttgcatt
tccgggtgtg
gaaaacctat
gtatgatatc
tctgaccage
ggtggcgtat
caacattctg
cctgcagacc
cagcgegatt
gctgattcag
atatgtggeg
cgcectgage
ggatctgatt
gaaaggcaac
taccaccatg
catgctgaaa
agcggatacc

gcttgcggec

artificial Sequence

or Hsv-1

tgcggeegtg
ggtggtgcga
accaaattca
ccgctgetgt
tatgcgtatg
cgtacccgtg
tttaaaggca
gcggcgeata
accaccctgt
accaccgegg
accaacttta
aaacaaattt
aaaccgaccg
attaaactgc
accctgetg

gaactgggca
attaggtagg

gcagtcgagce

gcatttgecg
ccggatccga
tcgaagattt
atagcaccat
aaaccattag
atgtgagcta
cccgtaaaat
aaattcgtga
tttattataa
aagcggegeg
aaccgaacct

ttctggccca

gcgaaagegt
cgatggegcet
gcacccaggt

accaccacca

ctgcatctgt
tgtgaacttt
tcgtgegace
tagcgatag

cgtggcgatt
cttttycaaa
tacgctgeeg
agacatcgat
tgcgcagage
ttttaaatat
ggccattatt
gaaccagggc
tcaggtgacc
ccgtgegage
ggtggaattc
gcatgeggat
tcegggegtg
ccaccactga

Ihr c¢ly Gly Gly éT Cys Ala Cys Ala Igr Gly Cys Cys Thr I?r Cys

Thr Thr Gly GI

primer sequence



10

15

20

25

- 30

35

0

<221>
<223>

<400>

61

misc_feature
Forward primer for HSV-2

4

gtacagacct tcggagg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221>
<223>

<220>
<221>
<223>

<400>

5

28

DNA

artificial Sequence

Primer sequence

misc_feature
Reverse primer of HSv-2

misc_feature
Reverse primer of HSV-1

misc_feature
Reverse primer for HSV-2

5 ,

acccttagtc agactctgtt acttaccc

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

6

15

DNA _

artificial Sequence

Primer Sequence

misc_feature
Reverse primer for HSY~2

6

cgcttcatca tgggc

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

7

20

DNA

Artificial Segquence

Primer Seguence

misc_feature

Forwgrd primer for DENV1, DENV2, DENV3 and DENV4

ggaaggagga ggactgcaca

21
DNA
artificial Sequence

15

20
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<220>
<223> Primer Sequence

<220>
<221> misc_feature
5 <223> Reverse primer for DENV1, DENVZ, DENV3 and DENV4
<400> 8
attettgtgt cccatcctge t 21
<210> 9
<21l> 20
10 <212> DNA
<213> Artificial sequence
<220>
<223> Primer Sequence
<220>
15 <221> misc_feature
<223> Forward primer for HPV
<400> 9
acactcagcc tctaccttgt 20
<210> 10
<211> 20
20 <212> DNA
<213> artificial Sequence
<220> :
<223> Primer Sequence
<220> ‘
25 <221> misc_feature
<223> Reverse primer for HPV
<400> 10
20

gcattacaag agccaagcag

<210> 11
30 <21l> 5

<212> PRT

<213> Artificial segdence

<220>
<223> Linker pepyide

35 <220>
<221> misc_feature
<223> N-is @, 1, 2, 3, 4o0r 5

<220>
<221>
10 <223>

<220>

isc_feature
nker Peptide

misc_feature

(3).7(3) . ,
Xaa can be any naturally occurring amino acid
11

15
val Pro Xaa val Gly
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1 5

<210> 12
<211> 18
<212> PRT .
5 <213> Artificial Sequence

<220>
<223> Polypeptide A

<220>
<221> misc_feature .
10 <223> Amino acid Sequence of polypeptide A

<400> 12
Gly Arg Ile Cys érg cys Ile Cys Gly égg Gly Ile Cys
1

Cys Gly

15 <210> 13
<211> 268
<212> PRT |
<213> Artificial Sequence

<220>
20 <223> Polypeptide B

<220>
<221> misc_feature .
<223> Amino acid sequence of Pol¥peptide 8

<400> 13
25 Gly ser Asp val Asn Phe Asp |feu Ser Thr Ala Thr Ala Lys Thr Tyr
1 5 10 15
Thr Lys Phe Ile Glu Asp phe Arg Ala Thr Leu Pro Phe Ser His Lys
20 25 30
val Tyr Asp Ile Pro {eu Leu Tyr Ser Thr Ile Ser Asp Ser Arg Arg
30 35 40 : 45

Leu Thr Ser Tyr Ala Tyr Glu Thr Ile Ser val

Phe ITe Leu Leu
55 60

50

Thr asn val Tyr val val Ala Tyr Arg Thr Arg Asp

Ala Ile Asp
70 75 80

65

pPhe Phe Lys Glu Ser Pro Pro Glu Ala Tyr Asn Ile Leu
85 90 95

35 val

Gly Thr Arg Lys Ile Thr Leu Pro Tyr Thr Gly Asn Tyr Glu
100 . 105 110

Gln Thr Ala Ala His Lys Ile Arg Glu Asn Ile Asp Leu Gly

40 115 120 125
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Leu Pro Ala Leu Ser Ser Ala Ile Thr Thr Leu Phe Tyr Tyr Asn Ala
130 135 140

Glin ser Ala pro Ser Ala Leu Leu val Leu Ile GIn Thr Thr Ala
145 150 155

5 aAla Ala Arg Phe Lys Tyr Ile Glu Arg His val Ala Lys Tyr

165 170

Thr Asn phe Lys Pro Asn Leu Ala Ile Ile Trp

180 185

ser Ala Leu Ser Lys GIn Ile Phe Leu Ala Lys

10 195 200

phe Arg Asn Pro val Asp Leu Ile Lys Pro Gln

21 215

Leu

Asn Ile Lys
240

val Thr Asn val Asp ser Asp val
225 230

phe ITe Thr Thr Met

Leu Asn Ser Arg Ala Ser Thr Ala
255

15 245

Thr Leu Leu Gly Glu ser val val Trp

<210> 14
<211> 34
20 <212> PRT
<213> Artificial Sequence

<220>
<223> Polypeptide C

25 <220>
<221> misc_featur
<223> Amino acid Sequence of Polypeptide C

30

15
211> 18

PRT . .,

artificial sequence
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<223> theta Defensin

<220>
<221> misc_feature
<223> Rhesus minidefensin (RTD-1)

5 =~ <400> 15
E1y Phe éys Arg gys Leu Cys Arg Arg g&y val Cys Arg Cys Ile/Cys
15/

Thr Arg

<210> 16
10 <211> 18
<212> PRT |
<213> artificial sequence

<220> )
<223> theta Defensin

15 <220>
<221> misc_feature

<223> RTD-2

<400> 16 .
érg Cys Leu Cys i;r‘g Arg Gly val Cys (r)‘g Cys Leu Cys Arg Agg Gly
/ 1

20

val Cys

<210> 17

<211> 18

<212> PRT . /
15 <213> artificial sequencg

<220>
<223> theta Defensin /

<220> /
<221> misc_featurd
20 <223> RTD-3

<400> 17 )
Arg Cys Ile ,”é Thr Arg Gly Phe Cys Arg Cys Ile Cys Thr Arg Gl
4 y : y 109 Y Y ng y

phe Cys /

25 <210E7

PRT |
artificial sequence

;f<223> theta Defensin
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<220>
<221> misc._feature
<223> Retrocyclin-1

<400> 18
5 Gly Ile Cys Arg Cys Ile Cys Gly Arg Gly Ile Cys Arg Cys Ile Cys
1 5 10 15

Gly Arg

<210> 19
<211> 18
10 <212> PRT .
<213> artificial sequence

<220>
<223> theta pefensin

<220>
15 <221> misc_feature
<223> Retrocyclin-2

<400> 19

gly Ile Cys Arg gys 1le Cys Gly Arg Gly Ile Cys Arg Cys Ile Cys
15

0
20 Gly Arg

<«210> 20

<211> 18

<212> PRT _ |

<213> artificial sequenc

25 <220> .
<223> theta Defensin

<220>
<221> misc_featur
<223> Retrocyclin-3
<400> 20

Arg Ile Cys
1

30
g Cys Ile Cys Gly Arg Arg Ile Cys Arg Cys Ile Cys
5 10 15

21
18
PRT |

artificial sequence

synthetic theta Defensin
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15

20

25

30

<221>
<223>

<400>

§1y ITe Cys Arg gys Ile Cys Gly Arg gay Ile Cys Arg Cys i;e C

misc_feature
RC100

21

Gly Arg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

g1y ITe Cys Arg gys ITe Cys Gly Lys Gl

22

18

PRT

artificial sequence

synthetic theta Defensin

misc_feature
RC101

22

Gly Arg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

23

18

PRT ‘
artificial sequence

synthetic theta

misc_Teature
RC102

23

PRT_ L.
artificial sequence

synthetic theta pefensin

misc_feature
RC103

Ile Cys Arg Cys ige cys




10

15

20

25

30

<400>

Gly Ile Cys Arg Cys Ile Cys Gly Arg Gly Ile Cys Arg Cys Tyr Cys
1 S 10 15

Gly Arg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

68

24

25

18

PRT

artificial sequence

synthetic theta Defensin

misc_Tfeature
RC104

25

Gly Tyr Cys Arg Cys Ile Cys Gly Arg Gly IYe Cys Arg Cys Ile Cys
1 5 ; o 10 15

Gly Arg

<210>
<21i>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

26

i8

PRT

artificial sequence

synthetic theta Defensin

misc_feature
RC105

26

g?y Ile Cys Arg Cys Ile Cys Gly Arg ggy TYr Cys Arg Cys Ige Cys
1

RT
artificial sequence

synthetic theta Defensin

misc_feature
RC106

27
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Gly Ile Cys Tyr Cys Ile Cys Gly Arg Gly Ile Cys Arg Cys Ile Cys
1 5 10 15
Gly Arg

<210> 28
5 <211> 18
<212> PRT
<213> artificial sequence

<220> . ]
<223> synthetic theta pefensin

10 <220>
<221> misc_feature
<223> RC107

<400> 28
Gly Ile Cys Ile Cys Ile Cys Gly Tyr Gly Ile Lys Arg Cys Ile Cys
15 1 5 10 15

Gly Arg

<210> 29
<211> 18
<212> PRT _ |
20 <213> artificial sequence
<220> )
<223> synthetic theta Defensin

<220>

<221> wisc_feature
<223> RC108

<400> 29

Gly Ile Cys Ile Cys
1 5

25

le Cys Gly Arg ggy Ile Cys Tyr Cys {}e cys

30 <210>
tificial sequence

35 synthetic theta Defensin

misc_feature
RC110

<400> 30
Gly Ile Cys Ile Cys Ile Cys Gly Arg Gly Ile Cys Tyr Cys Ile Cys
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Gly Arg

<210> 31
<211> 18
5 <212> PRT
<213> artificial sequence

<220> . .
<223> synthetic theta Defensin

<220>
10 <221> misc_feature
<223> RClll

<400> 31
érg Gly Cys Ile gys Arg Cys Ile Gly ?59 Gly cys Ile Cys Arg Cys
y 15

15 1le Gly

<210> 32

<211> 18

<212> PRT

<213> artificial sequence

20 <220> . \
<223> synthetic theta Defensiry

<220>
<221> misc_feature
<223> RC1l12

25 <400> 32 )
Arg Gly Cys Ile Cys Arg Cys Tle Gly Arg Gly Cys Ile Cys Arg Cys
1 5 / 10 15

<212> PRT /
<213> artificial sequence

Synthetic theta pefensin

35 .
misc_feature

RC113
y 33

/ gly Ile Cys Arg gys Ile Cys Gly Arg gAy Ile Cys Arg Cys I;e Cys
/ 1



10

71

Gly Arg

<210> 34

<211> 18

<212> PRT

<213> artificial sequence

<220> .
<223> synthetic theta Defensin

<220>

<221> misc_feature
<223> RCli4

<400> 34

g1y Ile Cys Arg gys Ile Cys Gly Lys gAy Ile Cyg Arg Cys Igr Cys



