<ST26Sequencelisting dtdVersion="V1 3" fileName="Sequence

Listing.xml" softwareName="WIPO

Sequence" softwareVersion="2.3.0" productionDate="2024-03-28">
<ApplicantFileReference>ZZLJSU240024EP-PCT</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>

<IPOfficeCode>CN</IPOfficeCode>
<ApplicationNumberText>CN202111470250.8</ApplicationNumberText>
<FilingDate>2021-12-03</FilingDate>
</EarliestPriorityApplicationIdentification>

<ApplicantName languageCode="en">JIANGSU TRAUTEC MEDICAL TECHNOLOGY CO.,
LTD.</ApplicantName>

<InventionTitle languageCode="en">RECOMBINANT COLLAGEN AND PREPARATION
METHOD AND USE THEREOF</InventionTitle>
<SequenceTotalQuantity>10</SequenceTotalQuantity>

<SequenceData sequenceIDNumber="1">

<INSDSeg>

<INSDSeq length>1057</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..1057</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g2">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Homo sapiens</INSDQualifier value>

</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeq sequence>QLSYGYDEKSTGGISVPGPMGPSGPRGLPGPPGAPGPQGFQGPPGEPGEPGASGPMG
PRGPPGPPGKNGDDGEAGKPGRPGERGPPGPQGARGLPGTAGLPGMKGHRGFSGLDGAKGDAGPAGPKGEPGSPG
ENGAPGOMGPRGLPGERGRPGAPGPAGARGNDGATGAAGPPGPTGPAGPPGFPGAVGAKGEAGPQGPRGSEGPQG
VRGEPGPPGPAGAAGPAGNPGADGQPGAKGANGAPGIAGAPGFPGARGPSGPQGPGGPPGPKGNSGEPGAPGSKG
DTGAKGEPGPVGVQGPPGPAGEEGKRGARGEPGPTGLPGPPGERGGPGSRGFPGADGVAGPKGPAGERGSPGPAG
PKGSPGEAGRPGEAGLPGAKGLTGSPGSPGPDGKTGPPGPAGQDGRPGPPGPPGARGQAGVMGFEFPGPKGAAGEPG</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="2">

<INSDSeg>

<INSDSeq length>1057</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..1057</INSDFeature location>



<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g5">

<INSDQualifier name>note</INSDQualifier name>

<INSDQualifier value>Amino acid sequence of al (I) MI1</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="g4">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Artificial Sequence</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeq sequence>QLSYGYDEKSTGGISVPGPMGPSGPRGLPGPPGAPGPQGFQGPPGEPGEPGASGPPG
PPGPPGPPGKNGDDGEAGKPGRPGERGPPGPQGARGLPGTAGLPGMKGHRGFSGLDGAKGDAGPAGPKGEPGSPG
ENGAPGOPGPPGLPGERGRPGAPGPAGARGNDGATGAAGPPGPTGPAGPPGFPGAVGAKGEAGPQGPRGSEGPQG
VRGEPGPPGPAGAAGPAGNPGADGQPGAKGANGAPGIAGAPGFPGARGPSGPQGPGGPPGPKGNSGEPGAPGSKG
DTGAKGEPGPVGVQGPPGPAGEEGKRGARGEPGPTGLPGPPGERGGPGSRGFPGADGVAGPKGPAGERGSPGPAG
PKGSPGEAGRPGEAGLPGAKGLTGSPGSPGPDGKTGPPGPAGQDGRPGPPGPPGARGQAGVMGFEFPGPKGAAGEPG</INSDSeqisequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="3">

<INSDSeg>

<INSDSeq length>3171</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..3171</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>other DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g8">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier value>Nucleotide sequence encoding al (I)

M1</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g7">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Artificial Sequence</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>caacttagttatggatacgatgaaaaatccacaggtggaatcagtgttcctggacct
atgggtccatcaggtccaagaggtttaccaggacctccaggtgccccaggtccccagggatttcaaggtccacca



ggagagcctggtgagccaggagcttctggtccacctggtceccecectggaccacctggtectccaggaaagaatgga
gatgatggtgaagctggaaaacctggaagacctggagaaagaggaccaccaggaccccagggtgeccagaggactg
ccaggtaccgcaggtctgcctggaatgaaaggtcatagaggattttcaggattagacggtgcaaagggagacgct
ggacctgcaggaccaaagggtgagccaggaagtccaggagagaatggtgcaccaggacagccaggtccacctgga
ctgcccggtgaaagaggtagacccggagcaccaggaccagcaggtgcaagaggaaatgatggagctacaggtgcet
gcaggacccccaggtccaacaggaccagccggtecctececcggtttecccaggtgecgttggagcaaaaggtgaaget
ggtccacagggtccaagaggttctgaaggtccacagggagttagaggagaaccaggaccccctggaccagetggt
gcagcaggaccagctggtaaccctggtgctgacggtcagccaggtgctaagggagcaaatggagcaccaggaata
gctggtgccccaggatttceccecggtgctagaggtccaagtggteccacaaggaccaggaggtccacccggtceccaaa
ggaaacagtggagaaccaggtgcacccggttcaaagggagatacaggagctaaaggagagcccggtccagtgggt
gttcagggaccacccggacctgctggagaggaaggtaaaagaggtgcaagaggtgagccaggaccaacaggtctg
cctggtcccecectggtgaaagaggtggtccaggtagtagaggatttccaggagectgatggtgttgcaggaccaaag
ggacccgcaggtgagagaggatcacccggtccagccggaccaaaaggatcaccaggagaagctggtagaccagga
gaagctggtctgccaggtgctaaaggattgacaggatcacccggttcacctggtecctgatggaaagacaggacct
ccaggtcccgctggtcaggacggtagaccaggacccccaggacccccaggtgcaagaggtcaggcaggtgtaatg
ggtttccccggacctaaaggagcagctggagaacctggtaaagctggagagagaggagtgcctggacceccecctgga
gctgttggtccagcaggaaaggatggtgaggcaggtgcacaaggtccacctggacccgctggacctgcaggtgag
agaggagagcaaggtcccgcaggttctccaggttttcagggtttgccaggtccageccggtecctectggagaggceca
ggaaagccaggagaacaaggagttccaggagacctgggtgcaccaggaccctctggtgcaagaggagagagagga
tttcctggagaaagaggtgtgcagggaccaccaggtccecgecggtccaagaggagcaaatggagecccctggaaat
gacggagctaagggtgacgctggtgcaccaggagcaccaggttctcaaggtgctcccggattgcagggtatgect
ggagagagaggtgcagctggactgccaggtccaaaaggtgacagaggagacgccggtcctaagggagctgacggt
tctcctggaaaggacggtgtgagaggtttgacaggaccaataggtccacccggtcecctgectggagecccctggagac
aaaggtgaatcaggtccttccggtccageccggaccaacaggagcaagaggagcacctggagacagaggagageca
ggtcctccaggacctgcaggtttcgectggtectecccggagcagatggacagccaggagctaagggagaacceggt
gacgctggtgctaagggagatgcaggtccaccaggtcctgectggtecctgectggaccteccecggaccaataggtaat
gttggagcacccggagcaaaaggtgccagaggttccgcaggtcecctececcggagcaactggttttccaggagectgee
ggaagagtgggtccacctggtccttctggaaatgcaggaccaccaggtcctectggtccageccggaaaggaaggt
ggaaagggacctagaggagaaacaggtcccgcaggtagacccggtgaggtgggtccacctggtccaccecggteca
gctggtgagaaaggaagtcctggagcagacggaccagctggtgecccctggtacaccaggaccccaaggaataget
ggtcaaagaggtgttgttggtttaccaggtcagagaggagaaagaggttttccaggattaccaggtccctcaggt
gagcccggaaaacagggtccctcaggagcaagtggtgaaagaggaccaccaggaccaatgggacctccaggatta
gctggtccaccaggagaatcaggaagagagggtgctcctggagcagaaggttcaccaggaagagacggttcaccce
ggagccaagggagacagaggtgaaacaggtcccgcaggtccaccaggagcacccggagceccecctggtgeteccagga
cctgtcggaccagcaggaaaatccggtgacagaggtgagactggacccgcaggtcecctgectggtectgttggacca
gtgggtgcaagaggaccagcaggtccacaaggtccaagaggtgacaaaggtgagacaggtgagcagggtgacaga
ggaattaaaggtcacagaggattttcaggactgcagggaccacccggtcctcececcggttcecccaggagagcaaggt
ccatccggtgcatccggtccagctggacccagaggaccacctggttctgectggtgcaccaggtaaagatggattyg
aacggtttgcctggtccaataggacctcctggtccaagaggaagaactggtgacgeccggtecccgtecggaccaccce
ggtccaccaggtcccccaggtccacccggaccaccatccgcaggatttgatttectcattecttectcaacctecet
caagagaaagcacatgatggaggtagatactatagagcc</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="4">

<INSDSeg>

<INSDSeq length>1060</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..1060</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gl0">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Homo sapiens</INSDQualifier value>

</INSDQualifier>



</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>QMAGGFDEKAGGAQLGVMQGPMGPMGPRGPPGPAGAPGPQGFQGNPGEPGEPGVSGP
MGPRGPPGPPGKPGDDGEAGKPGKAGERGPPGPQGARGFPGTPGLPGVKGHRGYPGLDGAKGEAGAPGVKGESGS
PGENGSPGPMGPRGLPGERGRTGPAGAAGARGNDGQPGPAGPPGPVGPAGGPGFPGAPGAKGEAGPTGARGPEGA
QOGPRGEPGTPGSPGPAGASGNPGTDGIPGAKGSAGAPGIAGAPGFPGPRGPPGPOQGATGPLGPKGQTGEPGIAGE</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="5">

<INSDSeg>

<INSDSeq length>1060</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..1060</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgl3">

<INSDQualifier name>note</INSDQualifier name>

<INSDQualifier value>Amino acid sequence of al (II)

M6</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gl2">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Artificial Sequence</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeq sequence>QMAGGFDEKAGGAQLGPPQGPPGPPGPPGPPGPAGAPGPQGFQGNPGEPGEPGVSGP
PGPPGPPGPPGKPGDDGEAGKPGKAGERGPPGPQGARGFPGTPGLPGVKGHRGYPGLDGAKGEAGAPGVKGESGS
PGENGSPGPPGPPGLPGERGRTGPAGAAGARGNDGQPGPAGPPGPVGPAGGPGFPGAPGAKGEAGPTGARGPEGA
QOGPRGEPGTPGSPGPAGASGNPGTDGIPGAKGSAGAPGIAGAPGFPGPRGPPGPOQGATGPLGPKGQTGEPGIAGE</INSDSeq sequence>

4



</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="6">

<INSDSeg>

<INSDSeq length>3180</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..3180</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>other DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="glé6">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier value>Nucleotide sequence encoding al (II)

M6</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgl5">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Artificial Sequence</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>caaatggctggtggattcgatgaaaaggctggtggagcccaattaggtcctccacaa
ggtcctccecggtccacctggtecctececcggtectceccaggteccecgecggtgetectggaccacagggtttccaagga
aaccccggtgaaccaggtgagcectggtgtttcaggtcecctceccggtectccaggaccacctggaccaccaggaaag
cctggtgacgacggagaagctggtaaaccaggaaaggcaggagagagaggtccacctggacctcagggtgccaga
ggtttcccaggtacccctggtcttcecctggtgtcaagggtcatagaggttacccecggtttggatggtgeccaagggt
gaagccggtgcccecctggtgttaagggtgaatcaggaagtcccggtgaaaatggaagtccecggtccaccecggteca
cctggactgccaggtgagagaggaagaaccggaccagctggtgctgcaggtgctagaggaaatgacggacagccc
ggaccagccggacctcccecggtecctgttgggeccgcaggtggtectggtttececctggtgectecctggageccaaagga
gaagccggacccaccggagccagaggtcccgagggagcacagggacctagaggagaaccaggtacaccaggtagt
cccggtcecctgctggtgcatcaggaaatcccggaactgacggtattccaggagcaaagggatctgcaggagcacca
ggaatagctggtgctcctggatttccaggtcccagaggacctecccggtecctcaaggagcaacaggtectttggga
ccaaaaggtcaaacaggagaaccaggtattgctggattcaaaggagagcaaggtccaaagggagagcccggteccc
gcaggtccccaaggagccccaggaccagctggtgaagaaggaaaaagaggagccagaggtgaacctggaggagta
ggacctattggtcctcctggtgagagaggtgctcccggaaacagaggttttecctggtcaagatggtectggectgga
cctaaaggtgctccaggagagagaggaccttcaggacttgctggtccaaaaggtgctaacggagatccaggaaga
cccggtgaacctggtctgecctggagctagaggattaacaggaagaccaggtgacgcaggtccccagggtaaagtyg
ggtcccagtggtgccccaggtgaagatggaagacctggtcctceccggaccccaaggtgcaagaggtcagectgga
gtgatgggatttcctggacccaagggtgctaacggagaacctggaaaagctggtgagaaaggactgccecggtgec
ccaggtcttagaggtttgccaggtaaagatggagaaacaggagccgcaggaccacccggtccageccggaccagcea
ggagagagaggtgaacaaggagcacctggtccaagtggttttcagggtcttccaggtccececctggtccaccagga
gagggaggtaaaccaggtgaccaaggtgtccctggagaagcaggtgcacccggtcttgtgggtccaagaggtgaa
agaggattccctggtgagagaggatctcccggagecccagggacttcaaggtecctagaggtectgeccaggtaccect
ggtacagacggaccaaagggagcatcaggacccgctggacctcccggagecccaaggtceccteccaggtttacaaggt
atgcctggtgaaagaggtgctgcaggtatagctggaccaaaaggagacagaggtgacgttggtgagaagggtccc
gaaggagcccctggaaaagatggtggaagaggattaacaggtcctataggaccacccggtccagecggtgctaat
ggagaaaaaggagaagtaggtcctccaggtccagcaggatctgcaggtgctagaggtgcccctggagagagaggt
gaaacaggaccacctggtccagctggtttcgctggtceccccaggagectgatggacageccggtgcaaaaggtgaa
caaggagaagccggacagaagggagatgctggagccccecggtccacaaggtceccctcaggagcaccaggtectcaa
ggtccaactggtgtgaccgggccaaagggtgcaagaggagcacagggacctccaggagcaacaggtttecccagga
gctgctggtagagtcggtccacccggatctaatggtaaccccggaccaccaggaccacctggaccatctggaaag
gatggacccaaaggagcaagaggagattcaggaccacccggaagagcaggagaacctggattacagggtccecgec
ggtccaccaggagagaaaggagagcccggagatgatggtcecctcaggtgcagagggaccecccaggaccccaaggt
ctggcaggtcaaagaggtatagtgggtcttccaggtcaaagaggtgaaagaggatttccaggacttccaggtcect



tcaggtgaacccggtaaacagggagcccccggagcectcaggtgacagaggtcecctccaggaccagtaggacccceca
ggtttaaccggaccagcaggtgagccaggaagagaaggttctecctggageccgatggacctccaggaagagacggt
gcagctggtgttaagggtgacagaggtgaaactggagccgtaggagccccaggtgecceccecggaccacccggatceca
cccggacctgcaggtcecctactggtaaacaaggagatagaggagaagccggtgecccagggtectatgggtecttet
ggtcctgcaggagcaagaggtatacaaggtccacagggtcccagaggtgacaagggtgaagcaggagaacccggt
gagagaggtctgaagggtcatagaggattcaccgggttacagggtttgccaggacccecctggaccaagtggtgac
cagggtgcatccggtccagcaggtccttctggaccaagaggtcctecccggteccagttggteccatcaggtaaagac
ggagccaacggtatcccaggtcccatcggtceccteccaggtcctagaggaagaagtggagagactggtcecctgcectgga
cctcctggaaaccctggtcecctccaggacctccaggtecctccaggtecccggaatagatatgtececgetttegetgga
ttgggaccaagagagaaaggtcctgaccctcttcaatatatgagagca</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="7">

<INSDSeg>

<INSDSeq length>1071</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..1071</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gl9">

<INSDQualifier name>note</INSDQualifier name>

<INSDQualifier value>Amino acid sequence of al (I) Ml with N-terminal
Strep-Tag II tag and C-terminal 6 x His Tag</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="gl8">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Artificial Sequence</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeq sequence>WSHPQFEKQLSYGYDEKSTGGISVPGPMGPSGPRGLPGPPGAPGPQGFQGPPGEPGE
PGASGPPGPPGPPGPPGKNGDDGEAGKPGRPGERGPPGPQGARGLPGTAGLPGMKGHRGEFSGLDGAKGDAGPAGP
KGEPGSPGENGAPGQPGPPGLPGERGRPGAPGPAGARGNDGATGAAGPPGPTGPAGPPGFPGAVGAKGEAGPQGP
RGSEGPQGVRGEPGPPGPAGAAGPAGNPGADGQPGAKGANGAPGIAGAPGFPGARGPSGPQGPGGPPGPKGNSGE
PGAPGSKGDTGAKGEPGPVGVQGPPGPAGEEGKRGARGEPGPTGLPGPPGERGGPGSRGFPGADGVAGPKGPAGE
RGSPGPAGPKGSPGEAGRPGEAGLPGAKGLTGSPGSPGPDGKTGPPGPAGODGRPGPPGPPGARGQAGVMGEPGP
KGAAGEPGKAGERGVPGPPGAVGPAGKDGEAGAQGPPGPAGPAGERGEQGPAGSPGFQGLPGPAGPPGEAGKPGE
QOGVPGDLGAPGPSGARGERGFPGERGVQGPPGPAGPRGANGAPGNDGAKGDAGAPGAPGSQGAPGLOGMPGERGA
AGLPGPKGDRGDAGPKGADGSPGKDGVRGLTGPIGPPGPAGAPGDKGESGPSGPAGPTGARGAPGDRGEPGPPGP
AGFAGPPGADGQPGAKGEPGDAGAKGDAGPPGPAGPAGPPGPIGNVGAPGAKGARGSAGPPGATGFPGAAGRVGP
PGPSGNAGPPGPPGPAGKEGGKGPRGETGPAGRPGEVGPPGPPGPAGEKGSPGADGPAGAPGTPGPQGIAGQRGV
VGLPGORGERGFPGLPGPSGEPGKQGPSGASGERGPPGPMGPPGLAGPPGESGREGAPGAEGSPGRDGSPGAKGD
RGETGPAGPPGAPGAPGAPGPVGPAGKSGDRGETGPAGPAGPVGPVGARGPAGPQGPRGDKGETGEQGDRGIKGH
RGFSGLOGPPGPPGSPGEQGPSGASGPAGPRGPPGSAGAPGKDGLNGLPGPIGPPGPRGRTGDAGPVGPPGPPGP
PGPPGPPSAGFDFSFLPQPPQEKAHDGGRYYRAHHHHHH</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="8">

<INSDSeg>

<INSDSeq length>3216</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>



<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..3216</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>other DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g22">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier value>DNA sequence of gene COLI1AIMIl encoding al (I) M1 with
N-terminal Strep-Tag II tag and C-terminal 6 x His
Tag</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g21">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Artificial Sequence</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeq sequence>tggtctcatccacaatttgaaaagcaacttagttatggatacgatgaaaaatccaca
ggtggaatcagtgttcctggacctatgggtccatcaggtccaagaggtttaccaggacctccaggtgeccccaggt
ccccagggatttcaaggtccaccaggagagcctggtgagccaggagcttcectggtccacctggteccectggacca
cctggtcctccaggaaagaatggagatgatggtgaagctggaaaacctggaagacctggagaaagaggaccacca
ggaccccagggtgccagaggactgccaggtaccgcaggtctgectggaatgaaaggtcatagaggattttcagga
ttagacggtgcaaagggagacgctggacctgcaggaccaaagggtgagccaggaagtccaggagagaatggtgca
ccaggacagccaggtccacctggactgcccggtgaaagaggtagacccggagcaccaggaccagcaggtgcaaga
ggaaatgatggagctacaggtgctgcaggacccccaggtccaacaggaccageccggtectecececggtttceccaggt
gccgttggagcaaaaggtgaagctggtccacagggtccaagaggttctgaaggtccacagggagttagaggagaa
ccaggaccccctggaccagctggtgcagcaggaccagctggtaaccctggtgectgacggtcageccaggtgectaag
ggagcaaatggagcaccaggaatagctggtgccccaggatttecccggtgctagaggtccaagtggtccacaagga
ccaggaggtccacccggtcccaaaggaaacagtggagaaccaggtgcacccggttcaaagggagatacaggagcet
aaaggagagcccggtccagtgggtgttcagggaccacccggacctgctggagaggaaggtaaaagaggtgcaaga
ggtgagccaggaccaacaggtctgcctggtccececctggtgaaagaggtggtccaggtagtagaggatttccagga
gctgatggtgttgcaggaccaaagggacccgcaggtgagagaggatcacccggtccageccggaccaaaaggatca
ccaggagaagctggtagaccaggagaagctggtctgccaggtgctaaaggattgacaggatcaccecggttcacct
ggtcctgatggaaagacaggacctccaggtcccgctggtcaggacggtagaccaggacccccaggacccecccaggt
gcaagaggtcaggcaggtgtaatgggtttccccggacctaaaggagcagctggagaacctggtaaagctggagag
agaggagtgcctggaccccctggagctgttggtccagcaggaaaggatggtgaggcaggtgcacaaggtccacct
ggacccgctggacctgcaggtgagagaggagagcaaggtcccgcaggttctceccaggttttcagggtttgecaggt
ccagccggtcecctcecctggagaggcaggaaagccaggagaacaaggagttccaggagacctgggtgcaccaggaccce
tctggtgcaagaggagagagaggatttcctggagaaagaggtgtgcagggaccaccaggtcccgeccggtccaaga
ggagcaaatggagcccctggaaatgacggagctaagggtgacgctggtgcaccaggagcaccaggttctcaaggt
gctcccggattgcagggtatgecctggagagagaggtgcagctggactgccaggtccaaaaggtgacagaggagac
gccggtcctaagggagctgacggttctcecctggaaaggacggtgtgagaggtttgacaggaccaataggtccaccce
ggtcctgctggagcccctggagacaaaggtgaatcaggtcectteccggtccageccggaccaacaggagcaagagga
gcacctggagacagaggagagccaggtcctccaggacctgcaggtttcgectggtecctecccggagcagatggacag
ccaggagctaagggagaacccggtgacgctggtgctaagggagatgcaggtccaccaggtcctgctggtecctget
ggacctcccggaccaataggtaatgttggagcacccggagcaaaaggtgccagaggttcecgcaggtecteccgga
gcaactggttttccaggagctgccggaagagtgggtccacctggteccttctggaaatgcaggaccaccaggtcect
cctggtccagccggaaaggaaggtggaaagggacctagaggagaaacaggtcccgcaggtagacccggtgaggtyg
ggtccacctggtccacccggtccagectggtgagaaaggaagtcctggagcagacggaccagctggtgeccectggt
acaccaggaccccaaggaatagctggtcaaagaggtgttgttggtttaccaggtcagagaggagaaagaggtttt
ccaggattaccaggtccctcaggtgagcccggaaaacagggtcecctcaggagcaagtggtgaaagaggaccacca
ggaccaatgggacctccaggattagctggtccaccaggagaatcaggaagagagggtgctcctggagcagaaggt
tcaccaggaagagacggttcacccggagccaagggagacagaggtgaaacaggtcccgcaggtceccaccaggagceca
cccggagcccecctggtgcectceccaggacctgtcggaccagcaggaaaatccggtgacagaggtgagactggacccgea
ggtcctgctggtcctgttggaccagtgggtgcaagaggaccagcaggtccacaaggtccaagaggtgacaaaggt
gagacaggtgagcagggtgacagaggaattaaaggtcacagaggattttcaggactgcagggaccacccggtect
cccggttccecccaggagagcaaggtccatccggtgcatcecggtccagetggacccagaggaccacctggttetget



ggtgcaccaggtaaagatggattgaacggtttgcctggtccaataggacctcctggtccaagaggaagaactggt
gacgccggtcccgtcggaccacccggtccaccaggtceccccaggtceccacccggaccaccateccgcaggatttgat
ttctcattccttcctcaacctecctcaagagaaagcacatgatggaggtagatactatagagcccatcaccaccat
catcattaa</INSDSeq_ sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="9">

<INSDSeg>

<INSDSeq length>1076</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..1076</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g25">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier value>Amino acid sequence of al (II) M6 with N-terminal
Strep-Tag II tag and C-terminal 6 x His Tag</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="g24">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Artificial Sequence</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>EFWSHPQFEKQMAGGFDEKAGGAQLGPPQGPPGPPGPPGPPGPAGAPGPQGFQGNPG</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="10">

<INSDSeg>

<INSDSeq length>3231</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..3231</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>



<INSDQualifier value>other DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g28">

<INSDQualifier name>note</INSDQualifier name>

<INSDQualifier value>DNA sequence of gene COL2AIM6 encoding al (II) M6 with
N-terminal Strep-Tag II tag and C-terminal 6 x His
Tag</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g27">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Artificial Sequence</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeq sequence>gaattctggagtcatcctcaattcgaaaaacaaatggctggtggattcgatgaaaag
gctggtggagcccaattaggtcctccacaaggtcecctceccecggtccacctggtecteccecggtecteccaggtececgec
ggtgctcctggaccacagggtttccaaggaaaccccggtgaaccaggtgagectggtgtttcaggtecctececggt
cctccaggaccacctggaccaccaggaaagcctggtgacgacggagaagctggtaaaccaggaaaggcaggagag
agaggtccacctggacctcagggtgccagaggtttcccaggtaccectggtecttecctggtgtcaagggtcataga
ggttaccccggtttggatggtgccaagggtgaagccggtgecccectggtgttaagggtgaatcaggaagteccecggt
gaaaatggaagtcccggtccacccggtccacctggactgccaggtgagagaggaagaaccggaccagctggtget
gcaggtgctagaggaaatgacggacagcccggaccagccggaccteccecggtectgttgggececgecaggtggtect
ggtttccctggtgctecctggagccaaaggagaagccggacccaccggageccagaggtcccgagggagcacaggga
cctagaggagaaccaggtacaccaggtagtcccggtcctgectggtgcatcaggaaatcccggaactgacggtatt
ccaggagcaaagggatctgcaggagcaccaggaatagctggtgctcctggatttccaggtcccagaggacctecce
ggtcctcaaggagcaacaggtcctttgggaccaaaaggtcaaacaggagaaccaggtattgctggattcaaagga
gagcaaggtccaaagggagagcccggtccecgcaggtcceccaaggagecccaggaccagectggtgaagaaggaaaa
agaggagccagaggtgaacctggaggagtaggacctattggtcctecctggtgagagaggtgctcccggaaacaga
ggttttcctggtcaagatggtctggctggacctaaaggtgctccaggagagagaggaccttcaggacttgectggt
ccaaaaggtgctaacggagatccaggaagacccggtgaacctggtctgecctggagctagaggattaacaggaaga
ccaggtgacgcaggtccccagggtaaagtgggtcccagtggtgeccccaggtgaagatggaagacctggtectecce
ggaccccaaggtgcaagaggtcagcctggagtgatgggatttecctggacccaagggtgctaacggagaacctgga
aaagctggtgagaaaggactgcccggtgccccaggtcttagaggtttgeccaggtaaagatggagaaacaggagcc
gcaggaccacccggtccagccggaccagcaggagagagaggtgaacaaggagcacctggtccaagtggttttcag
ggtcttccaggtccccecctggtccaccaggagagggaggtaaaccaggtgaccaaggtgteccctggagaagcaggt
gcacccggtcttgtgggtccaagaggtgaaagaggattccctggtgagagaggatctcccggageccagggactt
caaggtcctagaggtctgccaggtacccctggtacagacggaccaaagggagcatcaggacccgctggacctecce
ggagcccaaggtcctccaggtttacaaggtatgecctggtgaaagaggtgctgcaggtatagctggaccaaaagga
gacagaggtgacgttggtgagaagggtcccgaaggagcccctggaaaagatggtggaagaggattaacaggtcecet
ataggaccacccggtccagccggtgctaatggagaaaaaggagaagtaggtcctccaggtccagcaggatctgcea
ggtgctagaggtgcccctggagagagaggtgaaacaggaccacctggtccagectggtttegectggtecceccagga
gctgatggacagcccggtgcaaaaggtgaacaaggagaagccggacagaagggagatgctggagccccececggtceeca
caaggtccctcaggagcaccaggtcctcaaggtccaactggtgtgaccgggccaaagggtgcaagaggagcacag
ggacctccaggagcaacaggtttcccaggagctgctggtagagtcggtccacccggatctaatggtaaccccgga
ccaccaggaccacctggaccatctggaaaggatggacccaaaggagcaagaggagattcaggaccacccggaaga
gcaggagaacctggattacagggtcccgccggtccaccaggagagaaaggagagcecccggagatgatggtecectea
ggtgcagagggacccccaggaccccaaggtctggcaggtcaaagaggtatagtgggtcttccaggtcaaagaggt
gaaagaggatttccaggacttccaggtccttcaggtgaacccggtaaacagggagcccccggagectcaggtgac
agaggtcctccaggaccagtaggacccccaggtttaaccggaccagcaggtgagccaggaagagaaggttcectect
ggagccgatggacctccaggaagagacggtgcagctggtgttaagggtgacagaggtgaaactggagccgtagga
gccccaggtgcccceccggaccacccggatcacccggacctgcaggtectactggtaaacaaggagatagaggagaa
gccggtgcccagggtcectatgggteccttectggtecctgcaggagcaagaggtatacaaggtccacagggtecccaga
ggtgacaagggtgaagcaggagaacccggtgagagaggtctgaagggtcatagaggattcaccgggttacagggt
ttgccaggaccccctggaccaagtggtgaccagggtgcatccggtccagcaggteccttectggaccaagaggtect
cccggtccagttggtccatcaggtaaagacggagccaacggtatcccaggtcecccatecggtectceccaggtectaga
ggaagaagtggagagactggtcctgctggacctcctggaaaccctggtcctccaggacctccaggteccteccaggt
cccggaatagatatgtccgectttecgectggattgggaccaagagagaaaggtcctgaccctecttcaatatatgaga
gcacaccatcaccatcatcactaa</INSDSeq sequence>

</INSDSeqg>

</SequenceData>



</ST26Sequencelisting>

10



