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<ST26SequenceListing dtdVersion="V1_3" fileName="Sequence 
Listing.xml" softwareName="WIPO 
Sequence" softwareVersion="2.3.0" productionDate="2024-03-28"> 
<ApplicantFileReference>ZZLJSU240024EP-PCT</ApplicantFileReference> 
<EarliestPriorityApplicationIdentification> 
<IPOfficeCode>CN</IPOfficeCode> 
<ApplicationNumberText>CN202111470250.8</ApplicationNumberText> 
<FilingDate>2021-12-03</FilingDate> 
</EarliestPriorityApplicationIdentification> 
<ApplicantName languageCode="en">JIANGSU TRAUTEC MEDICAL TECHNOLOGY CO., 
LTD.</ApplicantName> 
<InventionTitle languageCode="en">RECOMBINANT COLLAGEN AND PREPARATION 
METHOD AND USE THEREOF</InventionTitle> 
<SequenceTotalQuantity>10</SequenceTotalQuantity> 
<SequenceData sequenceIDNumber="1"> 
<INSDSeq> 
<INSDSeq_length>1057</INSDSeq_length> 
<INSDSeq_moltype>AA</INSDSeq_moltype> 
<INSDSeq_division>PAT</INSDSeq_division> 
<INSDSeq_feature-table> 
<INSDFeature> 
<INSDFeature_key>source</INSDFeature_key> 
<INSDFeature_location>1..1057</INSDFeature_location> 
<INSDFeature_quals> 
<INSDQualifier> 
<INSDQualifier_name>mol_type</INSDQualifier_name> 
<INSDQualifier_value>protein</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q2"> 
<INSDQualifier_name>organism</INSDQualifier_name> 
<INSDQualifier_value>Homo sapiens</INSDQualifier_value> 
</INSDQualifier> 
</INSDFeature_quals> 
</INSDFeature> 
</INSDSeq_feature-table> 
<INSDSeq_sequence>QLSYGYDEKSTGGISVPGPMGPSGPRGLPGPPGAPGPQGFQGPPGEPGEPGASGPMG
PRGPPGPPGKNGDDGEAGKPGRPGERGPPGPQGARGLPGTAGLPGMKGHRGFSGLDGAKGDAGPAGPKGEPGSPG
ENGAPGQMGPRGLPGERGRPGAPGPAGARGNDGATGAAGPPGPTGPAGPPGFPGAVGAKGEAGPQGPRGSEGPQG
VRGEPGPPGPAGAAGPAGNPGADGQPGAKGANGAPGIAGAPGFPGARGPSGPQGPGGPPGPKGNSGEPGAPGSKG
DTGAKGEPGPVGVQGPPGPAGEEGKRGARGEPGPTGLPGPPGERGGPGSRGFPGADGVAGPKGPAGERGSPGPAG
PKGSPGEAGRPGEAGLPGAKGLTGSPGSPGPDGKTGPPGPAGQDGRPGPPGPPGARGQAGVMGFPGPKGAAGEPG
KAGERGVPGPPGAVGPAGKDGEAGAQGPPGPAGPAGERGEQGPAGSPGFQGLPGPAGPPGEAGKPGEQGVPGDLG
APGPSGARGERGFPGERGVQGPPGPAGPRGANGAPGNDGAKGDAGAPGAPGSQGAPGLQGMPGERGAAGLPGPKG
DRGDAGPKGADGSPGKDGVRGLTGPIGPPGPAGAPGDKGESGPSGPAGPTGARGAPGDRGEPGPPGPAGFAGPPG
ADGQPGAKGEPGDAGAKGDAGPPGPAGPAGPPGPIGNVGAPGAKGARGSAGPPGATGFPGAAGRVGPPGPSGNAG
PPGPPGPAGKEGGKGPRGETGPAGRPGEVGPPGPPGPAGEKGSPGADGPAGAPGTPGPQGIAGQRGVVGLPGQRG
ERGFPGLPGPSGEPGKQGPSGASGERGPPGPMGPPGLAGPPGESGREGAPGAEGSPGRDGSPGAKGDRGETGPAG
PPGAPGAPGAPGPVGPAGKSGDRGETGPAGPAGPVGPVGARGPAGPQGPRGDKGETGEQGDRGIKGHRGFSGLQG
PPGPPGSPGEQGPSGASGPAGPRGPPGSAGAPGKDGLNGLPGPIGPPGPRGRTGDAGPVGPPGPPGPPGPPGPPS
AGFDFSFLPQPPQEKAHDGGRYYRA</INSDSeq_sequence> 
</INSDSeq> 
</SequenceData> 
<SequenceData sequenceIDNumber="2"> 
<INSDSeq> 
<INSDSeq_length>1057</INSDSeq_length> 
<INSDSeq_moltype>AA</INSDSeq_moltype> 
<INSDSeq_division>PAT</INSDSeq_division> 
<INSDSeq_feature-table> 
<INSDFeature> 
<INSDFeature_key>source</INSDFeature_key> 
<INSDFeature_location>1..1057</INSDFeature_location> 
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<INSDFeature_quals> 
<INSDQualifier> 
<INSDQualifier_name>mol_type</INSDQualifier_name> 
<INSDQualifier_value>protein</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q5"> 
<INSDQualifier_name>note</INSDQualifier_name> 
<INSDQualifier_value>Amino acid sequence of a1 (I) M1</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q4"> 
<INSDQualifier_name>organism</INSDQualifier_name> 
<INSDQualifier_value>Artificial Sequence</INSDQualifier_value> 
</INSDQualifier> 
</INSDFeature_quals> 
</INSDFeature> 
</INSDSeq_feature-table> 
<INSDSeq_sequence>QLSYGYDEKSTGGISVPGPMGPSGPRGLPGPPGAPGPQGFQGPPGEPGEPGASGPPG
PPGPPGPPGKNGDDGEAGKPGRPGERGPPGPQGARGLPGTAGLPGMKGHRGFSGLDGAKGDAGPAGPKGEPGSPG
ENGAPGQPGPPGLPGERGRPGAPGPAGARGNDGATGAAGPPGPTGPAGPPGFPGAVGAKGEAGPQGPRGSEGPQG
VRGEPGPPGPAGAAGPAGNPGADGQPGAKGANGAPGIAGAPGFPGARGPSGPQGPGGPPGPKGNSGEPGAPGSKG
DTGAKGEPGPVGVQGPPGPAGEEGKRGARGEPGPTGLPGPPGERGGPGSRGFPGADGVAGPKGPAGERGSPGPAG
PKGSPGEAGRPGEAGLPGAKGLTGSPGSPGPDGKTGPPGPAGQDGRPGPPGPPGARGQAGVMGFPGPKGAAGEPG
KAGERGVPGPPGAVGPAGKDGEAGAQGPPGPAGPAGERGEQGPAGSPGFQGLPGPAGPPGEAGKPGEQGVPGDLG
APGPSGARGERGFPGERGVQGPPGPAGPRGANGAPGNDGAKGDAGAPGAPGSQGAPGLQGMPGERGAAGLPGPKG
DRGDAGPKGADGSPGKDGVRGLTGPIGPPGPAGAPGDKGESGPSGPAGPTGARGAPGDRGEPGPPGPAGFAGPPG
ADGQPGAKGEPGDAGAKGDAGPPGPAGPAGPPGPIGNVGAPGAKGARGSAGPPGATGFPGAAGRVGPPGPSGNAG
PPGPPGPAGKEGGKGPRGETGPAGRPGEVGPPGPPGPAGEKGSPGADGPAGAPGTPGPQGIAGQRGVVGLPGQRG
ERGFPGLPGPSGEPGKQGPSGASGERGPPGPMGPPGLAGPPGESGREGAPGAEGSPGRDGSPGAKGDRGETGPAG
PPGAPGAPGAPGPVGPAGKSGDRGETGPAGPAGPVGPVGARGPAGPQGPRGDKGETGEQGDRGIKGHRGFSGLQG
PPGPPGSPGEQGPSGASGPAGPRGPPGSAGAPGKDGLNGLPGPIGPPGPRGRTGDAGPVGPPGPPGPPGPPGPPS
AGFDFSFLPQPPQEKAHDGGRYYRA</INSDSeq_sequence> 
</INSDSeq> 
</SequenceData> 
<SequenceData sequenceIDNumber="3"> 
<INSDSeq> 
<INSDSeq_length>3171</INSDSeq_length> 
<INSDSeq_moltype>DNA</INSDSeq_moltype> 
<INSDSeq_division>PAT</INSDSeq_division> 
<INSDSeq_feature-table> 
<INSDFeature> 
<INSDFeature_key>source</INSDFeature_key> 
<INSDFeature_location>1..3171</INSDFeature_location> 
<INSDFeature_quals> 
<INSDQualifier> 
<INSDQualifier_name>mol_type</INSDQualifier_name> 
<INSDQualifier_value>other DNA</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q8"> 
<INSDQualifier_name>note</INSDQualifier_name> 
<INSDQualifier_value>Nucleotide sequence encoding a1 (I) 
M1</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q7"> 
<INSDQualifier_name>organism</INSDQualifier_name> 
<INSDQualifier_value>Artificial Sequence</INSDQualifier_value> 
</INSDQualifier> 
</INSDFeature_quals> 
</INSDFeature> 
</INSDSeq_feature-table> 
<INSDSeq_sequence>caacttagttatggatacgatgaaaaatccacaggtggaatcagtgttcctggacct
atgggtccatcaggtccaagaggtttaccaggacctccaggtgccccaggtccccagggatttcaaggtccacca
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ggagagcctggtgagccaggagcttctggtccacctggtccccctggaccacctggtcctccaggaaagaatgga
gatgatggtgaagctggaaaacctggaagacctggagaaagaggaccaccaggaccccagggtgccagaggactg
ccaggtaccgcaggtctgcctggaatgaaaggtcatagaggattttcaggattagacggtgcaaagggagacgct
ggacctgcaggaccaaagggtgagccaggaagtccaggagagaatggtgcaccaggacagccaggtccacctgga
ctgcccggtgaaagaggtagacccggagcaccaggaccagcaggtgcaagaggaaatgatggagctacaggtgct
gcaggacccccaggtccaacaggaccagccggtcctcccggtttcccaggtgccgttggagcaaaaggtgaagct
ggtccacagggtccaagaggttctgaaggtccacagggagttagaggagaaccaggaccccctggaccagctggt
gcagcaggaccagctggtaaccctggtgctgacggtcagccaggtgctaagggagcaaatggagcaccaggaata
gctggtgccccaggatttcccggtgctagaggtccaagtggtccacaaggaccaggaggtccacccggtcccaaa
ggaaacagtggagaaccaggtgcacccggttcaaagggagatacaggagctaaaggagagcccggtccagtgggt
gttcagggaccacccggacctgctggagaggaaggtaaaagaggtgcaagaggtgagccaggaccaacaggtctg
cctggtccccctggtgaaagaggtggtccaggtagtagaggatttccaggagctgatggtgttgcaggaccaaag
ggacccgcaggtgagagaggatcacccggtccagccggaccaaaaggatcaccaggagaagctggtagaccagga
gaagctggtctgccaggtgctaaaggattgacaggatcacccggttcacctggtcctgatggaaagacaggacct
ccaggtcccgctggtcaggacggtagaccaggacccccaggacccccaggtgcaagaggtcaggcaggtgtaatg
ggtttccccggacctaaaggagcagctggagaacctggtaaagctggagagagaggagtgcctggaccccctgga
gctgttggtccagcaggaaaggatggtgaggcaggtgcacaaggtccacctggacccgctggacctgcaggtgag
agaggagagcaaggtcccgcaggttctccaggttttcagggtttgccaggtccagccggtcctcctggagaggca
ggaaagccaggagaacaaggagttccaggagacctgggtgcaccaggaccctctggtgcaagaggagagagagga
tttcctggagaaagaggtgtgcagggaccaccaggtcccgccggtccaagaggagcaaatggagcccctggaaat
gacggagctaagggtgacgctggtgcaccaggagcaccaggttctcaaggtgctcccggattgcagggtatgcct
ggagagagaggtgcagctggactgccaggtccaaaaggtgacagaggagacgccggtcctaagggagctgacggt
tctcctggaaaggacggtgtgagaggtttgacaggaccaataggtccacccggtcctgctggagcccctggagac
aaaggtgaatcaggtccttccggtccagccggaccaacaggagcaagaggagcacctggagacagaggagagcca
ggtcctccaggacctgcaggtttcgctggtcctcccggagcagatggacagccaggagctaagggagaacccggt
gacgctggtgctaagggagatgcaggtccaccaggtcctgctggtcctgctggacctcccggaccaataggtaat
gttggagcacccggagcaaaaggtgccagaggttccgcaggtcctcccggagcaactggttttccaggagctgcc
ggaagagtgggtccacctggtccttctggaaatgcaggaccaccaggtcctcctggtccagccggaaaggaaggt
ggaaagggacctagaggagaaacaggtcccgcaggtagacccggtgaggtgggtccacctggtccacccggtcca
gctggtgagaaaggaagtcctggagcagacggaccagctggtgcccctggtacaccaggaccccaaggaatagct
ggtcaaagaggtgttgttggtttaccaggtcagagaggagaaagaggttttccaggattaccaggtccctcaggt
gagcccggaaaacagggtccctcaggagcaagtggtgaaagaggaccaccaggaccaatgggacctccaggatta
gctggtccaccaggagaatcaggaagagagggtgctcctggagcagaaggttcaccaggaagagacggttcaccc
ggagccaagggagacagaggtgaaacaggtcccgcaggtccaccaggagcacccggagcccctggtgctccagga
cctgtcggaccagcaggaaaatccggtgacagaggtgagactggacccgcaggtcctgctggtcctgttggacca
gtgggtgcaagaggaccagcaggtccacaaggtccaagaggtgacaaaggtgagacaggtgagcagggtgacaga
ggaattaaaggtcacagaggattttcaggactgcagggaccacccggtcctcccggttccccaggagagcaaggt
ccatccggtgcatccggtccagctggacccagaggaccacctggttctgctggtgcaccaggtaaagatggattg
aacggtttgcctggtccaataggacctcctggtccaagaggaagaactggtgacgccggtcccgtcggaccaccc
ggtccaccaggtcccccaggtccacccggaccaccatccgcaggatttgatttctcattccttcctcaacctcct
caagagaaagcacatgatggaggtagatactatagagcc</INSDSeq_sequence> 
</INSDSeq> 
</SequenceData> 
<SequenceData sequenceIDNumber="4"> 
<INSDSeq> 
<INSDSeq_length>1060</INSDSeq_length> 
<INSDSeq_moltype>AA</INSDSeq_moltype> 
<INSDSeq_division>PAT</INSDSeq_division> 
<INSDSeq_feature-table> 
<INSDFeature> 
<INSDFeature_key>source</INSDFeature_key> 
<INSDFeature_location>1..1060</INSDFeature_location> 
<INSDFeature_quals> 
<INSDQualifier> 
<INSDQualifier_name>mol_type</INSDQualifier_name> 
<INSDQualifier_value>protein</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q10"> 
<INSDQualifier_name>organism</INSDQualifier_name> 
<INSDQualifier_value>Homo sapiens</INSDQualifier_value> 
</INSDQualifier> 
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</INSDFeature_quals> 
</INSDFeature> 
</INSDSeq_feature-table> 
<INSDSeq_sequence>QMAGGFDEKAGGAQLGVMQGPMGPMGPRGPPGPAGAPGPQGFQGNPGEPGEPGVSGP</INSDSeq_sequence> 
</INSDSeq> 
</SequenceData> 
<SequenceData sequenceIDNumber="5"> 
<INSDSeq> 
<INSDSeq_length>1060</INSDSeq_length> 
<INSDSeq_moltype>AA</INSDSeq_moltype> 
<INSDSeq_division>PAT</INSDSeq_division> 
<INSDSeq_feature-table> 
<INSDFeature> 
<INSDFeature_key>source</INSDFeature_key> 
<INSDFeature_location>1..1060</INSDFeature_location> 
<INSDFeature_quals> 
<INSDQualifier> 
<INSDQualifier_name>mol_type</INSDQualifier_name> 
<INSDQualifier_value>protein</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q13"> 
<INSDQualifier_name>note</INSDQualifier_name> 
<INSDQualifier_value>Amino acid sequence of a1 (II) 
M6</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q12"> 
<INSDQualifier_name>organism</INSDQualifier_name> 
<INSDQualifier_value>Artificial Sequence</INSDQualifier_value> 
</INSDQualifier> 
</INSDFeature_quals> 
</INSDFeature> 
</INSDSeq_feature-table> 
<INSDSeq_sequence>QMAGGFDEKAGGAQLGPPQGPPGPPGPPGPPGPAGAPGPQGFQGNPGEPGEPGVSGP</INSDSeq_sequence> 
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</INSDSeq> 
</SequenceData> 
<SequenceData sequenceIDNumber="6"> 
<INSDSeq> 
<INSDSeq_length>3180</INSDSeq_length> 
<INSDSeq_moltype>DNA</INSDSeq_moltype> 
<INSDSeq_division>PAT</INSDSeq_division> 
<INSDSeq_feature-table> 
<INSDFeature> 
<INSDFeature_key>source</INSDFeature_key> 
<INSDFeature_location>1..3180</INSDFeature_location> 
<INSDFeature_quals> 
<INSDQualifier> 
<INSDQualifier_name>mol_type</INSDQualifier_name> 
<INSDQualifier_value>other DNA</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q16"> 
<INSDQualifier_name>note</INSDQualifier_name> 
<INSDQualifier_value>Nucleotide sequence encoding a1 (II) 
M6</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q15"> 
<INSDQualifier_name>organism</INSDQualifier_name> 
<INSDQualifier_value>Artificial Sequence</INSDQualifier_value> 
</INSDQualifier> 
</INSDFeature_quals> 
</INSDFeature> 
</INSDSeq_feature-table> 
<INSDSeq_sequence>caaatggctggtggattcgatgaaaaggctggtggagcccaattaggtcctccacaa
ggtcctcccggtccacctggtcctcccggtcctccaggtcccgccggtgctcctggaccacagggtttccaagga
aaccccggtgaaccaggtgagcctggtgtttcaggtcctcccggtcctccaggaccacctggaccaccaggaaag
cctggtgacgacggagaagctggtaaaccaggaaaggcaggagagagaggtccacctggacctcagggtgccaga
ggtttcccaggtacccctggtcttcctggtgtcaagggtcatagaggttaccccggtttggatggtgccaagggt
gaagccggtgcccctggtgttaagggtgaatcaggaagtcccggtgaaaatggaagtcccggtccacccggtcca
cctggactgccaggtgagagaggaagaaccggaccagctggtgctgcaggtgctagaggaaatgacggacagccc
ggaccagccggacctcccggtcctgttgggcccgcaggtggtcctggtttccctggtgctcctggagccaaagga
gaagccggacccaccggagccagaggtcccgagggagcacagggacctagaggagaaccaggtacaccaggtagt
cccggtcctgctggtgcatcaggaaatcccggaactgacggtattccaggagcaaagggatctgcaggagcacca
ggaatagctggtgctcctggatttccaggtcccagaggacctcccggtcctcaaggagcaacaggtcctttggga
ccaaaaggtcaaacaggagaaccaggtattgctggattcaaaggagagcaaggtccaaagggagagcccggtccc
gcaggtccccaaggagccccaggaccagctggtgaagaaggaaaaagaggagccagaggtgaacctggaggagta
ggacctattggtcctcctggtgagagaggtgctcccggaaacagaggttttcctggtcaagatggtctggctgga
cctaaaggtgctccaggagagagaggaccttcaggacttgctggtccaaaaggtgctaacggagatccaggaaga
cccggtgaacctggtctgcctggagctagaggattaacaggaagaccaggtgacgcaggtccccagggtaaagtg
ggtcccagtggtgccccaggtgaagatggaagacctggtcctcccggaccccaaggtgcaagaggtcagcctgga
gtgatgggatttcctggacccaagggtgctaacggagaacctggaaaagctggtgagaaaggactgcccggtgcc
ccaggtcttagaggtttgccaggtaaagatggagaaacaggagccgcaggaccacccggtccagccggaccagca
ggagagagaggtgaacaaggagcacctggtccaagtggttttcagggtcttccaggtccccctggtccaccagga
gagggaggtaaaccaggtgaccaaggtgtccctggagaagcaggtgcacccggtcttgtgggtccaagaggtgaa
agaggattccctggtgagagaggatctcccggagcccagggacttcaaggtcctagaggtctgccaggtacccct
ggtacagacggaccaaagggagcatcaggacccgctggacctcccggagcccaaggtcctccaggtttacaaggt
atgcctggtgaaagaggtgctgcaggtatagctggaccaaaaggagacagaggtgacgttggtgagaagggtccc
gaaggagcccctggaaaagatggtggaagaggattaacaggtcctataggaccacccggtccagccggtgctaat
ggagaaaaaggagaagtaggtcctccaggtccagcaggatctgcaggtgctagaggtgcccctggagagagaggt
gaaacaggaccacctggtccagctggtttcgctggtcccccaggagctgatggacagcccggtgcaaaaggtgaa
caaggagaagccggacagaagggagatgctggagcccccggtccacaaggtccctcaggagcaccaggtcctcaa
ggtccaactggtgtgaccgggccaaagggtgcaagaggagcacagggacctccaggagcaacaggtttcccagga
gctgctggtagagtcggtccacccggatctaatggtaaccccggaccaccaggaccacctggaccatctggaaag
gatggacccaaaggagcaagaggagattcaggaccacccggaagagcaggagaacctggattacagggtcccgcc
ggtccaccaggagagaaaggagagcccggagatgatggtccctcaggtgcagagggacccccaggaccccaaggt
ctggcaggtcaaagaggtatagtgggtcttccaggtcaaagaggtgaaagaggatttccaggacttccaggtcct
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tcaggtgaacccggtaaacagggagcccccggagcctcaggtgacagaggtcctccaggaccagtaggaccccca
ggtttaaccggaccagcaggtgagccaggaagagaaggttctcctggagccgatggacctccaggaagagacggt
gcagctggtgttaagggtgacagaggtgaaactggagccgtaggagccccaggtgcccccggaccacccggatca
cccggacctgcaggtcctactggtaaacaaggagatagaggagaagccggtgcccagggtcctatgggtccttct
ggtcctgcaggagcaagaggtatacaaggtccacagggtcccagaggtgacaagggtgaagcaggagaacccggt
gagagaggtctgaagggtcatagaggattcaccgggttacagggtttgccaggaccccctggaccaagtggtgac
cagggtgcatccggtccagcaggtccttctggaccaagaggtcctcccggtccagttggtccatcaggtaaagac
ggagccaacggtatcccaggtcccatcggtcctccaggtcctagaggaagaagtggagagactggtcctgctgga
cctcctggaaaccctggtcctccaggacctccaggtcctccaggtcccggaatagatatgtccgctttcgctgga
ttgggaccaagagagaaaggtcctgaccctcttcaatatatgagagca</INSDSeq_sequence> 
</INSDSeq> 
</SequenceData> 
<SequenceData sequenceIDNumber="7"> 
<INSDSeq> 
<INSDSeq_length>1071</INSDSeq_length> 
<INSDSeq_moltype>AA</INSDSeq_moltype> 
<INSDSeq_division>PAT</INSDSeq_division> 
<INSDSeq_feature-table> 
<INSDFeature> 
<INSDFeature_key>source</INSDFeature_key> 
<INSDFeature_location>1..1071</INSDFeature_location> 
<INSDFeature_quals> 
<INSDQualifier> 
<INSDQualifier_name>mol_type</INSDQualifier_name> 
<INSDQualifier_value>protein</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q19"> 
<INSDQualifier_name>note</INSDQualifier_name> 
<INSDQualifier_value>Amino acid sequence of a1 (I) M1 with N-terminal 
Strep-Tag II tag and C-terminal 6 x His Tag</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q18"> 
<INSDQualifier_name>organism</INSDQualifier_name> 
<INSDQualifier_value>Artificial Sequence</INSDQualifier_value> 
</INSDQualifier> 
</INSDFeature_quals> 
</INSDFeature> 
</INSDSeq_feature-table> 
<INSDSeq_sequence>WSHPQFEKQLSYGYDEKSTGGISVPGPMGPSGPRGLPGPPGAPGPQGFQGPPGEPGE
PGASGPPGPPGPPGPPGKNGDDGEAGKPGRPGERGPPGPQGARGLPGTAGLPGMKGHRGFSGLDGAKGDAGPAGP
KGEPGSPGENGAPGQPGPPGLPGERGRPGAPGPAGARGNDGATGAAGPPGPTGPAGPPGFPGAVGAKGEAGPQGP
RGSEGPQGVRGEPGPPGPAGAAGPAGNPGADGQPGAKGANGAPGIAGAPGFPGARGPSGPQGPGGPPGPKGNSGE
PGAPGSKGDTGAKGEPGPVGVQGPPGPAGEEGKRGARGEPGPTGLPGPPGERGGPGSRGFPGADGVAGPKGPAGE
RGSPGPAGPKGSPGEAGRPGEAGLPGAKGLTGSPGSPGPDGKTGPPGPAGQDGRPGPPGPPGARGQAGVMGFPGP
KGAAGEPGKAGERGVPGPPGAVGPAGKDGEAGAQGPPGPAGPAGERGEQGPAGSPGFQGLPGPAGPPGEAGKPGE
QGVPGDLGAPGPSGARGERGFPGERGVQGPPGPAGPRGANGAPGNDGAKGDAGAPGAPGSQGAPGLQGMPGERGA
AGLPGPKGDRGDAGPKGADGSPGKDGVRGLTGPIGPPGPAGAPGDKGESGPSGPAGPTGARGAPGDRGEPGPPGP
AGFAGPPGADGQPGAKGEPGDAGAKGDAGPPGPAGPAGPPGPIGNVGAPGAKGARGSAGPPGATGFPGAAGRVGP
PGPSGNAGPPGPPGPAGKEGGKGPRGETGPAGRPGEVGPPGPPGPAGEKGSPGADGPAGAPGTPGPQGIAGQRGV
VGLPGQRGERGFPGLPGPSGEPGKQGPSGASGERGPPGPMGPPGLAGPPGESGREGAPGAEGSPGRDGSPGAKGD
RGETGPAGPPGAPGAPGAPGPVGPAGKSGDRGETGPAGPAGPVGPVGARGPAGPQGPRGDKGETGEQGDRGIKGH
RGFSGLQGPPGPPGSPGEQGPSGASGPAGPRGPPGSAGAPGKDGLNGLPGPIGPPGPRGRTGDAGPVGPPGPPGP
PGPPGPPSAGFDFSFLPQPPQEKAHDGGRYYRAHHHHHH</INSDSeq_sequence> 
</INSDSeq> 
</SequenceData> 
<SequenceData sequenceIDNumber="8"> 
<INSDSeq> 
<INSDSeq_length>3216</INSDSeq_length> 
<INSDSeq_moltype>DNA</INSDSeq_moltype> 
<INSDSeq_division>PAT</INSDSeq_division> 
<INSDSeq_feature-table> 
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<INSDFeature> 
<INSDFeature_key>source</INSDFeature_key> 
<INSDFeature_location>1..3216</INSDFeature_location> 
<INSDFeature_quals> 
<INSDQualifier> 
<INSDQualifier_name>mol_type</INSDQualifier_name> 
<INSDQualifier_value>other DNA</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q22"> 
<INSDQualifier_name>note</INSDQualifier_name> 
<INSDQualifier_value>DNA sequence of gene COL1A1M1 encoding a1 (I) M1 with 
N-terminal Strep-Tag II tag and C-terminal 6 x His 
Tag</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q21"> 
<INSDQualifier_name>organism</INSDQualifier_name> 
<INSDQualifier_value>Artificial Sequence</INSDQualifier_value> 
</INSDQualifier> 
</INSDFeature_quals> 
</INSDFeature> 
</INSDSeq_feature-table> 
<INSDSeq_sequence>tggtctcatccacaatttgaaaagcaacttagttatggatacgatgaaaaatccaca
ggtggaatcagtgttcctggacctatgggtccatcaggtccaagaggtttaccaggacctccaggtgccccaggt
ccccagggatttcaaggtccaccaggagagcctggtgagccaggagcttctggtccacctggtccccctggacca
cctggtcctccaggaaagaatggagatgatggtgaagctggaaaacctggaagacctggagaaagaggaccacca
ggaccccagggtgccagaggactgccaggtaccgcaggtctgcctggaatgaaaggtcatagaggattttcagga
ttagacggtgcaaagggagacgctggacctgcaggaccaaagggtgagccaggaagtccaggagagaatggtgca
ccaggacagccaggtccacctggactgcccggtgaaagaggtagacccggagcaccaggaccagcaggtgcaaga
ggaaatgatggagctacaggtgctgcaggacccccaggtccaacaggaccagccggtcctcccggtttcccaggt
gccgttggagcaaaaggtgaagctggtccacagggtccaagaggttctgaaggtccacagggagttagaggagaa
ccaggaccccctggaccagctggtgcagcaggaccagctggtaaccctggtgctgacggtcagccaggtgctaag
ggagcaaatggagcaccaggaatagctggtgccccaggatttcccggtgctagaggtccaagtggtccacaagga
ccaggaggtccacccggtcccaaaggaaacagtggagaaccaggtgcacccggttcaaagggagatacaggagct
aaaggagagcccggtccagtgggtgttcagggaccacccggacctgctggagaggaaggtaaaagaggtgcaaga
ggtgagccaggaccaacaggtctgcctggtccccctggtgaaagaggtggtccaggtagtagaggatttccagga
gctgatggtgttgcaggaccaaagggacccgcaggtgagagaggatcacccggtccagccggaccaaaaggatca
ccaggagaagctggtagaccaggagaagctggtctgccaggtgctaaaggattgacaggatcacccggttcacct
ggtcctgatggaaagacaggacctccaggtcccgctggtcaggacggtagaccaggacccccaggacccccaggt
gcaagaggtcaggcaggtgtaatgggtttccccggacctaaaggagcagctggagaacctggtaaagctggagag
agaggagtgcctggaccccctggagctgttggtccagcaggaaaggatggtgaggcaggtgcacaaggtccacct
ggacccgctggacctgcaggtgagagaggagagcaaggtcccgcaggttctccaggttttcagggtttgccaggt
ccagccggtcctcctggagaggcaggaaagccaggagaacaaggagttccaggagacctgggtgcaccaggaccc
tctggtgcaagaggagagagaggatttcctggagaaagaggtgtgcagggaccaccaggtcccgccggtccaaga
ggagcaaatggagcccctggaaatgacggagctaagggtgacgctggtgcaccaggagcaccaggttctcaaggt
gctcccggattgcagggtatgcctggagagagaggtgcagctggactgccaggtccaaaaggtgacagaggagac
gccggtcctaagggagctgacggttctcctggaaaggacggtgtgagaggtttgacaggaccaataggtccaccc
ggtcctgctggagcccctggagacaaaggtgaatcaggtccttccggtccagccggaccaacaggagcaagagga
gcacctggagacagaggagagccaggtcctccaggacctgcaggtttcgctggtcctcccggagcagatggacag
ccaggagctaagggagaacccggtgacgctggtgctaagggagatgcaggtccaccaggtcctgctggtcctgct
ggacctcccggaccaataggtaatgttggagcacccggagcaaaaggtgccagaggttccgcaggtcctcccgga
gcaactggttttccaggagctgccggaagagtgggtccacctggtccttctggaaatgcaggaccaccaggtcct
cctggtccagccggaaaggaaggtggaaagggacctagaggagaaacaggtcccgcaggtagacccggtgaggtg
ggtccacctggtccacccggtccagctggtgagaaaggaagtcctggagcagacggaccagctggtgcccctggt
acaccaggaccccaaggaatagctggtcaaagaggtgttgttggtttaccaggtcagagaggagaaagaggtttt
ccaggattaccaggtccctcaggtgagcccggaaaacagggtccctcaggagcaagtggtgaaagaggaccacca
ggaccaatgggacctccaggattagctggtccaccaggagaatcaggaagagagggtgctcctggagcagaaggt
tcaccaggaagagacggttcacccggagccaagggagacagaggtgaaacaggtcccgcaggtccaccaggagca
cccggagcccctggtgctccaggacctgtcggaccagcaggaaaatccggtgacagaggtgagactggacccgca
ggtcctgctggtcctgttggaccagtgggtgcaagaggaccagcaggtccacaaggtccaagaggtgacaaaggt
gagacaggtgagcagggtgacagaggaattaaaggtcacagaggattttcaggactgcagggaccacccggtcct
cccggttccccaggagagcaaggtccatccggtgcatccggtccagctggacccagaggaccacctggttctgct
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ggtgcaccaggtaaagatggattgaacggtttgcctggtccaataggacctcctggtccaagaggaagaactggt
gacgccggtcccgtcggaccacccggtccaccaggtcccccaggtccacccggaccaccatccgcaggatttgat
ttctcattccttcctcaacctcctcaagagaaagcacatgatggaggtagatactatagagcccatcaccaccat
catcattaa</INSDSeq_sequence> 
</INSDSeq> 
</SequenceData> 
<SequenceData sequenceIDNumber="9"> 
<INSDSeq> 
<INSDSeq_length>1076</INSDSeq_length> 
<INSDSeq_moltype>AA</INSDSeq_moltype> 
<INSDSeq_division>PAT</INSDSeq_division> 
<INSDSeq_feature-table> 
<INSDFeature> 
<INSDFeature_key>source</INSDFeature_key> 
<INSDFeature_location>1..1076</INSDFeature_location> 
<INSDFeature_quals> 
<INSDQualifier> 
<INSDQualifier_name>mol_type</INSDQualifier_name> 
<INSDQualifier_value>protein</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q25"> 
<INSDQualifier_name>note</INSDQualifier_name> 
<INSDQualifier_value>Amino acid sequence of a1 (II) M6 with N-terminal 
Strep-Tag II tag and C-terminal 6 x His Tag</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q24"> 
<INSDQualifier_name>organism</INSDQualifier_name> 
<INSDQualifier_value>Artificial Sequence</INSDQualifier_value> 
</INSDQualifier> 
</INSDFeature_quals> 
</INSDFeature> 
</INSDSeq_feature-table> 
<INSDSeq_sequence>EFWSHPQFEKQMAGGFDEKAGGAQLGPPQGPPGPPGPPGPPGPAGAPGPQGFQGNPG</INSDSeq_sequence> 
</INSDSeq> 
</SequenceData> 
<SequenceData sequenceIDNumber="10"> 
<INSDSeq> 
<INSDSeq_length>3231</INSDSeq_length> 
<INSDSeq_moltype>DNA</INSDSeq_moltype> 
<INSDSeq_division>PAT</INSDSeq_division> 
<INSDSeq_feature-table> 
<INSDFeature> 
<INSDFeature_key>source</INSDFeature_key> 
<INSDFeature_location>1..3231</INSDFeature_location> 
<INSDFeature_quals> 
<INSDQualifier> 
<INSDQualifier_name>mol_type</INSDQualifier_name> 
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<INSDQualifier_value>other DNA</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q28"> 
<INSDQualifier_name>note</INSDQualifier_name> 
<INSDQualifier_value>DNA sequence of gene COL2A1M6 encoding a1 (II) M6 with 
N-terminal Strep-Tag II tag and C-terminal 6 x His 
Tag</INSDQualifier_value> 
</INSDQualifier> 
<INSDQualifier id="q27"> 
<INSDQualifier_name>organism</INSDQualifier_name> 
<INSDQualifier_value>Artificial Sequence</INSDQualifier_value> 
</INSDQualifier> 
</INSDFeature_quals> 
</INSDFeature> 
</INSDSeq_feature-table> 
<INSDSeq_sequence>gaattctggagtcatcctcaattcgaaaaacaaatggctggtggattcgatgaaaag
gctggtggagcccaattaggtcctccacaaggtcctcccggtccacctggtcctcccggtcctccaggtcccgcc
ggtgctcctggaccacagggtttccaaggaaaccccggtgaaccaggtgagcctggtgtttcaggtcctcccggt
cctccaggaccacctggaccaccaggaaagcctggtgacgacggagaagctggtaaaccaggaaaggcaggagag
agaggtccacctggacctcagggtgccagaggtttcccaggtacccctggtcttcctggtgtcaagggtcataga
ggttaccccggtttggatggtgccaagggtgaagccggtgcccctggtgttaagggtgaatcaggaagtcccggt
gaaaatggaagtcccggtccacccggtccacctggactgccaggtgagagaggaagaaccggaccagctggtgct
gcaggtgctagaggaaatgacggacagcccggaccagccggacctcccggtcctgttgggcccgcaggtggtcct
ggtttccctggtgctcctggagccaaaggagaagccggacccaccggagccagaggtcccgagggagcacaggga
cctagaggagaaccaggtacaccaggtagtcccggtcctgctggtgcatcaggaaatcccggaactgacggtatt
ccaggagcaaagggatctgcaggagcaccaggaatagctggtgctcctggatttccaggtcccagaggacctccc
ggtcctcaaggagcaacaggtcctttgggaccaaaaggtcaaacaggagaaccaggtattgctggattcaaagga
gagcaaggtccaaagggagagcccggtcccgcaggtccccaaggagccccaggaccagctggtgaagaaggaaaa
agaggagccagaggtgaacctggaggagtaggacctattggtcctcctggtgagagaggtgctcccggaaacaga
ggttttcctggtcaagatggtctggctggacctaaaggtgctccaggagagagaggaccttcaggacttgctggt
ccaaaaggtgctaacggagatccaggaagacccggtgaacctggtctgcctggagctagaggattaacaggaaga
ccaggtgacgcaggtccccagggtaaagtgggtcccagtggtgccccaggtgaagatggaagacctggtcctccc
ggaccccaaggtgcaagaggtcagcctggagtgatgggatttcctggacccaagggtgctaacggagaacctgga
aaagctggtgagaaaggactgcccggtgccccaggtcttagaggtttgccaggtaaagatggagaaacaggagcc
gcaggaccacccggtccagccggaccagcaggagagagaggtgaacaaggagcacctggtccaagtggttttcag
ggtcttccaggtccccctggtccaccaggagagggaggtaaaccaggtgaccaaggtgtccctggagaagcaggt
gcacccggtcttgtgggtccaagaggtgaaagaggattccctggtgagagaggatctcccggagcccagggactt
caaggtcctagaggtctgccaggtacccctggtacagacggaccaaagggagcatcaggacccgctggacctccc
ggagcccaaggtcctccaggtttacaaggtatgcctggtgaaagaggtgctgcaggtatagctggaccaaaagga
gacagaggtgacgttggtgagaagggtcccgaaggagcccctggaaaagatggtggaagaggattaacaggtcct
ataggaccacccggtccagccggtgctaatggagaaaaaggagaagtaggtcctccaggtccagcaggatctgca
ggtgctagaggtgcccctggagagagaggtgaaacaggaccacctggtccagctggtttcgctggtcccccagga
gctgatggacagcccggtgcaaaaggtgaacaaggagaagccggacagaagggagatgctggagcccccggtcca
caaggtccctcaggagcaccaggtcctcaaggtccaactggtgtgaccgggccaaagggtgcaagaggagcacag
ggacctccaggagcaacaggtttcccaggagctgctggtagagtcggtccacccggatctaatggtaaccccgga
ccaccaggaccacctggaccatctggaaaggatggacccaaaggagcaagaggagattcaggaccacccggaaga
gcaggagaacctggattacagggtcccgccggtccaccaggagagaaaggagagcccggagatgatggtccctca
ggtgcagagggacccccaggaccccaaggtctggcaggtcaaagaggtatagtgggtcttccaggtcaaagaggt
gaaagaggatttccaggacttccaggtccttcaggtgaacccggtaaacagggagcccccggagcctcaggtgac
agaggtcctccaggaccagtaggacccccaggtttaaccggaccagcaggtgagccaggaagagaaggttctcct
ggagccgatggacctccaggaagagacggtgcagctggtgttaagggtgacagaggtgaaactggagccgtagga
gccccaggtgcccccggaccacccggatcacccggacctgcaggtcctactggtaaacaaggagatagaggagaa
gccggtgcccagggtcctatgggtccttctggtcctgcaggagcaagaggtatacaaggtccacagggtcccaga
ggtgacaagggtgaagcaggagaacccggtgagagaggtctgaagggtcatagaggattcaccgggttacagggt
ttgccaggaccccctggaccaagtggtgaccagggtgcatccggtccagcaggtccttctggaccaagaggtcct
cccggtccagttggtccatcaggtaaagacggagccaacggtatcccaggtcccatcggtcctccaggtcctaga
ggaagaagtggagagactggtcctgctggacctcctggaaaccctggtcctccaggacctccaggtcctccaggt
cccggaatagatatgtccgctttcgctggattgggaccaagagagaaaggtcctgaccctcttcaatatatgaga
gcacaccatcaccatcatcactaa</INSDSeq_sequence> 
</INSDSeq> 
</SequenceData> 
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</ST26SequenceListing> 

 


