WO 2022/013775

1/4

PCT/1B2021/056346

Alignment of anti-B7-H4, anti-CD3, and wildtype human lgG2, IgG1 and 1gG4 heavy
chain constant regions with EU numbering scheme
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Crystal structure of B7-H4 antibody 0052 scFv complexed with B7-H4 ECD
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FIG. 2C

Crystal structure of B7-H4 antibody 1114 Fab complexed with B7-H4 ECD
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