680-2 PCT sequence 1isting ST.txt
SEQUENCE LISTING

<110> 1InflaRx GmbH

<120> Anti-C5a Binding Moieties with High Blocking Activity
<130> 680-2 PCT

<160> 69

<170> PatentIn version 3.5

-<210> 1

<211> 74

<212> PRT

<213> Homo sapiens

<400> 1

Thr Leu Gln Lys Lys ITe Glu Glu Ile Ala Ala Lys Tyr Lys His Ser
1 5 10 15

val val Lys 555 Cys CysATQr Asp g;y Ala Cys val Asn ggn Asp Glu

Thr Cys g;u GIn Arg Ala Ala Agg Ile ser teu Gly Zgo Arg Cys Ile
: 4

Lys Ala Phe Thr Glu Cys Cys val val Ala Ser Gln Leu Arg Ala Asn
- 50 55 : 60

Ile ser His Lys Asp Met Gln Leu Gly Arg
65 70

<210> 2

<211> 9

<212> PRT

<213> Homo sapiens

<400> 2
an Asp Glu Thr gys Glu GIn Arg Ala

<210> 3

<211> 7

<212> PRT

<213> Homo sapiens

<400> 3
ier His Lys Asp Met GlIn Leu
5

<210> 4

<211> 7

<212> PRT

<213> Homo sapiens

<400> 4
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‘ 680-2 PCT sequence 'listing ST.txt
Asp Glu Thr Cys §1u Gin Arg
1

<210> 5

<211> 5

<212> PRT .

<213> Homo sapiens

<400> 5
His Lys Asp Met GIn
1 5

<210> 6

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> 1INab308 CDR3 heavy chain

<400> 6
iys Ala Arg Gly ésn Asp Gly Tyr Tyr gay phe Ala Tyr

<210> 7

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> 1INab708 CDR3 heavy chain

<400> 7
Cys Thr Arg Arg Gly Leu Tyr Asp Gly Ser Ser Tyr pPhe Ala Tyr
1 5.7, 10 15

<210> 8

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> 1INab308 CDR3 Tight chain

<400> 8
Cys Gln GIn Ser Asn Glu Asp Pro Tyr Thr
1 5 10

<210> 9

<211> 10

<212> PRT

<213> Artificial Seguence

<220>
<223> 1INab708 ¢DR3 Tight chain

<400> 9

Cys GIn GIn Asn Asn Glu Asp Pro Leu Thr
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<210> 10

<211l> 12

<212> PRT h
<213> Artificial sequence

<220> .
<223> 1INab308 CDR2 heavy chain

<400> 10
§1e ASp Pro Ser Asp Ser Glu Ser
5

<210> 11

<211> 12

<212> PRT

<213> Artificial sequence

<220>
<223> INab708 CDR2 heavy chain

<400> 11

Ile Leu Pro Gly ger Gly ser Thr
1

<210> 12
<211> 7

<212> PRT .
<213> Artificial Sequence

<220>
<223> 1INab308 CDR2 light chain

<400> 12
{1e Tyr Ala Ala ger Asn Leu

<210> 13
<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> 1INab708 ¢DR2 light chain

<400> 13
i?e Tyr Ala Ala ger Asn Leu

<210> 14

<211> 14

<212»  PRT

<213> Artificial Sequence

<220>
<223> 1Nab308 CDR1 heavy chain

<400> 14

680-2 PCT seq%fnce 1isting ST.txt
i

Arg Leu Asp Gln
10

Asn Tyr Asn Glu
10
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gys Lys Ala ser g1y Tyr Ser pPhe Thr Igr Phe Trp Met Asp

<210> 15

<211l> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> 1INab708 CDR1 heayy chain

<400> 15
Cys Lys Ala Thr gTy Asn Thr Phe Ser ggy Tyr Trp Ile Glu
1

<210> 16

<211> 16

<212> PRT

<213> Artificial sequence

<220>
<223> 1INab308 CDR1l Tight chain

<400> 16 ‘
Cys Lys Ala Ser s1n Ser val Asp Tyr ﬁgp Gly Asp Ser Tyr gst Lys
1 5 1 : 5

<210> 17

<211> 16

<212> PRT

<213> Artificial sequence
<220> .
<223> INab708 CDR1 Tight chain
<400> 17

Cys Lys Ala Ser GlIn Ser val Asp Tyr Asp Gly Asp Ser Tyr Met Asn
1 5 10 15

<210> 18

<211> 9

<212> PRT

<213> Artificial Sequence
<220>

<223> Consensus sequence of C5a in the region of amino acids 30-38

<220>

<221> VARIANT

<222> (..

<223> N, H, D, F, K, Y, or T

<220>

<221> VARIANT

<222> (..(D
<223> D, L, Y, or H

<220>
<221> VARIANT
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680~2 PCT sequence listing ST.txt

<222> (6)..(6)
<223> Q, E, or K

<220>

<221> VARIANT
<222> (8)..(8)
<223> A, V, Oor L

<400> 18
Asn Asp Glu Thr Cys Glu GIn Arg Ala
1 5

<210> 19

<211> 7

<212> PRT

<213> Artificial sequence

<220> ,
<223> consensus sequence of ¢5a in the region of amino acids 66-72

<220>

<221> VARIANT

<222> (..U
<223> S, H, P, or N

<220>

<221> VARIANT
<222> (2)..(2)
<223> H or N

<220>

<221> VARIANT

<222> (4)..(4d)

<223> D, N, H, P, Oor G

<220>

<221> VARIANT

<222> (5)..(%)
<223> M, L, I, oryVv

<220>

<221> VARIANT
<222> (6)..(6)
<223> Q, L, or I

<400> 19
Ser His Lys Asp ?et Gin Leu
1

<210> 20

<21l> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> consensus sequence of C5a in the region of amino acids 31-37

<220>

<221> VARIANT

<222> (1)..(0D
<223> D, L, Y, or H
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<220>
<221> VARIANT -
<222> (6)..(6)
<223> Q, E, or K

<400> 20
Asp Glu Thr Cys gTu GIn Arg
1

<210> 21
<211> 5

- <212> PRT

<213> Artificial sequence

<220> :
<223> consensus sequence of C5 in the region of amino acids 67-71

<220>

<221> VARIANT
<222> (..
<223> H or N

<220>

<221> VARIANT

<222> (3)..(3)

<223> D, N, H, P, or G

<220>

<221> VARIANT

<222> (4)..(4)
<223> M, L, I, or v

<220>

<221> VARIANT
<222> (5)..(5
<223> Q, L, or I
<400> 21

His Lys Asp Met g]n
1

<210> 22

<211> 9

<212> PRT

<213> Macaca mulatta
<400> 22

His Asp GTu Thr gys Glu GIn Arg Ala
1

<210> 23

<211> 7

<212> PRT

<213> Macaca mulatta
<400> 23

Ser His Lys Asp Leu Gln Leu
1 5
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<210> 24
<211> 9
<212> PRT
<213> sus scrofa-

<400> 24
AsSp Asp Glu Thr gys Glu Glu Arg Ala
1

<210> 25

<211> 7

<212> PRT

<213> sus scrofa

<400> 25
Ser His Lys Asn §1e Gln Leu
1

<210> 26

<211> 9

<212> PRT -~

<213> Equus caballus

<400> 26

Asp Leu Glu Thr Cys Glu Gln Arg Ala
1 5

<210> 27

<211> 7.

<212> PRT

<213> Equus caballus

<400> 27
ier His Lys His gle Gln Leu

<210> 28

<21l> 9

<212> PRT

<213> Bos taurus

<400> 28
?sp Asp Glu Thr gys Glu GIn Arg Ala

<210> 29

<211> 7

<212> PRT

<213> Bos taurus

<400> 29

gis His Lys Asn Met GIn Leu
5

<210> 30
<211> 9
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<212> PRT

<213> Mus musculus

<400> 30

phe Tyr Glu Thr gys Glu Glu Arg val
1

<210> 31

<211> 7

<212> PRT

<213> Mus musculus’

<400> 31

Pro His Lys Pro val GIn Leu
1 5

<210> 32

<211> 9

- <212> PRT

<213> Rattus norvegicus

<400> 32
Lys Tyr Glu Thr gys Glu GIn Arg val
1

<210> 33

<21l> 7

<212> PRT

<213> Rattus norvegicus

<400> 33

His His Lys Gly met Leu Leu
1 5

<210> 34

<21l> 9

<212> PRT

<213> canis lupus

<400> 34
Iyr Asp Glu Thr gys Glu Gln Arg Ala

<210> 35
<211> 7

<212> PRT

<213> Canis Jupus

<400> 35

Ser Asn Lys Pro Leu Glin Leu
1 5

<210> 36

<211> 9

<212> PRT

<213> Monodelphis domestica
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680-2 PCT sequence listing ST.txt

<400> 36
Thr His Glu Thr gys Glu Lys Arg Leu
1

<210> 37

<211> 7

<212> PRT -

<213> Monodelphis domestica

<400> 37
Asn His Lys Pro ga] IlTe Leu
1

<210> 38
<211> 7

<212> PRT

<213> sus scrofa

<400> 38
ésp Glu Thr Cys g1u Glu Arg

<210> 39

<211> 7

<212> PRT

<213> Equus caballus

<400> 39
teu Glu Thr Cys §1u'GTn Arg
1..

<210> 40

<211> 7

<212> PRT

<213> Mus musculus

<400> 40
Iyr Glu Thr Cys g1u Glu Arg

<210> 41
<211> 7

<212> PRT .
<213> Rattus norvegicus

<400> 41
Iyr Glu Thr Cys g]u Gln Arg

<210> 42

<21l> 7

<212> PRT ,
<213> Monodelphis domestica

<400> 42
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His Glu Thr Cys g1u Lys Arg
1

<210>
<211>
<212>
<213>

<400>

43

5

PRT

Macaca mulatta

43

His Lys Asp Leu GIn
1 5

<210>
<211>
<212>
<213>

<400>

44
5

PRT

sus scrofa

44

His Lys Asn Ile Gln
1 5

<210>
<211>
<212>
<213>

<400>

45

5

PRT

Equus caballus

45

His Lys His Ile GIn
1 5

<210>
<211>
<212>
<213>

<400>

46

5

PRT

Bos taurus

46

His Lys Asn Met Glin
1 5

<210>
<211>
<212>
<213>

<400>

47

5

PRT

Mus musculus

47

His Lys Pro val GIn
1 5

<210>
<211>
<212>
<213>

<400>

48
5
PRT

Rattus norvegicus

48

His Lys Gly Met Leu
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<210>
<211>
<212>
<213>

<400>

1

<210>
<211>
<212>
<213>

<400>

1

<210>
<211>
<212>
<213>

<220>

<223>
<400>

1

680-2 PCT sequence listing ST.txt

49

5

PRT

Canis lupus
49

Asn Lys Pro Leu g]n

50

5

PRT

Monodelphis domestica

50

His Lys Pro val §1e

51

21

PRT

Artificial Ssequence

INab308 FR1 heavy chain
51

GlIn val GIn Leu §Tn Gin Ser Gly Pro ng Leu val Arg Pro g;y Thr
1

ser val Lys Ile Ser
20

<210>
<211>
<212>
<213>

<220>
<223>

<400>

52

15

PRT

Artificial Sequence

INab308 FR2 heavy chain
52

Trp val Lys Gln Arg Pro Gly Gin Gly Leu Glu Trp Ile Gly Arg
1 5 10 15

<210>
<211>
<212>
<213>

<220>
<223>

<400>

53

33

PRT

artificial Sequence

INab308 FR3 heavy chain
53

Arg Phe Lys Asp Arg Ala Thr Leu Thr val Asp Lys Ser Ser Ser Thr
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10 15

val Tyr Met GIn Leu Ser Ser Pro Thr Ser Glu Asp Ser Ala val Tyr
20 25 30
Tyr

<210> 54

<211> " 12

<212> “PRT

<213> Artificial Sequence

<220>
<223> INab308 FR4 heavy chain

<400> 54
Irp Gly Gln Gly ghr teu val Thr val igr ser Ala

<210> 55

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> 1INab308 FrR1 light chain

A ~

<400> 55

ésp ITe val Leu ghr GIn ser Pro Ala Ser Leu Ala val Ser igu Gly
10

Gln Arg Ala ;gr Ile ser

<210> 56

<211> 13

<212> PRT

<213> Artificial Sequence
<220>

<223> INab308 FR2 light chain
<400> 56

Irp Tyr Gln Gln %ys Pro Gly GIn Pro Pgo Lys Leu Leu
1

<210> 57

<211> 33

<212> PRT

<213> Artificial Sequence
<220>

<223> 1INab308 FR3 light chain
<400> 57

GIn ser Gly Ile Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp
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680-2 PCT sequence 1%st1ng ST. txt
1 5 10 15

phe Thr Leu Asn Ile His Pro val ggu Glu Glu Asp Ala Aéa Thr Tyr
2 3
Tyr

<210> 58

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> 1INab308 FrR4 light chain

<400> 58
Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
1 5 10 - -

<210> 59

<211> 20

<212> PRT

<213> Artificial Sequence

<220>
<223> INab708 FR1 heavy chain

<400> 59
val Gln Leu Leu Glu Ser Gly Ala Glu Leu Met Lys Pro Gly Ala Ser
1 5 10 15

val Lys 11é Ser
20

<210> 60

<211> 15

<212> PRT

<213> Artificial sequence

<220> .
<2235 INab708 FRZ heavy chain

<400> 60
Trp val Lys Gln Arg Pro Gly His Gly Leu Glu Trp Ile Gly Glu
1 5 10 15

<210> 61

<211i> 33

<212> PRT

<213> Artificial Sequence

<220>
<223> 1INab708 FR3 heavy chain

<400> 61

Lys Phe Lys Gly Lys Ala Thr Leu Thr Ala Asp Thr ser Ser Asn Thr
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- 680-2 PCT sequence listing ST.txt '
1 5 10 15
Ala Tyr Met GIn Leu Ser Ser Leu Thr Ser Glu Asp ser Ala val Tyr.
20 25 30

Tyr

<210> 62

<211> 11

<Z12> PRT

- <213> Arrificial sequence

<220>
<223> 1INab708 FR4 heavy chain

<400> 62

Trp Gly GIn Gly Thr Leu val Thr val Ser Ala
1 5 - 10

<210> 63

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> 1INab708 FR1 Tight chain

oY

<400> 63

Asp Ile val Leu ;hr Gin Ser Pro Ala SSr Leu Ala val ser igu Gly
1

Gln Arg Ala ;gr Ile ser

<210> 04

<211> 13

<212> PRT .
<213> Artificial Sequence

<220>
<223> 1INab708 FR2 light chain

<400> 64
Irp Tyr Gin GIn Lys Pro Gly GIn Pro igo Lys Leu Leu
5

<210> 65

<211> 33

<212> PRT

<213> Artificial Sequence

<220> .
<223> INab708 FR3 light chain

<400> 65

Gly Ser Gly Ile Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp
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1 : 5 10 15

Phe Thr Leu gsn Ile His Pro val g1u Glu Glu val Ala an Thr Tyr
5

Tyr

<210> 66

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> 1INab708 FR4 1ight chain

<400> 66
phe Gly Ala Gly Thr Leu Leu Glu Leu Lys
1 5 10

<210> 67

<211> 13

<212> PRT

<213> Homo sapiens

<400> 67

val Asn Asn Asp Glu Thr Cys Glu GIn Arg Ala Ala Arg
1 5 10

<210> 68

<211> 6

<212> PRT

<213> Homo sapiens

<400> 68

I7e Ser His Lys Asp Met
1 5

<210> 69

<211> 5

<212> PRT

<213> artificial Sequence

<220>
<223> peptide linker

<400> 69
Gly Gly Gly Gly Ser
1 5
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