1./206

SEQUENCE LISTING

<l10> WYETH
CAMBRIDGE ANTIBODY TECHNOLOGY LIMITED

<120> ANTIBODIES AGAINST HUMAN IL-22 AND USES THEREFOR

<130> SP9671A

<140>
<l4l>

<150> 60/774,596
<151 2006-02-21

<l60> 634

170> PatentIn version 3.3
<210> 1

<211l> 178

<21l2> PRT
<2135 Homo sapiens

<400> 1
Met Ala Ala Leu @ln Lys Ser Val Ser Ser Phe Leu Mer Gly Thr Leu
1 5 10 15

Ala Thr Ser Cys Leu Leu Leu Leu Ala Leu Leu Val ¢ln Gly Gly Ala
20 25 30

Ala Ala Pro Ile Ser Ser His Cys Arg Leu Asp Lys Ser Asn Phe Gln
35 40 415

Gln Pro Tyr Ile Thr Asn Arg Thr Phe Met Leu Ala Lys Glu Ala Sex
50 55 60

Leu Ala Asp Asn Asn Thr Asp Val Arg Leu Ile Gly Glu Lys Leu Phe
65 70 75 g0

His Gly Val Ser Met Ser Glu Arg Cys Tyr Leu Met Lys Gln Val Leu
85 80 a5

Asm Phe Thr Leu Glu Glu Val Leu Phe Pro Gln Ser Asp Arg Phe Gln
100 105 110

Pro Tyr Met Gln Glu Trp Pro Phe Leu Ala Arg Leu Ser Asn Arg Leu
118 120 125



Thx
130

Sex

Gin
145

nys

Lys Ala

Cys Ile

<210= 2

<211> 1181
«212» DNA
<213> Howmo

<400> 2
gaattcggeo

attgtctgea
caccagctge
crcocoeactge
catgetgget
gasactgetce
cttcacoott
ggtggtgcee
tgacchgeat
gagtggagag
ctgcattoga
taacaattayg
ccatcatgat
acttttgett
tcattgtaac
ccataaaaaa
tccataatca

tttatatecat

Cys His Ile

Leu Lys Asp

Ile Gly Glu

Glu

Thr

135

150

165

sapiens

aaagaggect
atggeccgeec
cteectbctet
aggettgaca
aaggaggota
cacggagtca
gaagaagtgce
ttecetggeoa
atccagagga
atcaaagecaa
ccagagcaaa
atgccocccaaa
gggtggatte
ataagaccag
cggtgtteta
gattacttte
gtactttata

ttcattaata

Leu

acaggttcte
tgcagaaatce
tggeeetett
agteccaactt
gattggotga
gtatgagtga
tgttecctea
ggctecagecaa
atgtgcaaaa
ttggagaact
gctgaaaaat
gegatoLott
cazatgaacc
aaggtagact
tacacagaaa
cattocottta
tttataaatg

cggatttatc
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Gly Asp Asp Leu His

val Lys Lys Leu Gly

155

Asp Leu Leu Phe Met

170

cttecocoagt
tgtgagcotet
ggtacaggga
cragcageco
taacaacaca
gegatgetat
atctgatagg
caggctaage
gctgaaggac
ggatttgety
gaataactaa
ttaaccaaaa
cectgoegttay
ttctaagcat
acaatttatt
ggggaaaaaa
tatttattat

tatagaaaca

Ile
140

Gln

Glu 8e

H

Ser Leu

caccagttge
tteccttatgy
ggagcagcety
tatatcacca
gacgttegte
ctgatgaage
ttocageett
acatgtcata
acagtgaaaa
tttatgtetce
ccaectttec
ggaagatggg
ttacaaagga
agatatttat
ttttaaataa
ccoctaaata
tattataaga

tcattogata

Arg Agn

Gly Glu

Arg Asn

vVal

Ala
175

tcgagttaga
ggaccctgge
cgecccatcag
accgeaccott
tecattgggga
aggtgotgaa
atatgcagga
ttgaaggtga
agecttggaga
tgagaaatyc
ctgctagaaa
aageccaaact
aaccaatgee
tgataacatt
ttgbettttt
gocttecatgtt
ctacatttta

ttgotactty

60
120
180
240
300
360
420
480
540
600
660
720
780
840
500
960

1020

1080



3/206
aétgtaaggc taatattgat atttatgaca ataattatag agctataaca tgtttatttg 1140
acctcaataa acacttggat atcocctaasaa aaaaasaaaa aaagcdgecey o 1181
<Zr10> 3
«211> 179

<212> PRT
<213> Mus musculus

<400> 3
Met Ala Val Leu Gln Lys Ser Met Ser Phe Ser Leu Met Gly Thr Leu
1 ) 10 15

Ala Ala Ser Cys Leu Leu Leu Ile Ala Leu Trp Ala Gln Glu Ala Asn
20 25 30

Ala Leu Pro Val Asn Thr Arg Cys Lys Leu Glu Val Ser Asn Phe Gln
35 40 45

Gln Pro Tyr Ile Val Asn Arg Thr Phe Met Leu Ala Lys Glu Ala Ser
50 55 60

Leu Ala Asp Asn Asn Thr Asp Val Arg Leu Ile Gly Glu Lys Leu Phe
65 70 ' 75 80

Arg Gly Val Ser Ala Lys Asp Gln Cys Tyr Leu Met Lys Gln Val Leu
85 80 )

Asn Phe Thr Leu Glu Asp Val Leu Leu Pro Gln Ser Asp Arg Phe Gln
100 105 110

g
H
8]

Tyr Met Gln Glu Val Val Pro Phe Tiew Thr Lys Leu Ser Asn Gln
118 120 125

Leu Ser Ser Cys Hie Ile Ser Gly Asp Asp Gln Asn Ile Gln Lys Asn
130 135 140

Val Arg Arg Leu Lys Glu Thr Val Lys Lys Leu Gly Glu Sexr Gly Glu
145 150 155 160

Ile Lys Ala Ile Gly Glu Leu Asp Leu Leu Phe Met Ser Leu Arg Asn
165 170 175

Ala Cys Val



4/208

toccottatgg
geaaatgege
tacatcgtca
gacgtcoogge
ctgatgaagc
ttoccageceet
tecctgteoaca
acagtgaaaa

tktatgtetce

ggacttttgge
tgccoogtcoaa
acecgeacctt
tecatcgggga
aggtgctcaa
acatgcagga
tcagecggtga
agcttggaga

tgagaaatgc

cgoecagetyge
caceceggtge
tatgectggeco
gaaactgttc
ctteoaccety
ggtggracct
cgaccagaac
gagtggagag

ttgegtetga

<210> 4

<21l>» 540

<212> DNA

<213> Mus musculus

<400> 4

atggetgtee tgcagaaate tatgagtttt

ctgettcteca ttgeococcoctgtg ggocoraggay

aagcttgagyg tgtccaactt ccagceageocey

aaggaggeca goectbtgeocaga taacaacaca

cgaggagtea gtgctaaaga tvagtgetac

gaagacgttec tgotoccoccoca gtecagacagy

tteetgacca aactcageaa tcagetocage

atcecagaaga atgtoagaag gotgaaggag

atcaaggega ttggggaact ggacctgoetg

<210> 5

<21l» 12189

<212> PRT

<213> Homo sapiens

<400> &5

Glu Val Gln Leu Val Glu Ser Gly

1 5

Ser Leu Arg Leu Ser Cys Ala Ala

20
Tyr Met Sex Trp Ile Arg Gln Ala
35 40
Ser Ala Ile Ser Gly Ser Gly Gly
50 55

Lys Gly Arg Ile Thr Ile Ser Arg

65 70

Leu CGln Met Ser Ser Leu Arg Ser
85

Ala Arg Gly Leu Trp Val Trp Asp

100

Gly

Ser

25

Pro

Ser

Asp

Glu

Pro
105

Gly

10

Gly

Gly

Thi

Asn

Asp

S0

Lieu

Leu

Phe

Arg

Tyxr

Ala

75

Thr

Asp

val

Thx

Gly

Ty

&0

Lys

Ala

Tyr

Thr

Phe

Leu

45

Ala

AsTL

val

Trp

Pro

Ser

30

Glu

Asp

Ser

Tyr

Gly
110

Gly

15

Asp

Trp

Sexr

Leu.

Tyzx
85

Arg

Gly

Tyr

Val

Val

Tyr

Cys

Gly

60

120

180

240

300

360

420

480

540



Thr Lewu Val Thr Vval Ser Ser

<210> 6
<211l> 108
<212> PRT
<213> Homo sapiens

<400> 6

ASp

1

Asp

Leu

Tyr

Ser

65

Asp

Thr

Ile

Arg

Ala

Lys

50

Gly

Asp

Phe

<210= 7

<211>
<212>
<213 >

<400»> 7
Glu Val Gin

1

115

Gln

val

Trp

35

Ala

SBexr

Phe

Gly

245
PRT
Homo sapilens

Ser Leu Arg

Tyr Met Ser

35

Met

Thr

20

Tyx

Ser

Gly

Ala

Gly
100

Thy Gln
5

Ile Thr

Gln Gln

Ser Leu

Thr Asp
70

Thr Tyr
85

Gly Thr

Ser

Cys

Lys

Ala

55

Phe

TyT

Lys

Leu Val Glu Ser

5

Leu Ser Cys Ala

20

Trp Ile Arg Gln
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Pro Ser Thr Leu Ser Ala
10

Arg Ala Ser Glu Gly Ile

bro Gly Liys Ala Pro Lys

Ser Gly Ala Pro Ser Arg
60

Thr Leu Thr Ile Ser Ser
75

Cys Gln Gln Tyr Ser Asn
90

Leu Glu Ile Lys Arg
105

Gly Gly Gly Leu Val Thr
10

Ala Ser Gly Phe Thr Phe
25

Ala Pro Gly Arg Gly Leu
40 45

Ser

Tyxr

30

Leu

Phe

Leu

Pro

Sexr
30

Glu

Ile Gly
15

His Trp

Leu Ile

Ser Gly

Gln Pro
80

Pro Leu
95

Gly Gly
15

Asp Tyr

Trp Val



Ser

Lys

65

Leu

Ala

Thr

Ser

Leu

145

Glu

Ala

Pro

Ile

Ala
50

Gly
Gln
Arg
Leu
Gly
130
Sexr
Gly
Pro
Ser
Ser
210

Sex

Arg

«210> 8
<21L> 5
<212> PRT
<213> Homo sapiens

Ile
Arg
Metbt
Gly
Val
115
Gly
Ala
Ile
Lys
Arg
185

Ser

Asn

Ser

Ile

Ser

Lieu

100

Thr

Gly

Sar

Tyr

Leu

180

Phe

Leu

Tyr

Ala

Gly

Thr

Ser

85

Trp

val

Gly

Ile

His

165

Lieu

Ser

Gln

Pro

Ala
245

Ser

Ile

70

Leu

vVal

Ser

Gly

150

Trp

Ile

Gly

Pro

Leu
230

Gly

55

Ser

Arg

Trp

Ser

Asp

135

Asp

Leu

Tyr

Sex

Asp
215

Gly

Arg

Ser

Asp

Gly

120

Ile

Arg

Ala

Lys

Gly

200

ABD

l4ed
a3
4]
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Ser Thr Tyr

Asp

Glu

Pro
108

Gly

Gln

Val

Trp

Ala

185

Sex

Phe

Gly

Asn

Asp

80

Leu

Gly

Met

Thr

Tyr

17¢

Ser

Gly

Ala

Gly

Ala

75

Thr

Asp

Gly

Thr

Ile

155

Gln

Ser

Thx

Thr

Gly
235

Tyr

60

Lys

Ala

Tyr

Ser

Glin

140

Thr

Gln

Leu

Asp

Tyr

220

Thr

Ala

Asn

Val

Trp

Gly

125

Ser

Cys

Lye

Ala

Liys

Asp

Ser

Tyx

Gly

110

Gly

Pro

Arg

Pro

Ser

180

Thx

Cys

Leun

Ser

Leu

Tyr

95

Arg

Gly

Ser

Ala

Gly

175

Gly

Lieu

Gin

Glu

val

Tyr

80

Cys

Gly

Gly

Thr

Ser

160

Lys

Ala

Thr

Glin

Ile
240



7/2086

<400> 8
Asp Tyr Tyr Met Ser
1 s

<210> 38

<211> 17

<212»> PRT

<213> Homo sapiens

«400> 9
Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp 8exr Val Lys
1 5 10 15

Gly

<210> 10

<2L1l1> 10

<212> PRT

<213> Homo sapiens

<400> 10
Gly Leu Trp Val Trp Asp Pro Leu Asp Tyr
1 5 10

«<«210> 11

<211> 11

<212> PRT

<Z13> Homo sapiens

<400> 11
Arg Ala Ser Glu QGly Ile Tyr His Trp Leu Ala
1 5 10

<210> 12

<211l» 7

<212 PRT

<213> Homo sapiens

«400> 12
Lys Ala Ser Ser Leu Ala Ser
1 5

<210> 13

<21l> 9

<212> PRT

<213> Homo sapiens

<400> 13
Gln Gln Tyr Ser Asn Tyr Pro Leu Thr
1 5



<210>
<21l
<212>
<213>

14
357
DNA
Homo

<400> 14
gaggbgoagt

tecectgtgoag
ccagggaggg
gecagactoeg
ctgeaaatga

tgggtttggy

<210>
<21l>
<21l2>
<213>

15
324
DA
Homo

<400> 15
gacatccagsa

atcacctgee
gggaaagoce
aggttcageg
gatgattttg
gggaccaago
«210>
<Z1l>

<212>
<213>

16
738
DNA
Homo

<400> 16
gaagtgcage

tectgbygeag
ceagggaggy
gcagactacy
ctgcaaatga
tgggtttgyg

ggaggoggtt

sapiens

tggtggagtc
cctcoctggatt
ggctggagtyg
tgaagggceg
gcagectgay

atcotottga

gapiens

tgaccoagoe
gggccagtga
ctaaactccot
gcagtggatc
caacttatta

tggagatcasa

sapilens

tggtggagtc
cototggatt
ggctggageg
tgaagggcog
gecagcootgag
atcctettga

caggeggagyg

tgggggaggc
cacctteagt
ggtctcagcet
gatcaccate
atctgaggac

ctactggggce

tecottocoace
gggtatttat
gatctataag
tgggacagat
ctg;caacaa

acgt

tgggggaggc
cacctteagt
ggteotcaget
gatoaccatc
atctgaggac

ctactggggc

tggcagogge
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ttggtcacge
gactactaca
attagtggta
tccagagaca
acggaeegtgt

agaggaacce

ctgtetgeat
cactgattgy
geototagtt
ttoactcotoa

tatagtaatt

ttggtcacgce
gactactaca
attagtggta
tccagagaca
acggecgtgt
agaggaaccc

gogtggcggat

ctggagggte
tgagctggat
gtggtggtag
acgccaagaa
attactgtge

tggtcaccgt

ctattggaga
cotggtatoa
tagecagtygy
ccatcagecag

atccgotcac

ctggagggtc
tgagctggat
gtggtggtag
acgocaagaa
attactgtge
tggtcaccegt

cggacatecca

cctgagacte
cegoeagget
cacatactac
ctcactgtat
gagagggctt

ctecctca

cagagtoaco
gcagaagaoca
ggecocccatcoa
corgoagect

crooggegga

cctgagacte
cecgocagget
cacatactac
ctcactgtat
gagagggett
ctctteaggt

gatgacccag

60

120

180

240

300

357

60

120

240

300

324

180

240

300

360

420



cctoctbeca
gagggtattt
ctgatctata
tetgggacag
tactgccaac

aaacgtgegy

<210> 17
<21ls 15
«212> DNA
<213 > Homo

<400> 17
gactactaca

<210» 18
<21l &1
<212> DNA
<213> Homo

<400> 18
gctattagtg

<210> 19
<21l> 30
<212> DNA
<el3» Homo

<400> 19
gggetttggy

<210> 20
<Z21l> 33
<212> DNA
«213>» Homo

<400> 20
cgggecagtyg

«210> 21
<21l> 21
<212> DNA
<Z213> Haomo

«<400> 21
aaggeootcta

coabtgtotge
atcactggtt
aggecctotag
attﬁcactct
aatatagtaa

cegoa

sapiens

cgage

sapiens

atctattgga
ggoctggtat
tttagécag&
caccatcage

ttatccgetc

$/206

gacagagtca ccatcaccty
cagcagaagc cagggaaagce
gaggccccat caaggttcag
agoctgcage ctgatgattt

actttbeggey gagggaccaa

cogggeragt
coctanactc
cggeagtgga
tgcaactizat

gctggagato

gtagtggtgyg tagcacatac tacgcagact cocgtgaaggg <©

sapiens

tttgggatee tettgactac

sapiens

sapiens

gtttagceag t

‘agggtattta tcactggttg gec

480

540

600

660

720

735

15

30

33

21



10/206

<210> 22

<21ls 27

<212> DNA

<213> Homo sapiens

<400> 22
cazacaatata gtaattatceo getcact 27

<210> 23

«<211l> 118

<212» PRT

«<213> Homo sapiens

<400> 23
Gln Val Gln Leu Val Glu 8Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 L0 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thxr Phe Thr Ser Tyx
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 a8

Gly Tyrp Ile Ser Ala Tyr Thr Gly Asn Thr Asn Tyr Ala Gln Lys Phe
50 55 60

Gln ¢ly Arg Vval Thr Met Thr Thr aAsp Thr Ser Thr Sex Thr Ala Tyxm
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 a0 es

Ala Arg Asp Arg Gly Tyr Tyr Asp Ala Phe Asp Ile Trp Gly Gln Gly
100 105 110

Thr Leu Val Thr Val Ser Ser
115

<210> 24

<211> 108

«<212> PRT

«<213> Homo sapiens

<400> 24
Asp Ile Gln Met Thr Gln Ser Pro Ser Thr Leu Ser Ala Ser Ile Gly
1 5 10 15



Asp

Lien

Tyr

Ser

&5

Asp

Thr

Arg

Ala

Lys

50

Gly

Asp

Phe

val

Trp

35

Ala

Ser

Gly

<210> 25

<21l> 245
<212 PRT
<213> Homo sapilens

<400» 25
Gln Val Gln

1

Ser

Gly

Gly

Gln

€5

Meat

Ala

val

Ile

Trp

50

Gly

Glu

Arg

Lys

S5er

35

Ile

Arg

Len

Asp

Thx

20

Tyr

Ser

Gly

Ala

Gly
100

Leu

val

20

Trp

Sexr

val

Arg

Arg
100

Ile

Gln

Ser

Thr

Thr

85

Gly

val
5

Ser

Val

Ala

Thr

Sar

85

Gly

Thr

Gln

Leu

Asp

70

Tyr

Thr

Glu

Cys

Arer

Ty

Met

70

Lieu

Tyxr

Cys

Lys

Ala

55

Phe

Tyr

Lys

Ser

Lys

Glin

Thr

Arg

Ty

Ary

Pro

40

Ser

Thr

Cys

Leu

Gly

hla

40

Gly

Thr

Ser

Asp

11/206

Ala Ser Glu

25

Gly

Gly

Leu

Gln

Glu
105

Ala

Ser

25

Pro

Asn

Asp

Asp

Ala
105

Lys

Ala

Thr

Gln

S0

Ile

Glu

190

Gly

Gly

Thr

Thr

AsSD

90

Phe

Ala

Pro

Ile

75

Tyxr

Lys

Val

Ty

Gln

Asn

Ser

78

Thr

Gly

Pro

Ser

60

Ser

Ser

Arg

Lys

Thr

Gly

Ty

&0

Thr

Alz

Ile

Ile

Lys

45

Arg

Ser

Lys

Phe

Ser

Val

Trp

Tyr

30

Leu

Phe

Lieu

Tyr

Pro

Thr

30

Glu

Gln

Thy

Tyr

Gly
110

His

Leu

Ser

Gln

Pro
95

Gly

15

Ser

Trp

Lys

Ala

Ty
95

Glin

Trp

Ile

Gly

Pro

80

Leu

Ala

Tyr

Met

Tyr
BO

Cys

Gly



Thr

Sexr

Leu

145

Glu

Ala

Ero

Ile

Tyr

225

Lys

Leu

Gly

130

Ser

Gly

Pro

Sexr

Ser

210

Ser

aAryg

«210> 26
«<211> 5

<212
<213>

<400> 26
Ser Tyr Gly Ile Ser

1

<210> 27
<21Ll> 17
<212> PR

<Z13>

<400> 27
Trp Ile Ser Ala Tyr Thr Gly Asn Thr Asn Tyr Ala Gln Lys Phe Gln

1

Gly

val
115

Gly

Ala

Ile

Lys

Arg

195

Ser

Asn

Ala

PRT
Homo sapilens

T

Thr

Gly

Ser

Ty

Lew

180

Phe

Leu

TyY

Ala

val

Gly

Ile

His

165

Leu

Ser

Gln

Pro

Ala
245

5

Homo sapiens

5

Ser

Sexr

Gly

150

Trp

Gly

Pro

Leu
230

Ser

Asp

135

Asp

Lieu

Tyr

Ser

Asp

215

Thr

Gly
120

Ile

Arg

Ala

Lys

Gly

200

AP

Phe

1r2/2086

Gly Gly Gly

Gln

Val

Trp

Ala

185

Ser

Phe

Gly

Met

Thr

Tyr

170

Ser

Gly

Ala

10

Thr

Ile

155

Gln

Ser

Thr

Thr

Gly
235

Ser

Gln

140

Thxr

Gln

L.eu

Asp

Ty

220

Thr

Gly

125

Ser

Cys

Lys

Ala

Phe

205

Tyr

Liys

Pro

Arg

Pro

Cys

Gly

Ser

Ala

Gly

175

Gly

Leu

Gln

Glu

15

Gly

Thr

Ser

160

Lys

Ala

Thr

Gln

Ile
240



<210>
<21l>
<212
<213 >

28
10
BRT
Homo

<400> 28

gapiens

12 /206

Asp Arg Gly Tyr Tyr Asp Ala Phe Rsp Ile

1

<210>
<211
<212>
<213 »

298
11
BRT
Homo

<400> 29

5

sapiens

10

hrg Ala Ser Glu Gly Ile Tyr His Trp Leu Ala

1 5 h¥e}
<210> 30

<21ll> 7

«212> BPRT

<213 > Homo sapiens

<400> 30

Lys Ala Ser Ser Leu Ala Ser

1 5

«210> 31

<211l> 9

«212> PRT

«213> Homo sapiens

«400> 31

Gln Gln Tyr Ser Asn Tyr Pro Leu Thr

L 5

<210> 32

<211l> 3857

«212> DNA

<213> Homo saplens

<400> 32

caggtgcage tggtggagtce tggagctgag gtgaagaagc
tectgoaagg cttbetggtta cacctttace agttatggta
coctggacaag ggottgagtyg gatgggatygyg atcagegeott
gcacagaagt tccagggcag agtcaccabtyg accacagaca
atggaactga ggagectgag atctgacgac acggecgtgt

ctggggectc
tcagectgggt
acactggtaa
catccacgag

attactgtge

agtgaaggtc
gegacaggeo
cacaaactat

cacagceetac

gagagatcgt

60

120

180

240

300



ggatactatg

<210>
<211l>
<212>
<2L13>

33
224
DNA
Homo

<400> 33
gacatccaga

atcacctgoo
gggaaagaoc
aggttcagey
gatgattttyg
gggaccaage
210> 34

<21ll> 735

<212> DNA

<213> Homo

«400> 34
caggtgcage

tectgecaagg
cotggacaay
gcacagaagt
atggaactga
ggatactatg
ggaggcggtt
tctoctteca
gagggtattt
cthgatctata
tctgggacag

tactgcoccaac

aazcgtgeygg

14/206

atgettitga tatctgggge caaggeacce tggtcaccogt ctoctea

saplens

tgacccagtco
gggacagtyga
ctaaactcot
gcagtggatc
caacttatta

tggagatcaa

sapiens

tggtggagte
cttctggtta
ggcttgagtyg
tecagagcag
ggagcctgag
atgettttga
caggcggagy
ccebgtotge
atcactggtt
aggectetag
atttcactcect
aatatagtaa

cocgea

tcctteocaco
gggtatttat
gatctataag
tgggacagat
ctgccaécaa

acgt

tggagctgag
cacctitace
gatgggatgyg
agtcaccatyg
atctgacgac
tatctbgggge
tggecagoegge
atctattgga
ggectggtat
tttagecagt
caccatcago

ttatcecgete

cbgtotgeat
cactggttgg
groetotagtt
ttcactctca

tatagtaatt

gtgaagaagce
agttatggta
atcagecgott
accacagaca
acggcogtgt
caaggcoacca
ggtggoggat
gacagagtoa
cagcagaage
gaggcacaat
ageotgeage

actttoggey

ctattggaga
ccotggtatea
tagecag gy
ccatongaayg

atcecgetecac

ctggggecte
tecagectgggt
acactgghtaa
cateccacgag
attactgtgce
tggtcaccogt
cggacatcoa
cratcacctg
cagggaaage
caaggttoayg
ctgatgattt

gagggaccaa

cagagtcacc
gcagaageca
ggccceatea
cctgeagect

tttoggegga

agtgaaggte
gogacaggec
cacaaactat
cacagcctac
gagagatogt
ctcetcaggt
gatgacccag
cegggocagt
cecctaaactc
cggeagtgga
tgeaacttat

getggagate

357

60

120

180

300

324

60

120

180

240

300

360

420

480

540

600

660

720

7325



<210>
<21l>
<212>
<213>

<4 00>

35
15
DNA
Homoe

35

agttatggta

<210>
<211l>
<2Z212>
<2135

<4 00>

36
51
DNA
Homo

36

tggatcageyg

<210>
<Z1ll>
<212>
<213>

<400>

37
30
DNA
Homo

37

gatcgtggat

<210>
<21L1l>
<212>
<213>

<4 00>

38
33
DNA
Homo

38

cgggecagty

<210>
<Z21l>
<Zl2>
<213

<& 00>

3e
21
DNA
Homo

39

aaggcctceta

<210>
<21l
<Z212>
<213>

<4 00>

40
27
DNA
Homo

40

caacaatata

<210>»
<21ll>
<212>
<213

41
1.9
PRT
Homo

15/206

gapilens

tcage

sapiens

cttacactgg tascacaaac tatgoacaga agttocaggy ¢

sapiens

actatgatge ttttgatatc

sapilens

agggtattta tcactggttg gec

sapiens

gtttagecag ©

sapiens

gtaattatcc gotcact

saplens

15

30

33

21

27



<4 00> 42

Gln Met

1

Ser Leu

Gly Met

Ala His

Lys Gly

65

Leu Gln

Ala Thr

Thxy Leu

<210> 42

Gln

Arg

Tyxr

35

Ile

Arg

Met

Glu

Val
115

<21l> 111
«212> PRT
<213> Homo sapiens

<4 00> 42

Leu

Leu

20

Trp

Met

Agn

Gln

100

Thyr

Gln Ser Val Leu

1

Ser Ile

Asn Tyr

Met Ile
&0

Sexr Gly
65

Thr

Tyr

Sexr

Ile

20

Ser

Glu

Lys

Val

Tyr

Thi

Ser

8BS

Hisg

Val

Thr

5

sSex

Trp

Gly

Sexr

Gln

Cys

Arg

Asp

val

70

Leu

Trp

Ser

Gln

cys

Tyr

Ser

Gly
70

Ser

Ala

Glin

Gly

55

Ser

Areg

Ile

Ser

Pro

Thr

Gln

Lys

55

Asn

Gly

Ala

Ala

40

Ser

Arg

Ala

Thr

Ala

Gly

Gln

40

Arg

Thr

16/206

Gly

Ser

25

Pro

Asn

Asp

Glu

Ala
1085

Ser

Thx

25

His

Pro

Ala

Gly
10

Gly

Gly

Glu

ASR

Asp

S0

Phe

val

10

Pro

Ser

Ser

Val

Phe

Lys

Lys

Sexr

75

Thxr

Asp

Ber

Sexr

Gly

Gly

Thr

Gly

Tyr

Arg

Ala

Ile

Gly

hsp

Lys

Val

60

Thr

Gln

Phe

Leu

45

AsTn

Trp

Ser

val

aAla

45

Sexr

Ile

Pro

Ser

30

Glu

Asp

Thar

Tyr

Gly
110

Pro

Gly

30

Pro

Asn

Ser

Gly

15

Trp

Ser

Leu

Tyr

95

Lys

Gly

15

Gly

Lys

Arg

Gly

Arg

Tyxr

Val

Val

Tyr

80

Cys

Gly

Gln

Tyr

Leu

Phe

Leu
B8O



17/206

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyxr Thr Thr Arg

85

20

25

Ser Thr Axg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly

<2L0> 43

<21ll> 249
<21l2> PRT
<213> Homo sapiens

<400»> 43

Gln Met Gin

L

Ser
Gl?
Ala
Lys
65

Leu
Ala
Thr
Ser
Ser

145

Ser

.Leu

Met

His

50

Gly

Gln

Thx

Gly
130

Gly

Asp

Arg

Ty

35

Ile

Arg

Met

Glu

Val

115

Gly

Sex

val

100

Leu

Leu

20

Trp

Trp

Met

Agn

Gln

100

Thr

Gly

Pro

Val

5

Ser

Val

Tyzr

His

val

Gly

Gly

Gly
165

Gln

Cys

Arg

Asp

Val

70

Leu

Trp

Ser

Ser

Gln

150

Tyr

Ser

Ala

Gln

Gly

55

Sexr

Arg

Ile

Ser

Gln

135

Ser

Asn

Gly
Ala
Ala
40

Sexr
Arg
Ala
Thr
Gly
120
Ser

Ile

Tyr

105

Gly

Ser

25

Pro

Asn

Asp

Glu

Ala

105

Gly

val

Thr

Val

Gly

L0

Gly

Gly

Glu

Asn

Asp

So

Phe

Gly

Lieu

Tle

Sexr
170

Val

Phe

Lys

Lys

Ser

75

Thr

Asp

Gly

Thr

Ser

155

Trp

Val

Thr

Gly

Tyr

60

Arg

Ala

Ile

Ser

Gln

140

Cvys

Tyx

Gln

Phe

Leu

45

Ala

Asn

Val

Trp

Gly

125

Pro

Thr

Gln

110

Pro

Ser

30

Glu

Asp

Thr

Tyx

Gly

110

Ala

Ala

Gly

Gln

Asn

Trp

Ser

Leu

Tyx

95

Lys

Ser

Thr

His
175

Arg

Tyr

val

Val

Ty

80

Cys

Gly

Gly

val

Ser

160

Pro



Gly

Gly

Lieu

Ser

225

Lieu

<210> 44

Lys

Val

Thr

210

Ser

Thr

«211l> B
<212> PBRT
<213> Homo sapiens

<400> 44

Ala Pro
180

Sexr Asn

198

Ile Ser

Tyr Thr

Val Leu

Lys

Arg

Gly

Thr

Gly
245

Asn Tyr Gly Met Tyr

1

<210>
<211>
<212>
<213

<400

45
17
BPRT
Homo sapiens

45

5

Leu

Phe

Leu

Arg

230

Ala

Met

Ser

Gln

215

Ser

Ala

Ile

Gly

200

Ala

Thr

Ala

18/206

Tyr Glu

185

Ser Lys

Glu Asp

Arg Val

Gly

Ser

Glu

Phe
2358

Ser Lys

Gly Asn
205

Ala Asp
220

Gly Gly

Arg Pro
180

Thr ala

Tyr Tyr

Gly Thr

Ser

Ser

Cys

Liys
240

His Ile Trp Tyr Asp Gly Ser Asn Glu Liys Tyr Ala Asp Ser Val Lys

1

Gly

210> 46
<211> 10

<21l2> PRT
<213> Homo sapiens

<400> 46

5

10

Glu Gln His Trp Ile Thr Ala Phe Asp Ile

1

5

10

15



<«210> 47
<211> 14
<212> PRT
<213 > Homo

<400> 47

Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser

1

<210> 48
<21ls> 7
<212» PRT
<213 > Homo

<400> 48

sapilens

5

gapliens

Glu Gly Ser Lys Arg Pro Ser

1

<210> 49
<«21lL> 10
«<212> PRT
<213 > Homo

<400> 49

5

saplens

18/206

1o

Ser Ser Tyr Thr Thr Arg Ser Thr aArg Val

L

<210> 50
<21ll> 237
<212> DNA
<213 > Homo

<400> 50
cagatgcage

tectgtgoag
ccaggcaagy
goagactecg
ttgcaaatga
cactggatta
<210> 51

«ZLll> 333

<212> DNA

«<213> Homo

<4 00> 51
cagtetgtge

tocotgoactyg

5

saplens

tggtgcagtc
cototggatt
ggctggagtyg
tgaagggccg
acagectgag

ctgettttga

sapiens

tgggagagge
caccttoagt
ggtggeacat
aatgaccgtc
agcogaggac

tatectgggge

10

gtggtcocage
aactatggoa
atttggtatyg
tccagagaca
acggctgtgt

aaaggcacce

ctgggaggte

tgtactgggt
atggaagtaa
attccaggaa
attactgtge

tggtcaccecgt

cctgagacte
ccgecagget
tgaaaagtat
cacgttgtat
gacagagcaa

ctcectea

tgactcagee tgeetoegtyg totgggteote ctggacagte gatcaccatce

gaaccagcag tgacgttggt ggttataact atgbctoctg gtaccaacaa

60

120

180

300

357

60

120



cacccaggcea
tctaategeot
caggctgagyg
bLtcggeggag
<210>
<21l>

<212>
<213>

52
744
DNA
Homo

<4 00> 52
cagatgcage

tccectgtgeayg
cocaggeaagyg
goagacteooyg
ttgeaaatga
cactggatta
ggaggcggtt
cotgeoctecy
agtgacgttyg
aaactcatga
tceaagtoetg
gattattact
cbgacocgtec
«210>
<21l>

<212>
<213>

53
15
DNA
Homo

<4 00> 53
aactatggca

«<210> 54
<211l> 51
<21l2> DNA
«213> Homo

aagcccccaa
tctectggete
acgaggctga

ggaccaaget

sapiens

tggtgeagte
cctaotggatt
ggetggagtyg
tgaagggceyg
acagccetgay
ctgettttga
caggegeagy
tgtotgggte
gtggttataa
tttatgaggyg
gcaacacggo
gcagctecata

taggtgegge

saplens

tgtac

sapiens

actcatgatt
caagtotggoe
ttattactge

gaccgteocta

tgggggagyc

cacctteagt
ggtggeacat
aatgaccgtc
agcecgaggac
tatetgggge
tggcagegge
toctggacag
ctatgtcooee
cagtaagcgg
ctceoctgaca
tacaaccagy

cgeoa

20/206

tatgagggca gtaageggec ctoaggggtt

aacacggoat

agaobcatata

ggt

gtggtccagc
aactatggea
attboggtatg
toccagagaca
acggctgbgt
asaggoacec
ggtggeggat
tcgatecacca
tggtaccaac
ceoctocagggyg
atoctotggge

agcactegag

cooctgacaat ctctgggete

caaccaggayg cactcegagtt

ctgggaggte cctgagacte
tgtactgggt ccgceagget
atggaagtaa tgaaaagtabt
attccaggaa cacgttgtat
attactgtgc gacagagraa
tggtcaccgt ctcctcaggt
cgcagbtetgt getgactcayg
tctectgecac tggaaccago
aagacccagyg caaagceacoc
tttctaateyg ctteoctotgge
tccaggctga ggacgagget

tttbtcggoag agggaccaag

180

240

300

333

60

120

180

240

300

360

420

480

600

660

720

744

15



21/206

<400> 54
catatttggt atgatggaag taatgaaaayg tatgcagact cegtgaaggg c

<210> 55

<21l> 30

«<212> DNA

<213> Homo saplens

<4 00> 55
gagcaacact ggattactge ttttgatatc

<210> 56

<21ll> 42

<212> DNA

<213> Homo sapiens

<400> 56
actggaacca gecagtgacgt tbtggbtggttat mactatgtct co

<210> 57

<21ll> 21

<212> DNA

<213> Homo sapiens

<400> 57
gagggeagta ageggecota a

<210> 58

<21l> 30

<212> DNA

<213> Homo sgapiens

<400> 58
agctecatata caaccaggag cactcocgagtt

<210» 59

<21ls» 121

«212> PRT

«213> Homo sapiens

<400> &9
Glu Val Glin Leu Val Glu Ser Gly Gly Gly val Val Arg Pro Gly Gly
1 . 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp Asp Tyr
20 25 30

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

51

30

42

4

21

30



Ser

Lys

65

Lieu

Ala

Arg

Gly val

50

Gly Arg

Gln Met

Aryg Gly

Gly Thr
115

«210» 60
<2ll>» 111
<21l2» PRT

<213>

«400> 60
Gin Ala Val Leu Thr

1

Ser

Ile

Ser

65

Gln

Phe

Ile Thr

Phe Val
35

Ile Tyxr
50
Gly Ser

Ala Glu

Ser Val

<210> 61

<211l> 250
212> PRT
<213> Homo sapians

Asn

Phe

Asn

Trp

100

Leu

Ile

20

Ser

Asp

Lys

Asp

Val
100

Trp

Thr

Ser

85

Tyxr

Val

Home sapiens

5

Ser

Trp

Val

Glu
85

Phe

Asn

Ile

70

Lieu

Ser

Thr

Gln

Cys

Tyr

Asn

Ser

Gly

Gly

Ser

Arg

Gly

vVal

Pro

Thr

Gin

Lys

55

Asn

ASD

Gly

Gly

Arg

Ala

Ser

Ser
120

Ser

Gly

Gln

40

Arg

Tyr

Gly

22/206

Thr Arg Asp

Asp

Glu

Phe
108

Ser

Ala

25

His

Pro

Ala

Tyr

Thr
105

Asn

Asp

Tyr

val

10

Ser

Pxo

Ser

Ser

Cys

80

Lys

Ala
75

Thr

Ty

sSer

Gly

Gly

Gly

Leu

75

Ser

Tyr

60

Lys

Ala

Phe

Gly

Asp

Lys

Val

60

Thy

Ser

Thyr

Ala

Asn

Leu

Gly

Ser

val

Thr

45

sexr

Ile

Tyr

vVal

Ala

Ser

Tyx

Tyr
11D

Pro

Gly

30

Pro

Asrn

Ser G

Thr

Leu
110

Ser

Leu

Ty

95

Trp

Gly
15

Ala

Lys

Arg

Ser
95

Gly

Val

Tyx

80

Cys

Gly

Gln

Tyr

Leu

Phe

Leu

80

Thr



<400> 61

Glu Val Gln

1

Ser

Gly

Ser

Lys

65

Leu

Ala

Arg

Gly

Ser

145

Gly

Sin

Arg

Thr

Leu
Met
Gly
Gly
Gln
Arg.;
Gly
Gly
130
Ser
Ala
His
Pro

Ala
210

Ayxrg

Asn

35

Val

Arg

Met

Gly

Thr

11s

Ser

val

Sexr

Pro

Ser

195

Sexr

Leu

Leu

20

Trp

Asgn

Phe

Asn

Trp

100

Leu

Gly

Sexr

Gly

Gly

180

Gly

Leu

Val

841

Ser

Val

Gly

Thr

Ser

85

Tyxr

val

Gly

Gly

Asp

165

Lys

val

Thr

Glu

Cysa

Arg

Asn

Ile

70

Leu

Ser

Thr

Gly

Ser

150

val

Thr

Ile

Ser

Ala

Gln

Gly

55

Ser

Arg

Gly

val

Gly

135

Pro

Gly

Pro

Asn

Ser
215

Gly

Ala

Ala

40

Gly

arg

Ala

Ser

Ser

120

Ser

Gly

Ala

Lys

Arg

200

Gly

23/206

Gly

Ser

25

Pro

Tha

Asp

Glu

Phe

105

Ala

Gln

Tyr

Leu

185

Leu

Gly

Gly

Gly

Arg

Asn

asp

80

Tyr

Gly

Gln

ASn

170

Ile

Ser

Gln

Phe
Lys

Asp

Tyr
Gly
Ala
Ile
1355
Phe
Ile

Gly

Ala

vVal

Thr

Gly

Tyr

60

Lys

Ala

Phe

Gly

val

140

‘Th

Val

Tyr

Ser

Glu
220

Arg

Phe

Leu

45

Ala

Asn

Leu

Gly

Gly

125

Leu

Ile

Ser

Asp

Lys

2058

Asp

Pro

Asp

30

Glu

Ala

Ser

Ty

Tyr

110

Ser

Ser

Trp

Val

190

Ser

Glu

Gly

ABD

Trp

Sear

Leu

Tyr

295

Trp

Gly

Gln

Cyse

Ty

178

Asn

Gly

Ser

Gly

Tyr

Val

Val

Ty

80

Cys

Pro

Thr

160

Gln

Lys

hzn

Asp



24/206

Tyr Tyr Cys Sexr Ser Tyr Thr Ser Thr Phe Ser Val Val Phe Gly Gly
225 230 . 235 240

Gly Thr Lys Val Thr Val Leu Gly Ala Ala
245 250

<210> 62

<211l> 5

<212» PRT

<Z13> Homo sapilens

<4 00> 62
Asp Tyr Gly Met Asn
1 5

<210> 63

<21l> 17

<212»> PRT

<213> Homo sapiens

<400> 63
Gly Vval Asn Trp Asn Gly Gly Thr Arg Asp Tyr Ala Ala Sexr Val Lys
1 5 10 15

Gly

<210> 64

<21l> 12

<212> PRT

<213 > Homo sapiens

<400> 64
Gly Trp Tyr Ser Gly Sexr Phe Tyr Tyr Phe Gly Tyr
1 5 10

<210> 65

<211l> 14

<212> PRT

«213> Homo sapiens

<400> €5
Thr Gly Ala Ser Gly Asp Val Gly Ala Tyr Asn Phe Val Ser
1 5 10

<210> 66

<21l> 7

<212» PRT

<213> Homo sapiens



<400> 66

Asp Val Asn Lys Arg Pro Ser

1

<210>
<21lL>
<212>
<213 >

67
10
PRT
Homo

«<400> 67

5

saplens

25/206

Ser Ser Tyr Thr Ser Thr Phe Ser Val Val

1

<210> 68
<211l> 363
<212>» DNA
<Z13» Homo

<400> 68
gaggtgcage

tcectgtgeayg
ccagggaagy
gcagectecy
ctgcaaatga
tatagtggga
tcea

<210> 69
<211> 333
<212> DNA

<213 > Homo

<400> €89
caggotgtge

toectgeactyg
cacccaggea
tctaatcoget
caggccgagyg

tttggeggag

5

sapilens

tggtggagtc
cototggatt
ggctggagtyg
tgaagggccy
acagtoctgag

gettctacta

sapiens

tgactcagoe
gagccagegy
aaaccceocaa
tetetggeto
acgagtctga

ggaccaaggt

cggygggaggt

cacctttgac
ggtctotyggt
attcaccate
agccgaggac

atttggetac

gtceotoegtyg
tgacgttggt
actcataatt
caagtotgge
ttattactge

cacogtoeta

10

gtggtacggc
gattatggea
gttaattgga
tccagagaca
acggoottgt

tggggeegag

cotgggtotc
gcecttataact
tatgatgtca
aacacggoect

agcteoatata

ggt

ctyggggggtce
tgaactgagt
atggtggtac
acgacaagaa
attactgtgce

gaaccctggt

ctggacagtc
ttgtotooctyg
ataagcggcec
coctgaccat

caagoacctt

cocbgagactc
cogecaaget
cagagattat
ctcootgtat
gagaggatgog

caccgtetec

gatcaqcato
gtaccaacaa
ctocaggggtt
ctctgggetc

ctebtgtggta

60

120

180

240

300

363

60

120

180

240

300



<210> 70
<21l> 750
<212> DNA
<213> Homo

<4 00> 70
gaggtgoago

tcctgtgecayg
ccagggaagyg
goagooctecy
ctgraaatga
tatagtggga
agtggaggeg
ctgactcage
ggagocagey
azaaccooca
ttctctgget
gacgagtctg
gggaccaagy
<210> 71
<211l> 15
<21l2> DNA
<213> Homo
<400> 71

gattatggca

<210> 72
«<21l> 51
<212»> DNA
<213> HOmo

<400> 72
ggtgttaatt

<Z1l0> 73
<2Z1ll> 36
<212> DNA
<213 > Homo

<400> 73
ggatggtata

26/206

gapiens

tggtggagtc cgggggaggt gtggtacggyc

cetetggatt cacctttgac gattatggea

ggtcoctctggt gttaatggga

ggctggagtyg

attcaccatec bcocagagaca

tgaagggeeg

acagtctgag agcogaggac acggeattgt

gettotacta ctttggetac tggggecgad

geggttecagy cggaggtgge totggeggtyg

cgtooteogt gtotgggtcot cctggacagt

tgoettataac tttgtoteoct

gtgacgttgg

aactcataat ttatgatgtce aataagegge

ccaagtetgy caacacggoce tooctgacca

attattactg cagctcatat acaagcacct

tecaccgtcoct aggtgoggec

saplens

tgaac

sapiens

ctggggggte
tgaactgggt
atggtggtac
acgeocaagaa
attactgtge
gaaccetggt
goggaagtge
cgatcaccat
ggtaccaaca
coctoaggggt
cctotggget

toctotgtggt

cotgagactc
cocgecaaget
cagagattat
ctecctgtat
gagaggatgyg
caccgteteg
acaggctgtyg
ctootgeact
acacccagge
ttotaatege
ccaggecgay

atttggegga

ggaatggtgyg taccagagat tatgcagcect ccgtgaaggg ©

saplens

gtgggagcett ctactactbtt ggetac

60

120

180

240

300

360

420

480

540

600

660

720

750

15



<210> 74
<21ll> 42
<212> DNA
«<213> Homo

<400> 74

saplens

27/206

actggagocs goggtgaaegt tggbgettat aactttgtcect cco

<210> 75
<2Z211l> 21
<212> DNA
<213> Homo

<400> 75

sapiens

gatgtcaata agoeggococte a

<210> 76
<211l> 30
<212> DNA
<213> Homo

<400> 76
agctcecatata

<210> 77

<21l> 119
<212> PRT
<213> Homo

<4Q00> 77
Glu val Gln
1

Ser Val Lys

Tyr Ile His
35

Gly Trp Val
50

Gln Gly Trp
65

Met Glu Leu

Leu

Val

20

Trop

Asn

val

bBro

sapiens

saplens

Val

5

Ser

Val

Pro

Thr

Gln

Cys

Arg

Asp

Met

70

Leu

Ser

Gln

Gln

Thr

Thr

Arg

caagcacctt ctetgtggta

Ala

Thr

40

Gly

Arg

Asp

Ala

Ber

25

Pro

Gly

Asp

Glu

10

Gly

Gly

Thr

Met

Asp
S0

Val

Tyz

Gln

Arg

Lys

Thr

Gly

Tyr

60

Asn

Ala

Lys

Phe

Phe

Ala

Thr

val

Pro

Ser

30

Glu

Gln

Thr

Tyr

Gly

15

Asp

Trp

Lys

Ala

Tyr
95

Ala

Tyr

Met

Phe

Tyr

80

Cys

42

21

30



28/206

Ala Arg Asp Leu Thr Gly Phe Asp Pro Phe Asp Ile Trp Gly Gln Gly
100 105 110

Thr Leu Val Thr Vval Ser Ser
118

<210> 78

<211> 108

<212» PRT

<213> Homo sapiens

<400> 78
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Val Ala Pro Gly Lys
1 B 10 15

Thr Ala Thr Ile Thr Cys Gly Gly ARsn Asn Phe Arg Asn Lys Arg Val
20 25 30

Hig Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Val Leu Val Ile Tyr
35 . 40 45

Tyr AsSp Ser Asp Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser
50 55 60

Arg Ser Gly Asn Thr Ala Thr Leu Thr Ile S8er Arg Val Glu Ala Gly
65 70 75 80

Asp Glu Ala Asp Phe Tyr Cys Gln Val Trp Asp Ser Ser Thr Asp Arg
85 90 @5

Pro Leu Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
100 105

<210= 78

<211l> 247

<212> PRT

<213> Homo saplens

<400> 78
Glu val Gln Leu Val Gln Ser Gly ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys @Gln Ala Ser Gly Tyr Thr Phe Ser Asp Tyr
20 25 30



Ty

Gly

Gln

£§5

Met

Ala

Thr

Ser

Val

145

hgn

Ala

Pro

Ile

Trp
225

Ile

Trp

50

Gly

Glu

Arg

Leu

Gly

130

Ser

Phe

Pro

Glu

Ser

210

Asp

vVal

Trp

Leu

Asp

Val

115

Gly

vVal

Arg

val

Arg

185

Arg

Ser

Leu

TrD

Asn

val

Pro

Leu

100

Thx

Gly

Ala

Asn

Lau

180

Phe

val

ser

Gly

Val

Pro

Thr

Arg

85

Thr

val

Gly

Pro

Lys

165

val

Ser

Glu

Thr

Ala
245

ary

Asp

Met

70

Leu

Gly

Ser

Ser

Gly

150

Aryg

Ile

Gly

Ala

Asp

230

Ala

Gln

Thr

55

Thr

Arg

Phe

Ser

Ala

135

Lys

val

TYr

Ser

Gly

215

Arg

Ala

Thr

40

Gly

Arg

Asp

Asp

Gly

120

Gln

Thx

Hisg

TyT

Arg

200

Asp

Pro

29/206

Pro Gly Gln

Gly
Asp
Asp
Pro
105
Gly
Ser
Ala
Trp
hep
185
Ser

Glu

Leu

Thx

Met

Asp

80

Phe

Gly

Val

Thr

Tyr

170

Ser

Gly

Ala

Phe

Arg

Ser

75

Thr

AsDp

Gly

Leu

Ile

155

Gln

Asp

Asn

Asp

Gly
235

Gly

TyT

60

Asn

Ala

Ile

Ser

Thx

140

Thr

Glin

Arg

Thr

Phe

220

Gly

Phe

45

Ala

Thr

Val

Trp

Gly

125

Gln

Arg

Pro

Ala

205

Tyx

Gly

Glu

Gln

Thy

Tyxr

Gly

110

Gly

Pro

Gly

Pro

sSer

190

Thr

Cys

Thr

Trp
Lys
Ala
Tyxr
95

Gln
Gly
Pro
Gly
Gly
175
Gly
Leu

Gln

Lys

Met

Phe

Tyr

80

Cys

Gly

Gly

Ser

Asn

160

Glin

Ile

Thr

Val

Leu
240



30/206

<210> BO

<21lls B

<212> PRT

«213> Homo sapiens

<400> 80
Agp Tyr Tyr Ile His
1 s

<210> 81

<211l> 17

<212 PRT

<213> Homo sapiens

<400> 81
Trp val Asn Pro Asp Thr Gly Gly Thr Arg Tyr Ala Gln Lys Phe Gin
1 5 10 15

Gly

<210> B2
<21l1l> 10
<21l2> PRT
<213> Homo sapiens

<400> 82
Asp Leu Thr Gly Phe Asp Pro Phe Asp Ile
1 5 10

<210> B3

<21l> 11

«212> PRT

<213> Homo saplens

<400> 83
Gly Gly Asn Asn Phe Arg Asn Lys Arg Val His
1 5 10

<210> 84

<21l1l» 7

«212> PRT

<213> Homo sapilens

<4 00> 84
Tyr Asp Ser AsSp Arg Pro Ser
1 5

<210> 85

<211> 11

«212> PRT

<213> Homo sapiens



<400> 85

31/206

Gin Val Trp Asp Ser Ser Thr Asp Arg Pro Leu

1

<210>
<211l>
<212>
«213>

86
357
DNA
Homo

<400> B6
gaggtgoage

toctgtocagy
cocbtggacaag
gocgcagaagt
atggagetge
actggatteyg
<210>
<Zll>

<212>
<213>

87
327
DNA
Homo

«<400> B7
cagtctgtge

acctgtgggg
caggcecctg
tteteotggoet
gatgaggoecy
ggagggacca
<210>
<21Ll>

<212
<213 >

g8
741
DNa
Homo

<400> 88
gaagtgcage

tectgtecagg

catggacaag

gogcagaagt

5

saplens

tggtgecagte
cttetggata
ggtttgagtg
ttcagggcety
ccaggctgayg

atcettttga

sapiens

tgactcagoo
gaasacaactt
tcetggteat
cocogotetgy
acttttactg

agctgacoegt

sapiens

tgotgecagtc
cttetggata
ggtttgagtyg

ttcagggotyg

tggggctgag
caccttoage
gatgggatgg
ggtcacaatyg
agacgacgac

tatetgggge

accctocagty
tcgaaataaa
ctattatgat
gaacacggcc
tcaggtbgtgg

cotaggt

tggggctgag
cacctibcage
gatgggatgg

ggtcaccatg

10

gtgaagaage
gattactata
gtocaaccoty
accagggaca
acggecgtat

cagggaacca

tecagtggeoac
agagtacact
tcagacoggc
accctgacea

gatagtagta

gtgaagaagc
gattactata
gteaaccetyg

accagggaca

ctggggeoccte
tbcactgggt
acactggtygg
tgtccaacac
attactgtygc

tggtcacegt

caggaaagac
ggtatcagea
coctecagggat
tcagcagggt

cbgatecgtee

ctggggoete

ttcactgggt
acactggtgg

tgtccaacac

agtgaaggtc
gocgacagace
cacaagatac
cacagcatac
gagagatcta

ctectca

ggccacéatt
gaggecagge
coctgagega
cgaggeogay

getgttogge

agtgaaggtc
gogacagacc
cacaagatac

cacagcctac

60

120

180

240

357

60

120

180

240

300

327

60

120

180

240



atggagcetge
actggattty
ggeggeggtt
cagecacect
aactttogaa
gteoatctatt
tctgggaaca
tactgtcagy
accgtootayg
<210>
<211>

<212>
<Z213>

8o
15
DNA
Homo

<400> 88
gattactata

«2210» 90
<211l> 51
«212>» DNA
<213> Homo

<400> 50
tgagtcaacce

<210>
<211>
<212>
<213 >

g1
30
DNA
Homo

<400> 91
gatctaactyg

<210>
<2L1>
<212>
<213>

82
33
DNA
Homo

<400> 22
gggggaaaca

ccaggctgayg
atcorrttga
caggeggagy
cagtgtcagt
ataaaagaght
atgattcaga
cggcoacaot
tgtgggatag

gtgeggeege

sapiens

ttecac

sapiens

agacgacgac
tatotgggge
tggctetggc
ggcccoagga
acactggtat
ceggecctaa
gaccatcage
tagtactgat

a

32/206
acggecogtat
cagggaacec
ggtggeggaa
aagacggcca
cagoagagygc
gggatbcecctyg
agggtcegagy

cgtoogetgt

attactgtge
tggtcaccgt
gtgcacagte
cgattacctg
caggccaggc
agocgattcte
cecggggatga

teggeggagy

gagagatcta
ctegagbgga
tgtgetgact
tgyggggaaac
caectgtactyg
tggotoccge
ggecgacttt

gaccaagety

ctgacactgy tggcoacaaga tacgoegeoaga agtttcagygg o

sapiens

gatttgatce ttttgatatc

sapiens

actttcgaaa taasaagagta cac

300

360

480

540

500

660

720

2741

51

30

33



<210> 93
«<211l> 21
<212> DNA
<213> Homo

<400> 83
tatgatbtcag

«210> 94
<211» 33
«<212> DNA
<213> Homo

«<400> 84
caggtgtggyg

<210> 95
<211> 121
<212> PRT
<213> Homo

<400> 85

Gln Val Gln
1

Ser Val Lys

Tyr Met His
35

Gly Trp Ile

50

Arg Gly Axg

Met Glu Leu

Ala Arg Glu

Arg Gly Thr
115

sapiens

accggecote a

sapiens

33/206

atagtagtac tgatcgtecg ctg

sapiens

Lreu

val

20

Trp

Asn

Val

Ser

Pro

100

Met

val

5

Sexr

Val

Pro

Thr

Arg

85

Glu

val

Gln

Cys

Arg

Tyr

Met

70

Leu

Lys

Thr

Ser

Lys

Gin

Thr

55

Thr

Gly

Phe

val

Gly

Ala

Ala

40

Gly

Arg

Ser

ASp

Ser
120

Ala

Ser

25

Fro

Gly

Asp

ABp

Phe

105

Ser

Glu
10

Gly
Gly
Ala
Thr
Asp
g0

Trp

Val

Tyr

Gln

Phe

Ser

75

™hr

Gly

Lys

Thr

Gly

Tyx

60

Ile

Ala

Gly

Lys

Phe

Leu

45

Ala

Asn

Val

Asp

Pro

Thr

30

Glu

Gln

Thx

Tyx

ASBn
110

Gly

15

Asp

Trp

Lys

Ala

Tyr
85

Trp

Ala

Tyr

Val

Phe

Ty

8O

Cys

Gly

21

33



<210>
<21l>
<212>

219
112
PRT

<213> Homo sapiens

<4 00>
Gln Al
1

Arg Va

Tyr Gl

Leu Il
50

Ser Gl
65

Gln Al

Leu Se

<210>
<21lL>
<212>
<213>

<4 00>
Gln Va
1

Ser Va

Tyr Me

Gly Tx
50

96
a Val

1 Thr

v Val

35

e Tyr

Yy Ser

a Glu

r Gly

57
252
PRT

Leu

Ile

20

His

Gly

Asp

Tyx
100

Thr

5

Ser

Tro

Asn

Ser

Glu

85

val

Homo sapiens

S7
1 Gln

1 bLys

 His

35

p Ile

Arg Glyv Arg

65

Leu

val
20

Trp

Asn

val

Val

5

Ser

val

Pro

Thr

Gln

Cys

Ty

Ser

Gly

70

Ala

Phe

Gln

Cys

Arg

Ty

Met
70

Pro

Thr

Gln

Asn

55

Thr

ABP

Gly

Lys

Gln

Thr

55

Thr

Ser

Gly

Gln

40

Arg

Ser

Tyr

Thx

Gly

Ala

Ala

40

Gly

Arg

34/206

Ser

Ser

25

Leu

Pro

Ala

Tyr

Gly
105

Ala

Sexr

25

Pro

Gly

Asp

Val

10

Ser

Pxro

Ser

Ser

Cvys

90

Thr

Glu

10

Gly

Ala

Thr

Ser

Ser

Gly

Gly

Leu

75

Gln

Gln

Val

Tyr

Gln

Phe

Ser
75

Gly

Asn

Thr

Val

60

Ala

Sexr

Leu

Lys

Thr

Gly

-

60

Ile

Ala

Ile

Ala

45

Pro

Ile

TyT

Thr

Lys

Phe

Leu

45

Ala

Asn

Pro

Gly

Pro

Asp

Thr

Asp

Val
110

Pro

Thr

30

Glu

Gln

Thr

Gly

15

Ala

Lys

Arg

Gly

Ser

85

Leu

Gly

15

Asp

Txp

Lys

Ala

Gln

Gly

Leu

Phe

Leu

80

Ser

Gly

Ala

Tyr

Val

Phe

Tyr
80



Met

Ala

Arg

Gly

Ser

145

Gly

Glin

Axg

Ser

Tyr

225

Thr

Glu

Arg

Gly

Gly

130

Ser

Leu

Pro

Ala

210

Tyr

Gly

<210> 98
<211l> 5

«<212>

Leu

Glu

Thy

115

Ser

vVal

Ser

Pro

Ser

195

Cys

Thr

PRT

Ser

Pro

100

Met

Gly

Ser

Ser

Gly

180

Gly

Leu

Gln

Gln

Arg
85

Glu

Val

Gly

Asn

165

Thxy

Val

Ala

Ser

Leu
245

<213> Homo sapiens

<400> 98
Asp Tyr Tyr Met His

1

s

Leu
Lys
Thxr
Gly
Ala
150
Ile

Ala

Pro

Tyr
230

Thr

Gly

Phe

Val

Gly

1358

Pro

Gly

Pro

ASD

Thr

215

Asp

val

Ber

Asp

Ser

120

Sex

Gly

Ala

Lys

Arg

200

Gly

Ser

Leu

35/2086

Asp

Phe

105

Ser

Ala

Gln

Gly

Leu

185

Phe

Leu

Ser

Sear

Asp

90

Top

Gly

Gln

hry

Tyr

170

Leu

Ser

Glin

Lien

Ala
250

Thr

Gly

Gly

Ala

Val

155

Gly

Ile

Gly

Ala

Ser

235

Ala

Ala

Gly

Gly

val

140

Thr

val

Tyxr

Ser

Glu

220

Gly

Ala

val

Asp

Gly

125

Leu

Ile

His

Gly

Lys

205

AsSp

Tyr

Tyxr

AsIl

110

Ser

Thr

Ser

Trp

Agn

120

Ser

Glu

val

Tyr

25

Gly

Gln

Cys

Tyr

175

Ser

Gly

Ala

Phe

Cys

Gly

Gly

Pro

Thr

160

Gln

Agn

Thr

Asp

Gly
240



36/206

<210> 98

<211> 17

<212» PRT

<213 > Homo sapiens

<400> 99
Trp Ile Asn Pro Tyr Thr Gly Gly Ala Phe Tyr Ala Gln Lys Phe Arg
1 5 10 15

Gly

<210> 100

«21ltlx> 12

<212> PRT

<213> Homo sapiens

<400> 100
Glu Pro Glu Lys Phe Asp Phe Trp Gly Gly Asp Asn
1 S Lo

<210> 101
<«211> 14
<212> BERT
<213> Homo sapiens

<400> 101

Thr Gly Ser Ser Ser Asn Ile Gly Ala Gly Tyr Gly Val His
1 5 10

<210> 102

<21l> 7

<212» PRT
<213> Homo sapiens

<400> 102
Gly Asn Ser Asn Arg Pro Ser
1 5

<210> 103

<21l> 11

«Z212» PRT

<213> Homo sapilens

<400> 103
Gln Ser Tyr Asp Ser Ser Leu Ser Gly Tyr Val
1 ) 10

«210> 104
<21l>» 363
<212> DNA
<213> Homo sapiens



<400> 104
caggtcecagao

tcectgeaagy
cotggacaag
gcacagaagt
atggagctga
gaaaaatbtcg
teca

<210>
<21ll>

<212>
<213 >

105
336
DNA
Homo

<400> 105
caggctygtgco

tectgracty
cttocaggaa
cetgacogat
caggctgagy
gtectteggaa
<2105
<211>

<212>
<213>

106
756
DNA
Homo

<400> 106
caggtcecage

teectgoaagg
cotggacaay
gcacagaagt
atggagctga
gaaaaattcyg
agtggaggeg

ctgacreage

tggtgcagtce
cttctggata
ggertgagtg
treggggeay
gecagactggy

atttttgggg

sapiens

tgactecagaoc
ggagecagctce
cagccoccaa
tctetggote
atgaggctga

ctgggaccoa

sapiens

tggtgeagtc
cttctggata
ggcttgagty
tteggggeay
gcagactggg
atttctggog
geggttoagg

cgbectoagt

tggggctgag
cacctteace
ggtgggatgyg
ggtcacaétg
atctgacgac

gggtgacaac

gbecctcagtyg
caacatoggy
actocctcate
caagtctggce
ctattactgc

getecacogte

tggggctgayg
caccttoace
ggtgggatgg
ggtcaccatyg
atctgacgac
gggtgacaac
cggaggtgge

gtcotggggcc

37/206

gtgaagaagc
gactactata
atcaaccctt
accagggaca
acggeegtgt

tggggecggg

tctggygeoce
graggttatyg
tatggtaaca
acctcagecot
cagtectatg

ctagght

gtgaagaagc
gactactata
atcaaccctt
accagggaca
acggecgtgt
tggggcecggyg
tetggoggty

ccagggcaga

ctggggacte
tgeactgggt
atactggtgg
cgtocatcaa
attattgtge

ggacaatggt

cagggcagayg
gtgtacactyg
graatogges
ceotgygeceat

acagcagaoct

ctggggeocte
tgcactgggt
atactggtgy
cgtccatcasa
attattgtge
ggacaatggt
geggaagtge

gggtcaccat

agtgaaggtc
gegacaggeco
cgecattcetat

cacagcotac

gagagsaacot

cacegtotao

ggtcaceatc
gtaccaacag
ctoaggggtce
cactgggcetc

gagtbggttat

aétgaaggtc
gogacaggec
cgeatootat
cacagcoctac
gagagaacct
caccgtcteg
acaggctgtyg

ctectgceact

60

120

180

240

300

360

363

60

120

180

240

300

336

60

120

180

240

300

380

420

480



gogagcagct
acagececcea
ttekectgger

gatgaggctyg

actgggacce

<210» 107
<211l 15
<212> DNA
<213> Homo

<400> 107
gactactata

<210> 108
«21ly» B1
<212> DNA
<213> Homo

<400> 108
tggatcaacc

<210> 108
<21l> 36
<212> DNA
<213> Homo

<400> 108
gaacctgaaa

<210> 110
<21ll> 42
<212> DNA

<213> Homo

<400» 110
actgggagca

111
21
DNA
Homo

<210>
<211l>
<212>
<213 >

<400> 111
ggtaacagoa

ccaacatcecgg
aactcctoat
ccaagtetgy
attattactyg

agotcacogt

sapliens

tgcac

sapiens

ggcagygttat
ctatggtaac
cacctecagec
ccagtoctat

tttaagtgcey

38/206
ggtgtacact
agcaatocgge
tcceotggoca
gacagcagcc

geogea

ggtaccaaca
cctcaggggt
tcactggget

tgagtggtta

gothoccagga
coctgacoga
ccaggetgay

tgtcttegga

cttatactgg tggegeattoe tatgcacaga agtttegggyg ©

sapiens

aatteodatbttt ttggggugdt gacaac

!
sapiens

getecaacat cggggcaggt tatggtgtac ac

sapileng

atcggeccteo a

540

600

660

720

756

51

36

42

21



<210> 112

<21l> 33

<212> DNA
<213> Homo sapiens

<400> 112

cagtectatyg acageagect gagtggttat gte

<210> 113
<21l> 118
«<212> PRT
<213> Homo saplens

<400> 113
Glu Val Gln Leu

S

Ser

Tyzr

Ser

Lys

65

Leu

Ala

Thr

<2Z10>
<211l>
<212»
<213>

<4 00>

Leu

Met

Ala

50

Gly

Gln

Arg

Leu

Arg

Ser

35

Ile

Arg

Met

Gly

Val
115

114
108
PRT
Homo sapiens

114

Leu

20

Trp

Sexr

Ile

Ser

Leu

100

Thx

val

5

Ser

Val

Gly

Thr

Ser
85

Trp

Val

Glu

Cys

Arg

Sex

Ile

70

Leu

val

Ser

Ser

Ala

Gln

Gly

55

Arg

Trp

Ser

Gly

Ala

Ala

40

Gly

Arg

Ser

Agp

39/206

Gly

Ser

25

Ser

Asp

Glu

Pro
Los

Gly

10

Gly

Gly

Thr

Asn

Asp

90

TLau

Lieu

Phe

Arg

Ala
75

Thr

Asp

val

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Thz

Phe

Lieu

45

Ala

Asn

Trp

Pro

Serxr

30

Glu

Asp

Ser

Tyr

Gly
110

Gly

Asp

Trp

Ser

Lieu

Tyx

95

Arg

Gly

Tyr

val

val

Ty

B8O

Cys

Gly

Asp Ile Gln Met Thr Gln Ser Pro Ser Thr Leu Ser Ala Ser Ile Gly

1

5

10

15



Asp

Leau

Tyr

Ser

65

Asgp

Thr

<Z210>
<211l>
<212>
<213>

<400>

Arg

Ala

Lys

50

Gly

Asp

Phe

val

Trp

35

Ala

Phe

Phe

Gly

115
246
PRT
Homo sapiens

115

Glu val Gln

1

Ser

Tyr

Ser

Lys

65

Leu

2la

Leu

Met

Alm

50

Gly

Gln

Arg

Arg

Ser

35

Ile

Arg

Met

Gly

Thr

20

TYT

Sear

Gly

Ala

Gly
100

Leu

Leu

20

Trp

Sex

Ile

Sexr

Liew
100

Ile

Gln

Sear

Thr

Thr

g5

Gly

Val
5

Ser

val

Gly

Thxr

Ser

85

Trp

Thy

Gin

Leu

Asp

Tyr

Thr

Glu

Cys

Arg

Ser

Ile

70

Leu

Val

Cys

Lys

Ala

55

Phe

Tyr

Lys

Ser

Ala

Gln

Ser

Arg

Trp

Ary

Pro

40

Ser

Thr

Cys

Leu

Gly

Ala

hla

40

Gly

Sexr

Asp

40/206

Ala Ser Glu

25

Gly

Gly

Leu

Gln

Glu
105

Gly

Ser

25

Pro

Ser

Asp

Glu

Pro
105

Lys

Ala

Thr

Gin

20

Ile

Gly

10

Gly

Gly

Thr

Asn

ABp

20

Len

Ala

Pro

Ile

75

Lys

Leu

Phe

Arg

Tyx

Ala

75

Thr

Asp

Gly

Pro

Ser

60

Sexr

Ser

Ary

Val

Thr

Gly

Tyr

60

Lys

Ala

Tyxr

Ile

Lys

45

Arg

Ser

Glu

Thxr

Phe

Leu

45

Ala

Asn

Val

Trp

Tyx

30

Leu

Phe

Lieu

Pro

Sexr

30 -

Glu

Asp

Ser

Tyx

Gly
110

His

Leu

ser

Gln

Ala
95

Gly
15

Asp

Trp

Serx

Leu

Tyx

(=3

-

Arg

Trp

Ile

Gly

Pro

80

Trp

Gly

Tyx

val

val

Ty

80

Cys

Gly



Thr

Ser

Leu

145

Glu

Ala

Pro

Ile

Tyz

225

Lys

Leu

Gly

130

Ser

Gly

Ser

Ser

210

Sex

Aryg

Val

115

Gly

Ala

Ile

Lys

Arg

195

Ser

Glu

Ala

<210> 116
<211l> 5
<«212> PRT
<213> Homo sapiens

<400> 116
Asp Tyr Tyr Met Ser

1

<210» 11
<211l> 17

«21l2>
<213>

<400> 11
Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys

1

Gly

7

PRT
Homo sapiens

7

Thr

Gly

Tyr
Leu
180
Phe
Leu

Phe

Ala

Vval

Gly

Ile

His
165

Leu

Ser

Gln

Ala

Ala
245

5

5

Ser

Ser

Gly

150

Trp

Ile

Gly

Pro

Trp
230

Ser

AsD

Asp

Leu

Tyr

Ser

Asp

215

Thr

Gly

120

Ile

Arg

Ala

Lys

Gly

200

Asp

Phe

41/206

Gly Gly

Gln Met

vVal Thr

Trp Tyr

170

Ala Ser

185

Phe Gly

Phe Ala

Gly Gly

10

Gly

Thr

Ile

155

Gln

Ser

Thr

Thr

Gly
235

Ser

Gln

140

Thr

Gln

Leu

Asp

Tyxr

220

Thr

Gly
125

Ser

Lys

Ala

Phe

205

Tyx

Lys

Gly

Pro

Arg

Pro

Ser

180

Thar

Cys

Lieu

Gly

Sexr

Ala

Gly

175

Gly

Leu

Gln

Glu

15

Gly

Thr

Ser

160

Lys

Ala

Thr

Gln

Ile
240



118
10
PRT

<210>
<211l>
<212
<213>

<400> 118

Homo sapiens

42/206

Gly Leu Trp Val Trp Asp Pro Leu Asp Tyr

1

5

10

<210> 119

<211> 11 )

<212» PRT

«213> Homo sapiens

«<400> 119

Arg Ala Sex Glu Gly Ile Tyx His Trp Leu Ala
1 5 10
<210> 120

<211l> 7

<212> PRT

<213> Homo sapiens

<400> 120

Lys Ala Ser Ser Leu Ala Serx

1 5

<210> 121

<211> 38

«212> PRT

<213> Homo saplens

<400> 121

Gin Gin Tyr Sexr Glu Phe Ala Trp Thr

1 5

<2}0> 122

<21ls> 357

<212> DNA

<213> Homo sapiens

«400> 122

gaggtgcage tggtggagtc tgggggagge ttggtcacge
tceotgbygeayg cctetggatt caccttcagt gactac;aca
ccagggaggyg ggctggaghby ggtotcaget attagtggta
gcagactecyg btgaagggceg gatcaccate tccagagaca
ctgcaaatga gragoctgag atctgaggac acggeogtgt

ctggagggtce
tgagctgggt
gtggtggtag
acgccaagas

attactgtge

cctgagacte
caogeocaggelt
cacatactac

ctcactgtat

gagagggctt

60

120

180

300



tgggtttagyg

«210> 123
<21l> 324
<2Z12> DNA
<213> Homo

<400> 123
gacatccaga

atcacctgeoco
gggaaagcoeo
aggtteageg
gatgéttttg

gggaccaage

<Z10» 124
<211l> 738
<212 DNA
<213> Homo

<400> 124
gaggtgocage

tectgtgoag
ccagggagay
gragactoog
ctgeaaatga
tgggrttggg

gggggeggtt

tceecotteoca
gagggtattt
ctgatctata
tttgggacag
tactgccaac

aaacgtgegy

43/208

atccbettga ctactggggoe agaggaacee tggtcacegt ctoectea

saplens

tgaccocagta
gggccagtga
ctaaactcct
geagtggatt
caacttatta

tggagatcaa

sapliens

tggtggagta
cetetggatt
ggctggagtg
tgaagggecy
geageetgag
atcctottga
caggeggagy
ccectgtetge
atcactggtt
aggectotag
atttcactct
aatacagcga

cegoacat

teocttocoaca
gggtatttat
gatctataag
tgggaccgat
ctgocaacaa

acgt

tgggggagg?
caccttoagt
ggtotcaget
gatcaccate
atctgaggac
ctactggggce
tggcagegge
atctattgga
ggcctggtat
tttagccagt
caccatoage

gttegoectgg

ctgtetgoat
cactggttgg
gookctagtt
ttoactetoa

tacagcgagt

ttggtocacgo
gactactaca
attagtggta
toccagagaca
acggeoegbgt
agaggaacec
ggtggcggat
gacagagtca
cagcagaayc
ggggeeeocat
agoctgoage

acctteggeyg

ctattggaga
cotggtatoa
tageoagtgy
coatcagoay

toegectggac

ctggagggtc
tgagctgggt
gtggtggtag
acgccaagaa
attactgtge
tggtcaccgt
cggacatcca
ccatcacctg
cagggaaagc
caaggttecag
Cctgatgattt

gagggaccaa

i

cagagtcoace
gragaagoca
ggcceocoatca
cctgoageat

cttoggegga

cctgagacto
cogocagget
cacatactac
cteoactgtat
gagagggctt
ctettcaggt
gatgacccayg
cogggecagt
cactaaacte
cggeagtgga
tgcaacttat

gatggagatce

357

60
120
180
240
300

324

s0
120
180
240
300
360
420
480
540
600
660
720

738



<210> 125
<21l> 15
<212> DNA
<213 > Homo

<4 00> 125
gactactaca

<210» 126
<21l>» B1
<212> DNA
<213 » Homo

<400> 126
goetattagtyg

<210> 127
<21Ll> 30
<212> DNA
«213» Homo

400> 127
gggctttggg

<210> 128
<21l> 33
<212> DNA
<213> Homo

<400> 128
cgggccagtyg

«210> 128
«ZLlls> 21
<212> DNA
<213 > Homo

<400> 12°2
aaggcctcta

<210> 130
<21lLl> 27
<212> DHNA
<213> Homo

«400> 130
caacaataca

<210> 131
<211> 119
212> PRT
<213 » Homo

44 /206

saplens

tgagce

sapiens

gtagtggtygyg tagcacatac tacgecagact ccgltgaaggyg ¢

sapiens

tttgggatco tcttgactac

sapiens

agggtattta tcactggttg gec

sapiens

gtttageccag t

sapiens

gegagttoge ctggacc

sapiens

15

51

30

33

21

27



<4Q0>

131

Gln Val Glin

1

Sexr Val Lys

Gly Ile Ser

35

Gly Trp Val

50

Gln GL
65

Met Gl

y Arg

u L.eu

Ala Arg Asp

Thr Leu Val

<210>
<21Ll>
<212>
<213>

<400
Asp IL
1

115

132
108
PRT

Leu

Vai

20

Trp

Ser

Val

Arg

Arg

100

Thx

val

Ser

val

Ala

Thr

Gly

85

Gly

val

Homo sapiens

132
e Gln

Asp Arg Val

Leu AL

Tyr Ly
50

a Trp
35

s Ala

Ser Gly Phe

65

Met

Thr

20

Tyr

Sex

Gly

Thx

5

Ile

Gln

Ser

Thr

Glu

Cys

Arg

Tyr

Met

70

Leu

Tyr

Ser

Gln

Thi

Gln

Leu

Asp

Ser

Lys

Gln

Thr

55

Thy

Arg

Tyx

Ser

Ser

Cys

Lys

Ala

55

Phe

ély
Ala
Ala
40

Gly
Thr

Ser

Asp

PrOo
Arg
Pro
40

Ser

Thr

45/206

Ala

Ser

25

Pro

Asn

Asp

Asp

Ala
1058

Ser

Ala

25

Gly

Gly

Lieu

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Phe

Thr

10

Ser

Lys

Ala

Thr

val

Gln

AsBD

Ser

75

Thr

Dsp

Lieu

Glu

Ala

Pro

Ile
75

Lys

Thr

Gly

Tyx

60

Thr

Ala

Tlie

Ser

Gly

Pro

Ser

60

Ser

Lys

Phe

Leu

45

Ala

Ser

Val

Trp

Ala

Ile

Lys

45

Arg

Ser

Pro

Thr

30

Glu

Thr

Ty

Gly
110

Ser

Tyx

30

Lieu

Phe

Ley

Gly

Ser

Trp

Lys

Ala

Ty

98

Glin

Ile

15

Leu

Ser

Gln

Ala

Met

Phe

Tyr

80

Cys

Gly

Gly

Trp

Ile

Gly

Pro
80



46/206

Asp Asp‘Bhe Ala Thr Tyr Tyr Cys Gln Gln Met Gly Glu Tyr Asn Ala

85

9

0

Thr Ile Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg

«210> 133
<211l> 246
<212» PRT
<213> Howmo sapiens

<400> 133
Gin Val Gln Leu

1

Ser Val

Gly Ile

Gly Trp

Gln Gly
65

Met Glu.

Ala Aryg

Thr Leu

Ser Gly
130

Leu Ser
145

Glu Gly

Lys

Ser

s

val

Arg

Leu

Asp

val
118

Gly

Ala

Ile

100

val

20

TP

Ser

val

Arg

Arg

100

Thx

Gly

Sexr

Ty

Val

5

Ser

Val

Ala

Thx

Gly

Gly

val

Gly

Ile

Hig
165

Glu

Cys

Arg

Tyr

Met

70

Lieu

Tyr

Sex

Ser

Gly

150

Trp

Ser Gly

Lys Ala

Gln Ala
40

Thr Gly
55

Thyr Thr

Arg Ser

Tyr Asp

Ser Gly
120

Asp Ile
135

Agsp Arg

Leu Ala

105

Ala

Ser

25

Pro

Asn

Asp

Asp

Ala

105

Gly

Gln

val

Trp

Glu

1

0

Gly

Gly

Thr

Thr

Agp

9

Ty

Gly

0

Met

Thr

Tyr

+

70

Val

Tyr

Gln

Asn

Ser

75

Thr

Asp

Gly

Thr

Ile

155

Gln

Lys

Thr

Gly

Tyr

60

Thr

Ala

Ile

Ser

Gln

140

Gln

Lys

Phe

Leu

45

Ala

Sexr

Val

Trp

Gly

125

Ser

Cys

Lys

Pro

Th

30

Glu

Gln

Thxr

Tyr

Gly

120

Gly

Pro

Arg

Pro

95

Gly

Sexr

Trp

Lys

Ala

Tyxr

95

Gln

Gly

Ser

Ala

Gly
175

Ala

Tyr

Met

Phe

Tyr

80

Cys

Gly

Gly

Thx

Ser

160

Lys



47/206

ala Pro'Lys Leu Leu Ile Tyr Lys Ala Ser Ser Leu Ala Ser Gly Ala
B 180 185 190

Pro Ser Arg Phe Ser Gly Ber Gly Phe Gly Thr Asp Phe Thr Leu Thr
L95 200 205

Ile Ser Ser Leu Gln Pro Asp Asp Phe Ala Thr Tyr Tyr Cys Gln Gln
210 215 220

Met Gly Glu Tyr Asn Ala Thr Ile Gly Gly Gly Thr Lys Leu Glu Ile
225 230 235 240

Lys Arg Ala Ala Ala His
245

<210> 134

<211ls 5

<212> PRT

<213> Homo sapiens

<4 00> 134
Ser Tyr Gly Ile Ser
1 )

<210>» 135

<21l 17

<212> PRT

<213> Home sapiens

<400> 135
Trp Val Ser Ala Tyr Thr Gly Asn Thr Asn Tyr Ala Gln Lys Phe Gln
1 s 10 15

Gly

<210> 136

<211l> 10

«2L2> PRT

<213> Homo sapiens

<4 00> 136
Asp Arg Gly Tyr Tyr Asp Ala Phe Asp Ile
1 5 10



<210> 137
<211l> 11
<212» PRT

<213> Homo sapliens

<4 00> 137

48/206

Arg Ala Ser Glu Gly Ile Tyr His Trp Leu Ala

1

<210> 138
<21l1> 7
<212» PRT

5

<213> Homo saplens

<4 00> 138

Lys Ala Sexr Ser Leu Ala Ser

1

«210> 1389
<21li> 9
«212> PRT
<213> Homo

«400> 139

5

sapiens

10

Gln Gln Met Gly Glu Tyr Asn Ala Thr

1

<«210> 140
<21ll» 357
«212> DNA
<213> Homo

<«400> 140
caggtgcage

tceotgecaagg
ccehggacaay
gcacagaagt
atggaactga
ggatactaty
<210>
<21l>

<212>
<213>

141
324
DNA
Homo

<400> 141
gacatccaga

atcacctgcc

5

saplens

tggtggagtc
cttotggtta
ggctrgagtg
toccagggeag
ggggcctgag

atgcttttga

sapiens

tggggctgag
cacctttace
gatgggatgg
agtcaccatg
atctgacgac

tatctggggc

gtgaagaagc
agttatggta
gtecagegett
accacagaca
acggcegtgt

caaggcaccc

ctggggectce
tcagoctgggt
acactggtaa
catccacgay
attactgtge

tggtcacogt

agtgaaggto
goegacaggeo
cacaaactat
cacagcctac
gagagategt

ctactca

tgacccagte tocttecace ctgtcebgeat ctattggaga cagagtcacco

gggccagtga gggtattbtat cactggttgg cctggtatca geagaageoa

60

120

180

240

300

357

&0

120



gggaaagcec
aggttcagey
gatgattttyg
gggaccaagc
<210> 142
<21l> 738
<212> DNA

<213> Homo

<400> 142
caggtgoage

toctgcaagy
cctggacaay
gcacagaaght
atggaactga
ggatactatg
ggaggeggtt
tcteootteoa
gagggtattt
ctgatctata
tttgggacag
tactgccaac
aaacgtgcgyg
<210
<Z1l1l>

<212>
<213>

143
15
DHA
Homo

<400> 143
agttatggta

<210> 144
<Z1l> 51
<212> DNA
<213»> Homo

ctaaactcet
gcagbtggatt
caacttatta

tggagatcaa

sapiens

tggtggagtc

ctictggtta

ggcttgagtyg

tccagggeay
ggggcctgag
atgcttatga
caggeggagyg
cectgtetge
atcactggtt
aggecteotag
attccacbot
asatgggcga

cogeacat

sapiens

tcage

sapiens

45/206

gatctataayg gcctcetagtt tagecagtgyg ggocccatca

tgggacagat ttcactctca ccatcagcag cctgcagect

ctgecaacaa atgggegagt acaacgecac catcggegga

acgt

tggggetgag
cacctttace
gatgggatgg
agtcaccatyg
atctgacgac
tatctgggge
tggcageggc
atctattgga
ggcetggtat
thtagocagt

caccatcage

gtacaacgcc

gtgaagaagc
agttatggta
gtcagegett
accacagaca
acggccétgt
caaggcacco
ggtggcggat
gacagagtcea
cagcagaagc
ggggooccat
agcotgeoage

accatocggeg

ctggggecate
tcagetgggt
acactggtaa
catccacgag
attactgtge
cggtcaccgt
cggacatcca
ceatcacctyg
cagggaaage
caaggttcag
ctgatgatrt

gagggaccaa

agtgaaggte
gogacaggee
cacaaactat
cacagcectac
gagagatcgt
ctococbecaggt
gatgacccayg
cegggecagt
cocctaaacte
cggcagtgga
tgeaacttat

gectggagato

180

240

300

324

60

120

180

240

300

360

420

480

540

600

660

720

738

15



<400> 144
tgggtcageyg

<210> 145

. <21l1l> 30

<212> DNA
<213> Homo

<4 00> 1485
gatcgtoagat

<210> 146
«2Ll> 33
<21l2> DNA
<213> Homo

<4 00> 146
cgggcecagty

«<2Z10>» 147
<¢21ll> 21
<212> DNA
2213> Homo

<4 00> 147
aaggeotcta

<210> 148
<21ll> 27
<212> DNA
<213 > Homeo

<400> 148
caacaaatgy

<2310> 148
<21ll» 118
<212> PRT
<21 3> Homo

<400> 149

50/206

cttacactgg taacacaaac tatgeacaga agttccaggyg C 51
sapiens
actatgatge ttttgatatc 30
sapiens
agggtattta toactggttyg geco 33
sapiens
gtttagooag t 21
sapiens
gegagbtacaa cgeocoacce 27
saplens

Gl Val Gln Leu Val Glu Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1

5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr

20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met

35

40 45



Gly Trp
50

Gln Gly

65

Met Glu

Ala Arg

Thr Leu

Ile

Arg

Leu

Asp

Val
115

<210»> 150
<211l> 108
<212> PRT
<213> Home sapiens

<400> 150

Asp Ile
1

Asp Arg

Leu Ala

Tyr Lys
50

Ser Gly
65

Asp AsSD

Ala Phe

Gln

Val

Trp

35

Ala

Phe

Phe

Gly

<210» 151
<2Z11l> 246
<212> PRT
<213> Homo gapiens

Ser

val

Arg

Arg

100

Thr

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Ala

Thr

Sexr

85

Gly

Val

Thr
5

Ile

Gln

Ser

Thr

Thx

85

Gly

Ty

Met

70

Leu

TyY

Ser

Gln

Thx

Gin

Leu

Asp

70

Ty

Thxr

Thr

55

Thr

Arg

Tyx

Ser

Ser

Cys

Lys

Alm

85

Phe

Tyr

Lys

Gly

Thr

Ser

Asp

Pro

Arg

Pro

40

Ser

Thr

Cys

Leu

51/206

Asn Thr Asn

Asp

Asp

Ala
105

Ser

Ala

25

Gly

aly

Leu

Gln

Glu
105

Thr

ABp

30

Phe

Thr

10

Ser

Lys

Ala

Thr

Gln

S0

Ile

Ser
75

Thr

Asp

Lieu

Glu

Ala

Pro

Ile

75

Met

Lys

Tyr
60
Thx

Ala

Ile

Ser
Gly
Pro
Ser
60

Ser

Gly

Arg

Ala

Ser

val

Trp

Ala

Ile

Lyss

45

Arg

Ser

Glu

Gln

Thr

Tyr

Gly
110

Ser

Tyx

30

Phe

Leu

Trp

Lys

Ala

Tyx

95

Gln

His

Leu

Gin

Lys
95

Phe

Tyr

80

Cys

Gly

Gly

Ile

Pro
80

Ala



<4 00> 151
Glm val Gln

1

Sex

Gly

Gly

Gln

65

Met

Ala

Thr

Ser

Ala

Pro

Ile

val

Ile

Trp

50

Gly

Glu

Arg

Leu

Gly

130

Ser

Gly

Pro

Ser

Ser
210

Lys

Ser

35

Ile

Arg

Leu

Asp

val

115

Gly

Ala

Ile

Lys

Arg

1985

Ser

Leu

val

20

Trp

Ser

val

Arg

100

Thr

Gly

Sexr

Tyxz

Leu

180

Phe

Leu

Val

Sexr

Ala

Thi

Ser

85

Gly

Val

Gly

Ile

His

165

Leu

Ser

Gln

Glu

Cys

Axg

Tyr

Metb

70

Leu

Ser

sSer

Gly

150

Trp

Gy

Pro

Ser

Lys

Gln

Thr

55

Thr

Arg

Tyf

Ser

Asp

135

Asp

Leu

Tyr

Ser

Asp
215

Gly

Ala

Ala

40

Gly

Thr

Sexr

Asp

Gly

1290

Ile

Arg

Ala

Lys

Gly

200

Asp

52/206

Ala

Ser

25

Pro

Asn

Asp

Asp

Ala

108

Gly

Gln

Val

Trp

Ala

L85

Phe

Phe

Glu

10

Gly

Gly

Thxr

Thr

Asp

50

Phe

Gly

Met

Thr

Tyr

170

Ser

Gly

val

Ty

Gln

Asn

Sexr

75

Thr

Asp

Gly

Thr

Ile

155

Gln

Ser

Thr

Thr

Lys

Thx

Gly

Ty

60

Thr

Ala

Ile

Ser

Gln

140

Thr

Gln

ASp

Tyr
220

Lys

Phe

Leu

Ala

Ser

Val

Trp

Gly

125

Ser

Cys

Lys

Ala

Phe

205

Tyxr

Pro

Thir

30

Glu

Gln

Thr

Tyr

Gly

110

Gly

Pro

Arg

Pro

Ser

180

Thr

Cys

Gly

15

Ser

Trp

Lys

Ala

Ty

o5

Gln

Gly

Ser

Ala

Gly

175

Gly

Leu

Gln

Ala

Tyx

Met

Phe

Tyr

80

Cys

Gly

Gly

Thr

Sex

160

Lys

Thr

Gln



53/206

Met Gly Glu Trp Lys Ala Ala Phe Gly Gly Gly Thr Lys Leu Glu Tle
225 230 235 240

Liys Arg Ala Ala Ala His
. 245

<210> 152

<«21ll» 5

<212> PRT

<213> Homo sapiens

<400> 152
Ser Tyr Gly Ile Ser
1 5

<210> 153

<21is> 17

<212» PRT

<213> Homo sapiens

<400> 153
Trp Ile Ser Ala Tyr Thr Gly asn Thr Asn Tyr Ala 8ln Lys Phe Glin
1 5 10 15

Gly

<210> 154

<211l> 10

<212> PRT

<213> Homo sapilens

<400> 154
Asp Arg Gly Tyr Tyr Asp Ala Phe Asp Ile
1 5 10

<210> 1558

<211l> 11

. <212> PRT

<213> Homo sapilens

<400> 1355
Arg Ala Ser Glu Gly Ile Tyr Hies Trp Leu Ala
1 5 10

<210> 156

<21l> 7

<2Z12> PRT

<213> Homo sapiens



<400> 156

Lys Ala Ser Ser Leu Ala Ser

1

<230> 157
<21l> 9
<212> PRT
<213> Homo

<4 00> 157

5

sapliens

54 /206

Gln Gln-Met Gly Glu Trp Lys Ala Ala

1

210>
«2Zl1l>
<212>
<213>

158
357
DNA
Homo

<400> 158
caggtgcagce

tcetgeaagyg
coctggacaay
gcacagaagt
atggaactga
ggatactatg
<210>
<21l=>

<212>
<213>

159
324
DNA
Homo

<4 00> 159
gacatccaga

atcacctgec
gggaaagece
aggttcagey
gatgattttyg
gggaccaagc
<210>
<21l> 738

«2l12> DNA
<213> Homo

160

5

gsapiens

tggtggagtc
cttotggtta
ggcttgagtg
tccagggcayg
ggagcctgég

atgotttega

sapiens

tgaccoagte
gggecagtga
ctaasckbeot
geagtggatt
caacttatta

tggagatcaa

sapiens

tggagetgag
caccttrace
gatdggatgg
agtcaccaty
atctgacgac

tatctgggyce

teocttccace
gagtattctat
gatctataag
taggacagat
ctgccaacas

acgt

gtgaagaage
agttatggta
atcagcgett
accacagaca
acggceogtgt

caaggeaces

ctgtetgoat
cactggttgyg

goetetagtt

tbecactctea:

atgggggagt

ctggggecte
tcagetgggt
acactggtaa
catccacgag
attactgtge

tggtcaccogt

ctattggaga
cctggtatca
tagccagtygg
ccatcageag

ggaaggcgge

agtgaaggtc
gogacaggeo
cacaaactat
cacagectac
gagagatcgt

ctactea

cagagtcaca
gcagaagcca
ggccecatea
catgeageot

cbteggegga

60

120

180

240

300

3587

60

120

180

240

300

324



<4 00> 160
caggtgcagc

tcectgcaagy
cotggacaag
gcacagaagt
atggaactga
ggatactatg
gggggeggtt
tectactoecea
gagggtattt
ctgatctata
tttgggacayg
tactgeocaac
aaacgtgegy
161
i5

DNA
Homo

<210>
«211l>
<212>»
<213>

<400> 161
agttatggta

<Z210>
<21l>
<212>
<213

1862
51
DNA
Homo

<400> 162
tggatcageyg

<220 163
<211l 30
«2Z12> DNA
<213»> Homo

<400> 163
gatcgtggat

tggtggagteo
ctbetggtta
ggcttgagtyg
toccagggeayg
ggagectgag
atgectttoga
caggcggagyg
ceetgtotge
atcactggtt
aggeetctag
atttcactot
azatggggga

cogcacat

sapiens

tecage

saplens

tggagetgag
cacctttace
gatgggatgy
agtcaccétg
atctgacgac
tatctgggge
tggcagcgge
atctattgga
ggoctggtat
tttagecagt
caccatcage

gtggasggcy

55/206

gtgaagaagc
agttatggta

atcagcgott

accacagaca

acggecgtgt
caaggeacece
ggtggcggat
gacagagtbca
cagcagaadgeo
ggggeccoat
agaectgeage

goettoggey

ctggggceote
teagetgggt
acactggtaa
catccacgayg
attactgtge
tggtcaccecgt
cggacatoca
cecatcacctg
cagggaaago
caaggttecag
ctgatgattt

gagggaccaa

agtgaaggte
gogacaggeco
cacaaactat
cacagectac
gagagateogt
ctocetecaggt
gatgacccag
ccgggecagt
ceotasacte
cggeagtgyga
tgcaacttat

gotggagato

cttacactgy taacacaaac tatgcacaga agttcocaggg ¢

sapliens

actatgatgce

tttcgatatce

60

120

180

240

300

380

420

480

540

600

660

720

738

15

51

30



<210> 164
<211l> 33
<Z212> DNA

<213> Homo sapiens

<4 00> Le4

cgggecagty agggtattta teactggttg geo

<210> LE5
«Z2ll> 21
<212> DNA

<213> Homo sapiens

<400> 165

aaggoctceta gtttageocecag t

<«210> 166
<21ll> 27
<212> DHNA

<213> Homo sapiens

<400> 166

caacaaatgg gggagtggaa ggoggece

<210> 167
<2Z1ll> 3B
«212> PRT

<213> Homo sapilens

<&00> 167
Asp Tyr Gly Met
1

«210> 168
«211l> 111
<212 PRT

Asgn
8

<213> Homo sapiens

<400> 168
'Gln Ala Vval Leu
1

Ser Ile Thr Ile
20

Asn Phe Val Sexr
35

Ile Ile Tyr Asp
50

Thr

5

Ser

Trp

Val

Gln
Cys
Tyxr

Asn

Pro

Thr

Gln

Lys
55

Ser

Gly

Gln

40

Arg

56 /4206

Ser

Ala

25

His

Pro

val

10

Ser

Pro

Ser

Ser

Gly

Gly

Gly

Gly

Asp

Lys

Val
60

Ser

Val

Thr

45

Ser

Pro

Gly

30

Pro

Asn

Gly

Ala

Lys

Arg

Gln

Tyr

Leu

Phe

33

21

27



Ser Gly Ser Lys Ser

65

Gln Ala Glu aAsp Glu

85

Phe Bexr Val Val Phe

<210> 169
<2lls> 252
<212> PRT
<213> Homo sapiens

<400> 169
Glu Val Gln

1

Ser

Gly

Ser

Lys

65

Leu

Ala

Arg

Gly

Sex
145

Leu

Met

Gly

50

Gly

Gln

Arg

Gly
130

Ser

Arg

Asn

35

vVal

Arg

Met

Gly

Thr

115

Ser

Val

100

Leu

Leu

20

Trp

Asn

Phe

Azn

TP

100

Leu

Gly

Sex

val

5

Ser

Val

Trp

Thr

Ser

85

Tyr

Val

Gly

Gly

Ser Asn Thr

70

Ser Asp Tyr

Gly Gly Gly

Glu

.Cys

Arg

Asn

Ile

70

Leu

Ser

Thx

Gly

Ser
150

Ser

Gln

Gly

55

Ser

Arg

Gly

Val

Gly

135

Pro

Gly
Alé
Ala
40

Gly
Arg
Ala
Ala
Ser

120

Ser

Gly

57/206

aAla

Tyxr

Thr
105

Gly

Ser
25

Pro
<

Thr

Asp

Glu

Ala

105

Ala

Gln

Ser Leu Thr Ile

Cys
20

Lys

Gly
10

Gly

Arg

Asn

Asp

20

Trp

Gly

Gln

Ser

75

Ser Ser Tyr

val Thr Val

val

Phe

Lys

Asp

Ala

75

Thr

Asgn

Gly

Ala

Ile
155

val

Thr

Gly

Tyxr

60

Lys

Ala

Met

Gly

val

140

Thx

Arg

Phe

Lew

45

Ala

Asn

Leu

Gly

Gly

125

Leu

Ile

Ser

Thr

Leu
110

Asp

30

Glu

Ala

Ser

Tyr

Tyr

110

Ser

Thr

Ser

Gly

Ser

295

Gly

Gly

Asp

Trp

Ser

Leu

Tyr

95

Trp

Gly

Gln

Cys

Leu
80

Thr

Gly

Tyr

val

Val

Tyr

80

Cys

Gly

Gly

Pro

Thr
160



Gly Ala Ser

Gln His Pro

Arg Pro Ser

185

Thr Ala Sexr
210

Tyr Tyr Cys

225

Gly Thr Lys

<210>
<«Z11>
<212>
<Z13>

<4 00>

170
5
PRT

Gly

Gly

180

Gly

Leu

Ser

Val

Asp

165

Lys

val

Thr

Ber

Thr
245

Homo saplens

170

Asp Tyr Gly Met Asn

1

<210>
<Z21l>
<212>
<213>

<400>

171
17
BRT

5

Homo sapiens

171

val

Thr

Ser

Ile

Tyx

230

vVal

Gly

Pro

Agn

Ser

218

Thy

Lieu

Ala

Liys

Arg

200

Gly

Ser

Gly

58/206

Tyr

Leau

185

Phe

Leu

Thr

ala

Asn

170

Ile

Ser

Glin

Phe

Ala
250

Phe

Ile

Gly

Ala

Sear

235

Ala

Val

Tyr

Ser

Glu

220

val

His

Ser

Asp

Lys

205

Asp

val

Trp

Val

180

Ser

Glu

Phe

Tyr

175

Asn

Sex

Ber

Gly

Gln

Asn

Asp

Gly
240

Gly Val Asn Trp Asn Gly Gly Thr Arg Asp Tyr Ala Ala Ser Val Lys

1

Gly

<210>
<211l>
<212>
<2135

<4 00>

172
12
PRT

5

Homeo sapilens

172

10

Gly Trp Tyr Ser Gly Ala Ala Trp Asn Met Gly Tyx

1

5

10

15



<210>
<21l>
<212>
<213>

173
14
PRT

<400> 173

Thr Gly Ala Ser Gly Asp Val Gly Ala Tyr Asn Phe Val Ser

1

<210» 174
<211l> 7
<212> PRT
«<213> Homo

<400> 174

Homo sapiens

5

gapiens

Asp Val Asn Lys Arg Pro Ser

1

«210> 175
<211l» 10
<212> PRT
<213> Homo

<400> 175

5

sapiens

59/206

10

Ser Ser Tyr Thr Ser Thr Phe Ser Vval Val

1

'

176
363
DNA
Homo

«<210>
<211l>
<2l2>
<213

<400> L76
gaggtgcagce

toctgtgecag
cocagggaagyg
gecageatocg
ctgcaaatga
tactagtgggg
tca

<210>
<211>

<212>
<213 >

177
333
DNA
Homo

5

saplens

tggtggagtc
cctctggatt
ggcotggagtg
tgaagggeeg
acagtctgag

cegeogtggaa

sapiensg

cgggggaggt
cacctittgac
ggtctetggt
attcaccatc
agecgaggac

catgggotac

L0

gtggtacgge
gattatggea
gttaattgga
tccagagaca
acggouttgt

tggggcegag

ctggggggtc
tgaactgggt
atggtggtac
acgacaagaa
attactgtge

gaaccctggt

cetgagacte
cogecaagel
cagagattat
ctoceotgtat
gagaggatgg

caccgteotec

60

120

180

240

300

360

363



400> 177
cagygctgtyce

tceotgeactg
cacccaggea
tctaatcgct
caggccgagy
tttggeggag
<2L10>
<21l>

<212>
<213>

178
757
DNA
Homo

«<400> 178
cgaggtgeag

cteceotgtbgea
tccagggaayg
tgcagectec
tctgeaaatg
gtatagtggy
gagtggaggce
gotgactcag
tggagecage
cazaaccoce
cttototgge
ggacgagtct
agggaccaag
<210>
<211>

<212>
<213>

178
15
DNA
Homo

<400> 179
gattabtggera

tgactoageoe
gagoccagegyg
aaaccoocaa
tctetggete
acgagtctga

ggaccaaggt

sapiens

ctggtggaght
gectotbggat
gggetggagt
gtgaagggcec
aacagtctga
geocgegtgga
ggcggttcag
cegtecteeg
ggtgacgttg
aaactcataa
tecaagtbota
gattattact

gteaccgtaoo

sapiens

tgaac

gtootceegty
tgacgtiggt
actcataatt
caagtctage
ttattactge

caccgtocta

cogggggagy
tcacctbtga
gggtetcetgg
gattcaceat
gagcegagga
acatgggeta
gcggaggtgg
tgtctgggte
gtgottataa
tttatgatgt
gocaacacgge
gcagctcata

taggtgcgge

60/206

tctgggtcotc
gcttatéact
tatgatgtca
aacacggect

agctcatata

ggt

tgtggtacyy
cgattatgge
tgttaattgyg
ctccagagac
cacggectty
ctggggeega
cteoctggogygt
tcctggacag
cttogtotee
caataagcgg
ctecoctgace
tacaagcoace

cgcacat

ctggacagta
ttgbcteoety
ataagecggec
cectgaccat

caagecacctt

cetggggggt
atgaactggg
aatggtggta
aacgocaaga
tattactgtg
ggaaccctgy
ggcggaagtyg
tagatcacca
tggtaccaac
coctoagggy
atctotggge

ttctotgtgy

gatcagccatc
gtaccaacaa
ctcaggggtt
ctctgggete

ctctgbtggta

ccoctgagact
tccgecraage
cocagagatta
actacetgta
cgagaggatg
tcacecgtato
cacaggetgt
tetactgcac
aacacceagy
ctteotaatog
toccaggeega

tatttggegyg

60

120

180

240

300

333

60

120

180

240

300

360

420

480

540

600

660

720

757

15



<210>
<211>
<212>
<213>

<400>

180
51
DNA
Homo

180

ggtgttaatt

210>
<Z1Ll>
<212>
<213 >

<4 00>

181
36
DNA
Homo

i8l

ggatggtata

<210>
«211>
<212>
<213>

<400

182
42
DNA
Homo

182

actggageca

<210>
<211>
<212>
<213>

<400>

183
21
DNA
Homo

183

gatgtcoaata

<210>
<«2Zll>
<2l2>
<2Z13>

<4 00>

184
30
DNA
Homo

184

agctcatata

<210>
<211l>
<21Z>
«Z1l3>

<400>

185
121
PRT
Homo

185

61/206

sapiens

aggaatggtgy taccagagat tatgcagect cogtgaaggg o

sapiens

gtggggcege gtggaacatyg ggetac

sapliens

geggbgacgt tggtgetitab aactttgtet cco

sapliens

agoggecoate a

sapiens

caagcacctt ctctgbggta

gsapliens

51

36

42

21

30

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Val Val aArg Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala BSer Gly Phe Thr Phe Asp Asp Tyr
20 25 30



Gly Me

Ser Gl

Lys Gl
65

Leu Gl

Ala Ar

Arg Gl

<210>
<211>
<212>
<213 >

<400>
Gln Al
1

Ser Va

Asn Ph

Ile Il
50

Ser Gl
65

Gln Al

L Asn
35

y Vval

y Arg

n Met

g Gly

v Thr
115

186
111
PRT

Trp

Asn

Phe

Asn

Trp

100

Leu

Val

Trp

Thr

Sexr

85

Tyr

Val

Homo sapiens

186
a vVal

1 Thx

e Val

35

e Tyr

v Ser

a Glu

Tyr Thr Thr

Leu

Ile

20

Ser

Asp

Lys

Asp

Glu
100

Thr

Trp

val

Ser

Glu
85

Phe

Arg

asn

Ile

70

Lieu

Ser

Thy

Gln

Cys

Tyr

Asn

Gly

70

Ser

Gly

Gln

Gly

Ser

Arg

Gly

Val

Pro

Thr

Gln

Lys

55

Asn

ASD

GLly

Ala

40

Gly

Arg

Ala

Ser

Ser
120

Ser

Gly

Gin

40

Aryg

Thr

Tyr

Gly

62/206

Pro

Thr

Agp

Glu

Pro

105

Ser

Ser

Ala

25

His

Pro

Ala

Tyr

Thr
105

Gly

Arg

Asn

Asp

80

Trp

Val

10

Ber

Pro

Ber

Sear

Cys

90

Lys

Lys

Asp

Ala

75

Thr

Ser

Ser

Gly

Gly

Gly

Leu

75

Ser

vVal

Gly
Ty
60

Lyé

Ala

Leu

Gly

Asp

Lys

val

60

Thr

Ser

Thr

Leu
45

Ala

Asn

Gly

Ser

val

Thr

45

Ser

Ile

Ty

val

Glu

Ala

Ser

Tyr

His
110

Pro

Gly

30

Pro

Asn

Ser

Thr

Leu
110

Trp

Ser

Leu

Tyr
85

Trp

Gly

hla

Lys

Arg

Arg

Ser

95

Gly

Val

val

Tyr

80

Cys

Gly

Gln

Tyr

Leu

Phe

Leu

80

Arg



«Z1l0» 187
<21l> 271
<212> PRT
<213> Homo sapiens

<4 00> 187
@Glu val Gln

1

Ser

Gly

Ser

Liys

533

Lezu

Ala

Arg

Gly

Ser

145

Thr

Ser

Trp

Leu

Met

Gly

Gly

Glun

Aryg

Gly

Gly

130

Ser

Gln

Cys

Tyr

Arg

Asn

35

Val

Arg

Mat

Gly

Thr

115

Sexr

Gly

Pro

Thx

Gln
195

Leu

Lieu

20

Trp

Asn

Phe

Asn

Trp

100

Leu

Gly

Gly

Ser

Gly

180

Gln

Val
5

Ser

val

Thr

Sexr

85

Tyx

val

Gly

Gly

Ser

165

Ala

His

Glu

Cys

Arg

Asn

Ile

70

Leu

Ser

Thx

Ser

Ber

150

Val

Ser

Pro

Sexr

Ala

Gln

Gly

58

Ser

Arg

Gly

val

Gly
138

Gly

Ser

Gly

Gly

Ala

40

Gly

Aryg

Ala

Sex

Ser

120

Gly

Gly

Gly

Asp

Liys
200

63/206

Gly

Ser

25

Pro

Thr

Asp

Glu

Pro

105

Ser

Gly

Gly

Ser

val

185

Thx

Gly

10

Gly

Gly

Axrg

Asn

Asp

30

Trp

Gly

Ser

Gly

Pro

170

Gly

Pro

Val

Phe

Lys

Asp

Ala

75

Thr

Ser

Gly

Gly

Ser

155

Ala

Lys

Val

Thr

Gly

Tyr

60

Liys

Ala

Leu

Gly

Gly

140

Ala

Gln

Tyxr

Lieu

Arg

Phe

Lieu

45

Ala

Asn

Leu

Gly

Gly

125

Ser

Gln

Ser

Asn

Ile
208

Pro

Asp

30

Glu

Ala

Ser

Tyxr

His

110

Ser

Gly

Ala

val

Phe

190

Ile

Gly

Asp

Trp

Sexr

Leu

Tyr

g5

Trp

Gly

Gly

Val

Thr

175

Val

Tyr

Gly

Tyx

Val

Val

Tyr

80

Cys

Gly

Gly

Leu
160

Ile

Asp



vVal

Ser

225

Glu

Phe

Asn Lys Arg

210

Gly Asn Thr

Ser Asp Tyr

Gly Gly Gly

«210> 188
<21l» B

<212> PRT
<213> Homo sapiens

<400> 188
Asp Tyr Gly Met Asn

1

<210> 1889
«211l> 17
<212> PRT

<213>

<400> 1882
GLy Val Asn Trp Asn Gly Gly Thr Arg Asp Tyr Ala Ala Ser Val Dys

1

Gly

<210> 180
<21L> 12
«<212> PRT

«213>

<400> 150
Gly Trp Tyr Ser Gly Ser Pro Trp Ser Leu Gly His

1

<210> 151
<21l> 14

<212

> PRT

260

Pro

Ala

Tyr

245

Thr

5

Homo sapiens

5

Homo sapiens

5

<213> Homo sapiens

Ser Gly val
215

Ser Leu Thr
230

Cys Ser Ser

Lys Val Thr

64/208

_Ser.Asn

Ile Ser

Tyr Thr

250

vVal Leu
265

10

10

Arg

Arg

235

Ser

Gly

Phe Ser
220

Lieu Gin

Arg Tyr

Ala ala

Gly Sexr Lys

Ala Glu Asp
240

Thr Thr Glu
255

Ala His
270

15



<400> 191

Thr Gly Ala Ser Gly Asp Val Gly Ala Tyr Asn Phe Val Ser

1

<210> 1982
«21i> 7
<212> PRT
<213> Homo

<400> 192

5

sapiens

Asp Val Asn Lys Arg Pro Ser

1

<210s 193
<211l> 10
<212 PRT
<213 > Homo

<400> 193

Ser Ser Tyr Thr Ser Arg Tyr Thr Thr

1

<210>
<21l>
<Z1i2>
<213 >

1954
363
DNA
Homo

<400> 154
gaggtgcagce

tecctgtgeag
ccagggaagg
gcagectceg
ctgcaaatga
tatagtggga
tca

<210>
<21l>

<212>
<213

195
333
DNA
Homo

<400> 195
caggctgtgce

tcetgeoactg

cacccaggca

5

gsapiens

2

gapiens

tggtggagtc
cctectggatt
ggetggagty
tgaagggccyg
acagtctgag

gcecogbaggto

sapiens

cgggggaggt
caccbttgac
ggtetotggt
attcaccate
agcogaggac

getaggecac

65/206

10

Glu
10

gtggtacgge
gattatggca
gttaattgga
tecagagaca
acggecttgt

tggggeegag

ctggggggtc
tgaactgggt
atggtgétac
acgccaaga%
attactgtge

gaacacctggt

cetgagacto
cocgecaaget
cagagattat
ctecctgtat
gagaggatgd

caccgtectaoco

tgactcagece gtcectecgtg tctgggtcte ctggacagte ggtcaccatc

gagecagceyg tgacgbtggt gettataact ttgtctcoctg gtaccaacaa

aaacccccaa actcoataatt tatgatgtceca ataageggec ctcaggggtt

60

120

180

240

300

360

363

60

120

180



tctaateget
caggcoogaygyg
tttggeggayg
<210>
<211l

<21l2>
<213>

196
813
DNA
Homo

«400> 196
gaggtgoage

- tectgtgeag
ceagggaagy
gcagectcoeg
ctgcaaatga
tatagtggga
agtggaggceg
agcggaggtyg
actcagcoceogt
gocageggty
accocecoaaac
tcbggeteocoa
gagtctgatt
accaaggtea
<210>
<211>

<212>
<213>

187
15
DNA
Homo

<400> 187
gattatggca

<210>
«21l>
<212>
<213>

198
51
DNA
Homo

<400> 198
ggtgttaatt

66/208

totctggote caaghbotgge aacacggcoct coctgaccatb ctcotaggete

acgagtctga thtattactge agcbcatata catcgaggtba cacgaccgag

ggaccaaggt caccgtcacta ggt

sapiens

tagtggagtc
cetetggatt
ggcrggagtyg
tgaagggccey
acagtctgag
goceogtggto
geggtteagy
getotagegg
cetoogtgte
acgttggtgce
tcataattts
agtctggeaa
attactgeag

cegteetagyg

sapiens

tgaac

sapiens

cgggggaggt
caccttigac
ggtectetggt
attcaccatce
agcegaggac
gctgggecac
cggaggtggc
aggtggctct
tgggtectoct
ttataacttt
tgatgtcaat
cacggectec

ctcatataca

tgoggacgoa

gtggtacgge
gattatggca
gttaattgga
tccagagaca
acggeetbgt
tggggccgay
tocbggeoggta
ggcggtggeyg
ggacagtcgg
gbtetoctggt
aagcggeoect
ctgaccatcet
tegaggtaca

cat

ctggggggtc
tgaactygggt
atggtggtac
acgccaagaa
attactgtge
gaaccctggalt
geyggaggtygy
gaagtgcaca
tecaccatctc
accaacaaca
caggggttta
ctaggcteoca

cgaccgaghtt

cctgagactc
cocgocaagot
cagagattat
cteecctgtat
gagaggatgy
caccgtectceg
ctectggeggt
ggctgtgetg
ctgeoactygga
cocaggeaaa
taatcgettc
ggccgaggac

tggcggaggy

ggaatggtgy taccagagat tatgcagcect cegtgaaggg c

240

300

333

60

120

180

240

300

360

420

480

540

600

660

720

780

813

15

51



<210> 199
<21ll> 36
<Z12> DWA
<213> Homo

<4 00> 1989
ggatggtata

<210> 200
<21ll> 42
<212> DNA
<213> Homo

<400> 200
actggagccea

<210> 201
«21l> 21
<21l2> DNA
<213> Homo

<400> 201
gatgtcaata

<210> 202
<21ll> 30
<21l2> DNA
<213 > Homo

<400> 202
agctcatata

<210> 203
<21ll> 121
<212> PRT
<213> Homo

400> 203

67/206

sapiens

gtgggageee gtggtogety ggccac

sapiens

gaggtgacgt tggtgettat aactttgtbet cc

sapiens

agcggccate a

sapiens

cabcgaggta cacgaccgag

sapiens

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Arg Pro Gly

1

5 10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe

- 20 a5

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu

35

40 45

Ser Gly Val Asn Trp aAsn Gly Gly Thr Arg Asp Tyr Ala

50

55 60

15

AsSp AsD

30

Glu

Ala

Trp

Ser

Gly

Val

val

36

42

21

30



Lys Gly Arg Phe Thr

65

Leu Gln Met Asn Ser

85

Ala Arg Gly Trp Tyxr

100

Arg Gly Thr Leu Val

<210>
<211>
<Z12Z2>

115

204
111
PRT

<213> Homo sapilens

<400>

204

Gln Ala val

1

Ser Ile Thr

Asn Phe Val

Ile Il
50

Ser Gl
&85

Gln Al

35

e Tyr

y Ser

a Glu

Phe Ser Val

<2L0>
<31ll>
<212>
<Z13>

205
266
PRT

Leu

Ile

20

Asp

Lys

ABD

val
100

Thx

5

Ser

Trp

Val

Ser

Glu

85

Phe

Homo sapiens

Ile
70

Leu

Thr

Gln

Cys

Asn

Gly

Ser

Gly

Ser

Arg

Gly

Val

Pro

Thx

Gln

Lys

55

Asn

Asp

Gly

Arg

Ala

Ala

Ser
120

Ser

Gly

Gln

40

Arg

Thr

Tyr

68/206

AsSp

Glu

Ala

105

Ser

Ser

Ala

Hig

Pro

Ala

Tyr

Thxr
108

Asn Ala Lys Asn

Asp
S0

Trp

val

i0

Ser

Pro

Ser

Ser

Cys

80

Lys

75

Thr Ala Leu

Asn Met Gly

Ser

Gly

Gly

Gly

Lieu

75

Ala

val

Gly

Asp

Lys

Val

60

Thr

Ser

Thr

Ser

val

Thr

45

Ser

Ile

Leu

vVal

Ser

Tyr

Tyzr
110

Pro

Gly

Pro

Asn

Sexr

Val

Leu
110

Leu

Tyr

g5

Trp

Gly

15

Ala

Lys

Arg

Gly

Ser

95

Gly

Tyxr
80

Cys

Gln
Tyx
Leu
Phe
Leu

80

Asp



«400> 208
Glu val Gln

1

Ser

Gly

Ser

Lys

65

Lieu

Arg

Gly

Ser

1458

val

Sexr

Pro

Ser

Ty

Met

Gly

50

Gly

Gln

Arg

Gly

Gly

130

Gly

Sexr

Gly

Gly

Gly
210

Arg

Asn

as

val

Arg

Met

Gly

Thr

115

Sar

Gly

Gly

Asp

Lys
195

Leu

Leu
20

‘Asn

Asn

Trp

100

Leu

Gly

Gly

Ser

Sexr

Sexr

Val

Trp

Thr

Ser

85

Tyxr

val

Gly

Gly

Pro

165

Gly

Pro

Asn

Glu

Cys

Arg

Asn

Ile

70

Leu

Sexr

Thr

Ser

Ser

150

Gly

Ala

Lys

Axr

Ser

Ala

Gln

Gly

Ser

Gly

val

Gly

135

Ala

Gln

Tyw

Leu

Phe
215

Gly

Ala

Ala

40

Gly

Are

Ala

Ala

Ser

120

Gly

Gln

Ser

Asn

Ile
200

£5/206

Gly
Ser
25

Pro
Thr
Asp
Glu
Ala
108
Ser
Gly
Ala
Ile
Phe
185

Ile

Gly

Gly Val

10

Gly Phe

Gly Lys

Arg Asp

Asn Ala

Asp Thr

30

Trp Asn

Gly Gly

Ser Gly

val Lieu
155

Thr Ile

170G

val Ser

Tyr Asp

Ser Lys

Val

Thx

Gly

Tyr

Lys

Ala

Met

Gly

Gly

140

Thr

Ser

Trp

Val

Ser
220

Arg

Phe

Leu

45

Ala

Asn

Leu

Gly

Gly

125

Gly

Gln

Cys

Tyxr

Asn

205

Gly

Pro

Asp

Glu

Ala

Ser

Tyr

Tyr

110

Ser

Gly

Pro

Thr

Gln

150

Lys

Asn

Gly

15

Agp

Trp

Ser

Lieu

Tyr
95

Trp

Gly

Gly

Ser

Gly

175

Glin

Arg

Thr

Gly

TYyr

Val

Val

Tyxr

80

Cys

Gly

Gly

Ser

160

Ala

His

Pro

Ala



707206

Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ser Asp Tyr Tyr

225 230 235

Cys Ala Ser Leu Val Ser Asp Phe Ser Val Val Phe Gly Gly Gly Thr

245 250 255

Lys Val Thr val Leu Gly Ala Ala Ala His
260 265

<210» 206

<211l> 8

«21l2» PRT

<21l3> Homo sapiens

<400> 206
Asp Tyr Gly Met Asn
1 5

<210> 207
<211l> 17
<212> PRT
<213> Homo saplens

<400> 207

@Gly Val Asn Trp Asn Gly Gly Thr Arg Asp Tyr Ala Ala Ser Val Lys

1 s 10 15

Gly

«210> 208

<2Z211l> 12

«212> PRT

<213> Homo maplens

<2 Q0> 208
Gly Trp Tyr Ser Gly Ala Ala Trp Asn Met Gly Tyr
1 5 10

<210> 209

<21l> 14

<212> PRT

<213> Homo sapiens

<400> 209
Thr Gly Ala Ser Gly Asp Val Gly Ala Tyr Asn Phe Val Ser
1 5 10



<210 210
<211= 7

<212% BPRT
<213> Homo

<400> 210

saplens

Asp Val Asn Lys Arg Pro Ser

1

<210>
<211l»
<212
<213 >

211
10
PRT
Homo

<400> 211

5

sapiens

7L/206

Ala Ser Leu Val Ser Asp Phe Ser Vval val

1

<210>
<2ll>
<2Z212>
<213 >

212
363
DNA
Homo

<400> 212
gaggtgoage

toectgbgeayg
ccagggaagy
goagoeotocyg
ctgeaaatga
tatagbygggg
tca

;210>
<211>

<21l2>
<Z13>

213
333
DNA
Homo

<400> 213
caggcectgtge

teatgeactyg

cacccaggea

tctaatcocget

caggecgady

tttggeggag

S

sapiens

tggtggagte
ccteotggatt
ggctggagtg
tgaagggeey
acagtctgag

ccgoegtggaa

sapiens

tgactcageco
gagocagegy
aaacccccaa
tctatggete
acgagtotga

ggaccaaggt

cgggggaggr
caccotttgac
ggtetotggt
attcaccato
agcogaggac

catgggctac

gtectoogty
tgacgttggt
actcataact
caagtotgge
ttattactge

caccgtocta

10

gtaggtacgge
gattatggea
gttaattgga
tccagagana

acggectibgt

tggggccgay

tetgggtcoo
gettataact
tatgatgtca
aacacggeoct

geetceoeteg

ggt

crggggggtc
tgaactgggt
atggtggtac
acgoocaagas
attactgtygce

gaaccctggt

ctggacagtc
ttgtaotectyg
ataagecggoe
coctgacoat

teoctecgactt

cctgagacte
cegecaaget
cagagattat
ctoceoctgtat
gagaggatgg

caccgtetec

gatcaccatc
gtaccaacaa
ctoaggggtt
ctetgggetco

cteotgtggta

50

120

180

240

00

363

&0

120

180

240

300



<210>
<211l>
<212
<213>

214
798
DNA
Homo

<400> 214
gaggtgcage

tactgtgeay
ccagggaadgy
gecagecteocg
ctgcaaatga
tatagtgggg
agtggaggey
ggcggaggtyg
gtgtetgggt
ggtgettata
atttatgatyg
ggcaacacygyg
tgegectece
ctaggtgegg
<210>
<211l>

<212>
<213

215
15
DNA
Homo

<400> 215
gattatggca

216
51
DINA
Homo

<210>
<211>
<212>
<213>

<400> 216
ggtgttaatt

saplens

tggtggagtc
cctetggatt
ggctggagtg
tgaagggeoy
acagtectgag
cogeghbggaa
gcggtteagy
gctetggegy
ccoctggaca
actttgtectc
tcaataagog
ccteectgac
Loghetocga

cecgeacat

sapiens

tgaac

sapiens

cgggggaggt
cacctttgac
ggtctecbggt
attcaccate
agecgaggac
catgggotac
cggaggbgge
tggeggaagt
gtegatoace
ctggtaccasa
gooctoagygy
catctctyggyg

ctteokctgty

72/2086

gtggtacggce
gattatggca
gttaattgga
tocagagaca
acggeettgt
tggggeccgag
tetggtggta
gocacaggoty
atctecctgoa
caacacccag
gtttotaate
ctacaggoeyg

gtattctageg

ctggggggte
tgaactgggt
atggtggtac
acgecaagaa
attactgtgoe
gaaccectggt
geggaggtgy
tgetgactea
ctggagooay
gcaaaacaoa
gotbtetotgy
aggacgagtc

gagggaccasa

cectgagacte
cegecaaget
cagagattat
ctocctgtat
gagaggatgg
cacogtetog
ctotggoggt
geogtootoco
cggtgacgtt
caaactcata
ctocaagtet
cgattattac

ggtcaccgte

ggaatggtgg taccagagat tatgcagcocet cegtgaaggg ¢

60
120
180
240
300
360
420
480
540
500
660
720
780

798

15

51



«<210» 217
<211l> 36

<212> DNA
«213> Homo

<4 00> 217
ggatggtata

<210> 218
<21ll> 42
<212> DNA
<213> Homo

<400> 218
actggagoca

<210> 219
<211ls> 21
«212> DNA
«213> Homo

<400> 219
gatgtcocaata

<210> 220
<21ll> 30
<212> DNA
<213> Homo

<400> 220
geoteccteg

<210> 221
<211l> 118
<212> PRT
«213> Homo

<400> 221

Glu vVal Gin
1

Ser Val Lys

Tyr Ile His
35

Gly Trp Vval
50

sapiens

73/206

gtggggeoege gtggaacatg ggctac

saplens

geggtgacgt tggtgottat aactttgtot oo

sapiens

ageggeccte a

saplens

tcteoocgactt ctetgtgota

sapiens

Leu Val Gln Ser Gly
5

Val Ser Cys Glin Ala
20

Trp Val Arg Gln Thr
40

Asn Proc Asp Thr Gly
55

Ala

Ser

25

Pro

Gly

Glu val

10

Gly Tyr

Gly Glin

Thr Arg

Lys

Thr

Gly

Tyr
60

Lys

Phe

Phe
45

Ala

Pro

Ser

30

Glu

Gln

Gly

15

Asp

Trp

Lys

Ala

Tyxr

Met

Phe

36

42

21

30



Gln Gly Trp

65

Met Glu Leu

Ala Arg Asp

Thr Leu Val

<210>
<21ll>
<212>
<213 >

<4 00>

115

222
109
PRT
Homo sapiens

222

Gln Ser Val

1

Thx

Hig

Tyr

Arg

€5

Asp

<210>
<211l>
<212>
<213>

<4 00>

Ala

Trp

Asp

50

Ser

Glu

Val

\

™hr

Tyr

35

Ser

Gly

Ala

Phe

223
248
PRT
Homo sapiens

223

Val
Pro
Leu
100

Thr

Leu
Ile
20

Gln
Asp
Asn

Asp

Gly
100

Thr

Arg

85

Thx

Val

Thx

5

Thr

Glin

Arg

Thr

Phe

85

Gly

Met

70

Leu

Gly

Ser

Gln

Cys

Arg

Dro

Ala

70

Tyr

Gly

Thr

Arg

Phe

Ser

bro

Gly

Pxro

Ser

55

Thr

cys

Thr

Arg

Asp

Asp

Pro

Gly

Gly

40

Gly

Lieu

Gln

Lys

74 /206

Agp Met Ser Asn Thr

s

75

Asp Asp Thr aAla Val

90

Pro Phe Asp Ile Trp

105

Ser

Asn

25

Gln

Ile

Thr

Val

Leu
108

val

10

Asn

Ala

Pro

Ile

Trp

20

Thr

Ser

Phe

Pro

Glu

Ser

75

Asp

val

val

Arg

val

Arg

60

Arg

Leu

Leu

Ala

Asn

Leau

45

Phe

val

Phe

Gly

Thr

Tyr

Gly
110

Pro

Lys

30

Val

Ser

Glu

Asn

Ala

Tyr

25

Gln

Gly

15

Arg

Ile

Gly

Ala

Asp
@5

Tyr
80

Cys

Gly

Lys

Val

Ty

Sar

Gly

Asn

Glu Vval Gln Leu Vval Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1

5

10

15



Ser

Tyr

Gly

Gln

65

Met

Ala

Thr

Ser

val

145

Asn

Ala

Pxro

Ile

Txp
225

Val

Ile

Trp

50

Gly

Glu

Arg

Leu

Gly

130

Phe

Pro

Glu

Ser

210

Asp

Lys

Trp

Leu

Asp

Val

115

Gly

Val

Arg

val

Arg

185

Arg

Leu

Val

20

Aszn

val

Pro

Lieu

100

Thzr

Gly

Ala

Asn

Leu

180

Phe

val

Phe

Sex

Val

Pro

Thr

Arg

85

Thzx

Val

Gly

Pro

Lys

165

Val

Ser

Glu

Asn

Cys

Ary

Asp

Met

70

Leu

Gly

Ser

Ser

Gly

150

Arg

Ile

Gly

Ala

Asp
230

Gln

Gln

Thx

55

Thr

Aryg

Phe

Ser

Ala

135

Lys

Val

Tyr

Ser

Gly

2158

ABD

Ala

Thr

40

Gly

Arg

ASp

ABD

Gly

120

Gln

Thr

His

Tyr

Arg

200

Asp

Gly

75/206

Ser

25

bro

Gly

Asp

Asp

Pro

105

Gly

Ser

Ala

Asp

185

Ser

Glu

val

Gly
Gly
Thr
Met
Asp
80

Phe
Gly
Val
Thr
Tyr
170
Ser

Gly

Ala

Tyr

Gln

Arg

Ser

75

Thr

Asp

Leu

Ile

155

Gln

Asp

Asn

Asp

Gly
235

Thi

Gly

Tyr

&0

Asn

Ala

Ile

Ser

Thr

140

Thr

Gln

Arg

Thr

Phe

220

Gly

Phe

Phe

45

Ala

Tha

val

Trp

Gly

125

Gln

Cys

Arg

Pro

Ala

205

Tyr

Gly

Ser Asp
30

Glu Trp

Gln Lys

Thr Ala

Tyr Tyr

95

Gly Gln
110

Gly Gly

Pro Pro

Gly Gly

Pro Gly

175

Ser Gly

190

Thr Leu

Cys Gln

Thr Lys

Tyr

Met

Phe

Tyr

80

Cys

Gly

Gly

Sexr

Asn

160

Gln

Ile

Thxr

val

Leu
240



6/206

Thr val Leu Gly Ala Ala Ala His
245

<210> 224

<211ls> 5

«212> PRT )
<213> Homo sapiens

<400> 224
Asp Tyr Tyr Ile His
1 5

<210> 225

<21il> 17

«212> PRT

<213> Homo sapiliens

<400> 225
Trp Val Asn Pro Asp Thr Gly Gly Thr Arg Tyr Ala Gln Lys Phe Gln
1 5 10 15

Gly

<210> 226

<211> 10

<212> PRT

<213> Homo sapiens

<400> 226
Asp Leu Thr Gly Phe Asp Proc Phe Asp Ile
1 5 10

«210> 227
<21i> 11
<212> PRT
<213> Homo sapiens

<400> 227
Gly Gly Asn Asn Phe Arg Asn Lys Arg Val His
1 5 10

<210> 228

<21lis 7

<212» PBRT

<213> Homo szapiliens

<400> 228
Tyr Asp Ser Asp Arg Pro Ser
1 s



<210>
<Z21li>
<Z21l2>
<213 >

229
11
PRT
Homo

<400> 228

sapliens

77/206

Gln val Trp Asp Leu Phe Asn Asp Asn Gly Val

1

<210
<Z21l>
<212>
<213>

230
357
DNA
Homo

<400> 230
gaggtgcagc

toctgteoagy
eoctggacaayg
gegcagaagt
atggagotgce
actggatotyg
<210>
<21lLl>

<212»
<213>

231
327
DNA
Homo

«400> 231
cagtotgtgo

acctgtbgggyg
caggccc;tg
ttctoctgget
gatgaggccg

ggagggacca

232
744
DNA
Homo

<210>
<211l>
<212>
<Z13>

«400> 232
gaagtgoagc

tectgtcagy

5

sapliens

tggtgragtc
cttotggata
ggtttgagty
ttecagggetg
ccaggetgay

atcctettga

sapiens

tgactcagece
gaaacaactt
tectggtcoat
cccgetetgy
acttttactyg

agcbgacegt

sapiens

tggggctgag
caccttcoage
gatgggatgg
ggtcacaatg
agacgacgac

tatctgggge

accctcagty
tcgaaataaa
ctattatgac
gaacacggee
tcaggtgtgg

coctaggt

10

gtgaagaagc
gattactata
gtcaaccaotg
accagggaca
acggeoegtat

cagggaacce

tcagtggeeoc
agagtacact
tcagaccggc
accctgacca

gatctecttca

ctggggccta
ttoactgggt
avactggtag
tgtccaacac
attactgtgo

tggtcacogt

caggaaagac
ggtatcagea
cctoagggat
tcagcagggt

acgacaacgg

agtgaaggtc
gogacagace
cacaagatac
cacagectac
gagagatota

cbeoctca

ggccacgatt
gaggeeaggo
ceotgagoga
cgaggygecggd

cgtgttogge

tggtgoagtc tggggcotgay grgaagaagce ctggggecte agtgaaggte

cttotggata cacctteage gattactata ttcactgggt gogacagace

60

120

180

240

a00

357

300

327

&0

120



cotggacaay
gegcagaagt
atggagetge
actggattty
ggcggeagtt
cagecaccct
aactttogaa
gtcatctatt
toctgggaaca
tactgteagyg
accgtectayg
«210> 233
<21ll> 15
<212> DNA
<213> Homo
<400> 233

gattactata

<210>
<21ll>
<21l2>
<Z13>

234
51
DNA
Homo

<400> 234
tgggtcaaQc

<210>
<2LL>
<212
<213>

235
30
DNA
Homo

<400> 235
gatctaactg

<210
<21l1l>
<21l2>
<213>

236
33
DNA
Homo

«<400> 236
gggggaaaca

ggtttgagtyg
ttcagggctyg
ccaggetgag
atccttttga
caggtggagyg
cagtgteocagt
ataaaagagt
atgabttcaga
cggccaccet
tgtgggatct

gtgcggoege

sapiens

ttcac

gapiens

gatgggatgyg
ggtcacaatyg
agacgacgac
tatctgggge
tggctctgge
ggcecragga
acactggtat
cocggoeaotaa
gaccatcagce
ctbteoaacgac

acat

78/206
gtecaacooty
accagggaca
acggeocgtat
cagggaacee
dggtggcggaa
aagacggoca
cagoagagge
gggatcocty
agggtcgagy

aacggegtgt

acactgatgy
tgtccaacac
at;actgtgc
tggtcacegt
gtgecacagtce
cgattaccty
caggoeagge
agecgattcte
ccggggatga

teggeggagy

cacaagatac
cacagectac
gagagatcta
ctcgagtgéa
tgtgetgact
tgggggaaac
cectgteooty
tggctocege
ggcecgacttt

gaccaagctyg

ctgacactygyg tggecacaaga tacgegcecaga agtttcecaggg o

sapiens

gatttgatce ttttgatatc

sapiens

actttcgaaa taaaagagta cac

180
240
300
gGO
420
480
540
600
660
720

744

15

51

30

33



<210>
<211
<212>
<213>

<400>
tatgac

<210>
<Z21ll»>
<212>
<213>,

<400>

237
21
DNA

‘Homo

237
tcag

238
33
DNA
Homo

238

caggtgtagyg

<210>
<211l>
<212>
«213>

<400>

238
119
PRT
Homo

239

Glu val Gln

1

Ser Va

Tyxr Il

1l Lys

e His
35

Gly Trp Val

50

Gln Gl

Met Gl

y Trp

u Leu

Ala Arg Asp

Thr Le

u val
115

sapliens

accggeecte a

sapiens

atctettecaa cgacaacgge gtg

sapiens

Leu

val

20

Trp

Asn

val

Pro

Leu

100

Thr

val

5

Sexr

vVal

Pro

Thx

Arg

85

Thr

val

Gln

cys

Aryg

ASp

Met

70

Leu

Gly

Ser

Ser

Gln

Gln

Thr

55

Thr

Arg

Phe

Ser

Gly

Ala

Thr

40

Gly

Aryg

Asp

AEp

79/2086

Ala

Ser

25

Pro

Gly

Asp

Asp

Pro
105

Glu

10

Gly

Gly

Thr

Met

Asp

20

Phe

val

YT

Gln

Arg

Ser

Thr

Asp

Lys

Gly

Tyr

60

Asn

Ala

Ile

Lys

Phe

Phe

45

Ala

Thr

Val

Trp

Pro

Sar

30

Glu

Gln

Thr

Tyr

Gly
110

Gly

15

Asp

Trp

Lys

Ala

Ty

95

Gln

Ala

Tyxr

Meat

Phe

Ty

Cys

CGly



210> 240
<211l 109
<212s> PRT
<213 > Homo mapiens

<400» 240
Gln Ser Val Leu

1

Thr

His

Tyxr

Arg

&5

Asp

Gly

<210>
<211l>
<212>
<213>

<4 00>

Ala

Trp

Asp

50

Ser

Glu

Ser

Thr

Tyx

35

Gly

Ala

Phe

241
248
PRT
Homo sapiens

241

Glu Val Gln

-

e

Sexr

Y™

Gly

Gln
43

val

Ile

Trp

Gly

Lys

His

35

Val

Trp

Ile

20

Gln

Asp

Asn

Asp

Gly
100

Lieu

Val

20

Trp

Asn

Val

Thr
5

Thx

Gln

Arg F

Thr

Phe

g5

Gly

val
5

Sexr

Val

Pro

Thr

Gln

Cys

Rrg

Ala
70

Ty

Gly

Gln

Cys

Arg

Asp

Met
70

Pro

Gly

Pro

Ser

55

Thr

Cys

hr

Ser

Gln

Gln

Thi
55

Thr

Pro

Gly

Gly

40

Gly

Leu

Gln

Lys

Gly

Ala

Th

40

Gly

Arg

B0 /206

Ser

Asn

25

Gin

Ile

Thx

Val

Leu
105

Ala

Ser

25

Pro

Gly

Asp

val

10

Asn

Ala

Pro

Ile

Trp

20

Thr

Glu

10

Gly

Gly

hr

Met

Ser

Phe

BPro

Glu

Ser

75

Asp

Val

Val

Tyr

Gln

Arg

Ser
75

val

Arg

val

Arg

60

Arg

Phe

Leu

Lys

Thr

Gly

Tyr

60

Asn

Ala
Asn
Leu
45

Phe
Val

Lieu

Gly

Lys
Phe
Phe
45

Ala

Thr

Pro

Lys

30

Val

Ser

Glu

Thr

Pro

Ser

30

Glu

Gln

Thr

Gly

15

Arg

Ile

Gly

Ala

Asp

Gly

15

ASp

Trp

Lys

Ala

Lys

Val

Tyr

Ser

Gly

80

Ser

Ala

Tyr

Met

Phe

Tyr
80



Met Glu

Ala Arg

Thr Leu

Ser Gly
130

Val Ser
145

Asn Phe

Ala Pro

Pro Glu

Ile Ser
210

Trp Asp
225

Thr Val

Leu

Asp

Val

115

Gly

Val

Arg

Val

Arg

195

Arg

Phe

Leu

<210> 242

<211l> B

<212> PRT
«<213> Homo sapiens

«400> 242
Asp Tyr Tyr Ile His

1

Pro

Leu

100

Thr

Gly

Ala

Asn

Leu

180

Phe

val

Leu

Gly

Arg

a5

Thr

Val

Gly

Pro

Lys

165

val

Ser

Glu

Thr

Ala
245

5

Leu

Gly

Ser

Ser

Gly

150

Arg

Iie

Gly

Ala

Asp

230

Ala

Arg

Phe

Ser

Ala

135

Lys

val

Tyr

Ser

Gly

215

Ser

Ala

Asp

Asp

Gly

120

Gln

Thr

Hig

Tyr

Arg

200

Asp

Gly

Hisg

81./206

Asp

Pro

105

Gly

Sex

Ala

Trp

Agp

185

Ser

Glu

Ser

Asp

50

Phe

Gly

Val

Thr

Tyx

170

Ser

Gly

Ala

Phe

Thy

Agp

Gly

L.eu

Ile

155

Gln

Asp

Asn

Asp

Gly
235

Ala

Ile

Ser

Thx

140

Thr

Gln

Arg

Thr

Phe

220

Gly

val

Trp

Gly

125

Gln

Cys

Arg

Pro

Ala
205

Tyr

Gly

Tyr

Gly

110

Gly

Pro

Gly

Pro

Ser

190

Thr

Cys

Thr

Tyr

85

Gln

Gly

Pro

Gly

Gly

175

Gly

Leu

Gln

Lys

Cys

Gly

Gly

Ser

Agn

160

Gln

-
ot
i)}

Thr

val

Leu
240



82/206

<210> 243
«21l> 17
<212> PRT )
<213> Homo sapiens

<d00> 243
Trp Val Asn Pro Asp Thr Gly Gly Thr Arg Tyr Ala Gln Lys Phe Gln
1 5 10 15

Gly

<210> 244

<21l> 10

<212 PRT

<213> Homo sapiens

«400> 244
Asp Leu Thr Gly Phe Asp Pro Phe Asp Ile
1 S 10

<210> 245

<21x> 11

<212> PRT

<213> Homo gapiens

<400> 245 . )
Gly Gly Asn Asn Phe Arg Asn Lys Arg Val His
1 5 10

<210> 246

<21l1l> 7

<212> PRT

<213> Homo sapiens

<400> 246
Tyr Asp Ser Asp Arg Pro Ser
1 23

<210> 247

<21l> 11

<212> PBRT

<213> Homo saplens

<400> 247
Gln Val Trp Asp Phe Lieu Thr Asp Ser Gly Sex
1 5 10

<210> 248
<211l» 357
«212> DNA
<213> Homo sapiens



<4 00> 248
gaggtgecage

tecctgtecagy
cctggacaag
gcgcagaagt
atggagctge
actggatttyg
<210>
<21ll>

<212>
<213>

249
327
DNA
Homo

«400> 248
cagtetgtge

acctgtggygg
caggegoctyg
ttetectgget
gatgaggcecyg

ggagggacca

<210>
<211>
<212>
<213>

250
744
DNA
Homo

<400> 250
gaagtgcagce

tcctgtcagg
cctggacaag
gegcagaagt
atggagctge
actggatttg
ggcggeggtt
cagceccaccct

aactttbcgaa

tggtgecagto
cttotggata
ggtttgagtg
ttcagggetg
ccaggetgag

atocecbbtbtga

gapiens

tgactcagecc
gaaacaactt
tcetggtcat
ccecgetbotgg
acttttactg

agotgacegt

sapiens

tggtgcagtce
cttetggata
ggtttgagty
ttcagggoctyg
ccaggoetgag
atccttttga
caggcggadyg
cagtgtcagt

ataaaagagt

tggggcegag
cacctteage
gatgggatgg
ggtcacaatyg
agacgacgac

tatctagggce

accctcagtg
tocgaaataaa
ctattatgat
gaacacggcoe
tecaggtgtgg

cortagyt

tggggctgag
caccttecage
gatgggatgy
ggtcacaaty
agacgacgac
tatctggggc
tggcbctgge
ggcoccagyga

acactggtat

83/206

gtgaagaagc
gattactata
gtcaaceccty
accagggaca
acggcegtat

cagggaacco

tcagtggecoc
agagtacact
tcagaccggce
accctgacca

gattteoctca

gtgaagaagc
gattactata
gtcaaccctg
accagggaca
acggcagtat
cagggaaccc
ggtggcggaa
aagacggeca

cagcagaggc

ctggggocoLe
ttcactgggt
acactggtgy
tgtccaacac
attactgtgoe

tggtcaccgt

caggaaagac
ggtatcagea
ccbcagggat
tcagecagggt

cecgactogyayg

ctggggeoetc
ttecaactgggt
acactggtyag
tgteccaacac
attactgtge
tggtecaccgt
gtgcacagtc
caattacctyg

caggeccaggc

agtgaaggtc
gogacagace
cacaagatac
cacagectac
gagagabcta

ctectea

ggcracaatt
gaggccagge
ccetgagega
cgaggeeggyg

gtoegttogge

agtgaaggtc
gogacagace
cacaagatac
cacagacotac
gagagatocta
ctogagtgga
tgtgctgact
tgggggaaac

gectgtectyg

80

120

180

240

300

357

80

120

180

240

300

327

60

120

180

240

300

420

480

540



B4 /206

gteatctatt atgattcaga ceoggoccecctcoa gggatccocoty ageogatbcoctc tggcoctoccge 600
totgggaaca cggceracccet gaccatcage agggteogagy coggggatga ggccocgacttt 660
tactgbcagg tgtgggattt cotcaccgac teggggtegt teoggcggagg gaccaagetg 720
accgtectag gtgeoggeoge acat 744
<210> 251

<21ll> 15

«212> DNA

<213> Homo sapiens

<400»> 251
gattactata tteac 15

<210> 252

<211> 51

<212> DNA

<213> Homo sapiens

<400»> 252
tagggtcaace ctgacactgg tggcacaaga tacgegcaga agttteaggg ¢ 51

<210> 253

<211 30

<212> DNA

<213> Homo sapiens

«<400> 253
gatctaactyg gatttgatcee tttbgatatc 3D

<210> 254

<2ll> 33

<212> DNA

<213> Homo sapiens

<400> 254
ggggyaaaca actttcgaaa taaaagagta cac 33

<210» 255

«21ll> 21

<212> DNA

«213> Homo saplens

<4 00> 285
tatgattecag accggeoete a 21

<210> 256

«211l> 323

<212> DNA

<213> Homo sapilens



<400> 256

caggtgbggg atttecteac cgactcogggyg teg

<210>
<ZLl>
<212>
<213>

<4 00>

257
118
PRT
Homo sapiens

257

Glu val Gln

1

Ser

Tyx

Gly

Gln

&5

Met

Ala

Thr

<210
<21ll>
<212>
<213

<400>

val

Ile

Tre

50

Gly

Glu

Arg

Leu

Lys
His
35

val
Trp
Leu

Asp

val
115

258
108
PRT
Homo sapilens

258

Leu

val

20

Trp

Asn

Val

Pro

Leu

100

Thr

Val

5

Ser

Val

Pro

Thx

Arg
85

Thr

val

Gln

Cys

Arg

Asp

Met

-
14

Lieu

Gly

Ser

Ser

Gln

Gln

Thr

55

Thr

Arg

Tyxr

Ser

Gly

Ala

Thr

40

Gly

Arg

Asp

Asp

85/206

Ala

Ser

25

Pro

Gy

Asp

Agp

Tyx
108

Glu

10

Gly

Gly

Thr

Met

Asp

80

Ty

Val

Tyr

Gin

Arg

Thr

Asp

Lys

Thr

Gly

Ty

60

Agn

Ala

Arg

Lys

Phe

Phe

45

Ala

Thr

val

Trp

Pro

ser

30

Glu

Gln

Thr

Tyx

Gly
110

Gly

15

Asp

Trp

Lys

Ala

Tyr
95

Gln

Ala

Tyx

Metb

Phe

Tyr

80

Cys

Gly

Gln Ser Val Leu Thr Gln Pro Pro Ser Met Ser Val Ala Pro Gly Lys

1

5

10

15

Thr Ala Thr Ile Thr Cys Gly Gly Asn Asn Phe Arg Asn Lys Arg Val

20

25

30



His

Tyr

Ary

65

Asp

Ala

Trp

Asp

50

Ser

Glu

Met

Tyr

35

Sex

Gly

Ala

Phe

<210> 259
<211l> 262
<212>» PRT
<213> Homo sapiens

<400> 259
Glu Val Gln

1

Ser

Tyr

Gly

Gln

65

Met

Ala

Thr

val

Ile

Trp

5¢C

Gly

Glu

Arg

Leu

Lys

His

vVal

Trp

Leu

Asp

Val
1156

Gln

Asp

Asn

Asp

Gly

100

Leu

Val

20

Trp

Asn

Val

Pro

Leu
100

Gln

Arg

Thx

Phe

85

Gly

Val

5

Ser

Val

Pro

Thxr

Arg

B85

Thr

Arg

Pro

Ala

70

Tyr

Gly

Gln

Cysa

Arg

Asp

Met

70

Leu

Gly

Ser

Pro

Ser

55

Thr

Cys

Thr

Ser

Gln

Gln

Thr

55

Thr

Arg

Tyr

Sexr

Gly
40

Gly
Leu

Gin

Lys

Gly

Ala

Thx

40

Gly

Arg

Asp

Asp

Gly
120

86/206

Gln Ala Pro

Ile

Thx

val

Leu
105

Ala

Ser

25

Pro

Gly

Asp

Asp

Tyxr

105

Gly

Pro

Ile

Trp

1=e]

Thr

Glu

10

Gly

Gly

Thr

Met

Asp

80

Tyr

Gly

Glu

Sexr

75

Asp

val

Val

Tyr

Gln

Arg

Ser

75

Thx

Aap

Gly

val

Aryg

60

Arg

Phe

Leu

Lys

Thr

Gly

Tyr

60

ASN

Ala

Arg

Ser

Leu

45

Phe

Val

Leu

Lys

Phe

Phe

45

Ala

Thr

Val

Trp

Gly
125

Val

Ser

Glu

Ala

Pro

Ser

30

Glu

Gln

Thr

Tyx

Gly

110

Gly

Ile

Ala

Asp
85

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Gln

Tyr

Ber

Gly

Glu

Ala

Tyr

Met

Phe

Tyr

80

Cys

Gly

Gly



Sex

Gly

145

val

Arg

Val

Arg

Axg

225

Phe

Leu

«210>

Gly

130

Gly

Ala

Asn

Lau

Phe

210

Val

Leu

Gly

<211l» 5

<212>

Gly

Gly

Pro

Lys

val

195

Ser

Glu

Ala

Ala

260

PRT

Gly

Ser

Gly

Arg

i8¢

Ile

Gly

Ala

Asp

Ala
260

Gly

Ala

Lys

165

Val

Tyr

Sexr

Gly

Glu

245

Ala

<213> Homo saplens

<400> 260
Asp Tyr Tyr Ile His

1

<210> 26
«21ll> 17

«212>
<213>

<400> 26
Trp Val Asn Pro Asp Thr Gly

1

Gly

1

PRT
Homo sapiens

1

5

8

Gly

Gin

150

Thr

His

Tyr

Arg

Asp

2390

Ala

His

Gly

135

Ser

Ala

Trp

Asp

Ser

215

Glu

Met

SBexr

val

Thr

Tyr

Sexr

200

Gly

Ala

Phe

87/206

Gly Gly Gly

Leu

Ile

Gln

185

Asp

Agn

Asp

Gly

Gly Thr

Thr

Thr

170

Gln

Arg

Thx

Phe

Gly
250

Glin
155

Cys

Arg

Pro

Ala

Tyx

235

Gly

Gly
140

Pro

Gly

Pro

Ser

Thr

220

Cys

Thr

Gly

Pro

Gly

Gly

Gly

205

Leu

Gln

Gly
Ser
Agn
Gln
180
Ile
Thr

Val

Leu

Ser

Met

Asn

173

Ala

Ile

Trp

Thr
255

Gly

Ser

160

Phe

Pro

Glu

Ser

Asp
240

aArg Tyr Ala Gln Lys Phe Gln

10

15



<210> 262
<211l> 10
«212> PBPRT

«213>» Homo

<400> 262

sapiens

88/206

Asp Leu Thr Gly Tyr Asp Tyr Tyr Asp Arg

1

210> 263
<211l> 11
<21l2> PRT
<213> Homo

<400> 263

5

sapiens

10

Gly Gly Asn Asn Phe Arg Asn Lys Arg Val His

1

<210> 264
<211l» 7
<212> PRT
<213> Homo

<400> 264

5

sapiens

Tyvr BAsp Ser Asp Arg Pro Ser

1

<210>
211>
<212>
<21l3>

265
11
BRT
Homo

<400> 265

5

sapiens

10

Gln Val Trp Asp Phe Leu Ala Asp Glu Ala Met

1

266
357
DNA
Homo

<21 0>
<211l>
<2125
<213>

<400> 266
gaggtgcage

cectgtocagyg
cotggacaag

gcgcagaagt

atggagctge

5

sapiens

tggtgcagtc
cttectggata
ggtttgagtyg
ttcagggctg

ccaggectgag

tggggctgayg
cacottcage
gatgggatgg
ggtcacaatg

agacgacgac

10

gtgaagaagc
gattactata
gtocaacecetyg
accagggaca

acggcogtat

ctggggectae
ttcactgggt
acactggtgyg
tgteccaacac

attactgtge

agtgaaggtc
gogacagace
cacaagatac
cacagcctac

gagagatcta

60

120

180

240

300
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<210> 269
<21Ll> 15
«<212> DNA
<213» Homo

<4 00> 269
gattactata

<210> 270
<21l= 51
«212> DNA
<213> Homo

<4 00> 270
taggtoaace

<«210> 271
<211> 30

<Z212> DNA
<213> Homo

<400> 271
gatctaactg

«Z210> 272
<21ll> 33
<212> DNA
«Z13> Homo

<400» 272
gggggaaaca

<210> 273
<21ll> 21
<21l2> DNA
<213> Homo

<400> 273
tatgattcag

<210> 274
<211l> 33
<212> DNA
<213> Homo

<400> 274
caggtgtggg

<210> 275
<Zll> 118
<21l2> PRT
<213> Homo

80/206

saplens

ttcac

gapiens

ctgacactgyg tggcacaaga tacgeogoaga agtttoaggy ©

sapiens

gatacgacta ctacgaccgyg

saplens

actttcegaaa taaaagagta cac

sapiliens

accggeoocte a

sapiens

atttocteoge cgacgaggeyg atg

saplens

15

51

30

33

21

33



400> 275

Glu Vval
1

Ser Val

Tyr Ile

Gly Trp

50

Gln Gly

65

Met Glu

Ala Arg

Thr Leu

Gln

Lys

His

38

val

Trp

Leu

Asp

val
115

<210> 276
<211l> 108
<212> PRT
<213> Homo mapiens

<400> 276

Gln Ser

1

Thr Ala

His Trp

Tyr Asp

Arg Ser
65

val

Thr

Tyvr

35

Ser

Gly

Leu

val

20

Trp

Asn

val

Pro

Leuy

100

Thr

Leu

Ile

20

Gln

Asp

Asn

Val

Ser

val

Pro

Thr

Gly

Thr

val

Thr

5

Thr

Gln

Arg

Thr

Gln

Cys

Aryg

Asp

Met

70

Leu

Gly

Ser

Gln

Cys

Arg

Pro

Ala
7O

Ser
Gln
Gln
Thr
55

Thx
Arg

Ty

Ser

Pro

Gly

Pro

Thr

Gly

Ala

Thr

40

Gly

Arg

Asp

Agp

Pro

Gly

Gly

40

Gly

91/206

Ala

Ser

25

Pro

Gly

Asp

Asp

Gln
108

Ser

Asn

25

Gln

Ile

Glu

10

Gly

Gly

Thx

Met

Asp

90

Tyr

val

10

Asn

Ala

Pro

Ile

Val

Tyr

Gln

Arg

Ser

75

Thr

Thr

sar

phe

Pro

Glu

Ser
75

Lys

Thr

Giy

Tyx

60

Asn

Ala

Ala

val

Arg

val

Aryg

60

Arg

Phe

Phe

45

Ala

Thr

Val

Trp

Ala

Asn

Leu

45

Phe

Val

Pro

Ser

30

Glu

Gln

Thr

Ty

Gly
110

Pro

Lys

30

val

Ser

Glu

Gly

Asp

Trp

Lys

Ala

Ty

95

Gln

Gly

15

Ary

Ile

Gly

2ala

Ala
Tyr
Met
Phe
Tyr
80

Cys

Gly

Lys

val

Tyx

Ser

Gly
80



B2/206

Asp Glu Ala Asp Phe Tyr Cys Ser Thr Phe Asp Pro Phe Thr Asp Arg

85

80

Pro Leu Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly

«<210> 277
«2ZLll> 248
«212> PRT
<213> Homo sapilens

<4&00> 277
Glu val Gln

1

Ser

Ty

Gly

Gln

€5

Met

Ala

Thr

Ser

Val

145

Asn

Val

Ile

Trp

50

Gly

Glu

Arg

Leu

Gly

130

Ser

Phe

Lys

His

35

val

Trp

Lieu

Asp

val

115

Gly

val

Arg

100

Leu

Val

20

Trp

Asn

vVal

Pro

Leu

100

Thr

Gly

Ala

Asn

val

Ser

Val

Pro

Thx

Gly

B3

Thr

Val

Gly

Pro

Lys
165

Gln

Cys

Arg

Asp

Met

70

Leu

Gly

Ser

Ser

Gly

150

Arg

Sef

Glin

Gln

Thx

55

Thr

Arg

Tyr

Ser

Ala

135

Lye

val

Ala

Thr

40

Gly

Arg

Asp

Asp

Gly

120

Gln

Thr

His

105

Ala

Ser

25

Pro

Gly

Asp

Azp

Gln

105

Gly

Ser

Ala

Trp

Glu

10

Gly

Gly

Thr

Met:

Asp

S0

Tyr

Gly

val

Thr

Tyx
170

Val

Tyr

Gin

Arg

Ser

75

Thr

Thr

Gly

Leu

Ile

155

Gln

Lys

Thr

Gly

Ty

60

Asn

Ala

Ala

Ser

Thr

140

Thr

Gln

Lys

Phe

Phe

45

Thrx

Val

Trp

Gly

125

Gln

Cys

Arg

Pro

Ser

30

Glu

Thir

Tyr

Gly

110

Gly

Gly

Pro

95

Gly Ala
15

Asp Tyr

Trp Met

Lys Phe

Ala Tyr
BO

Tyr Cys
g5

Gln Gly

Gly Gly

Pro Ser

Gly Asn

160

Gly @Gln
178



Ala

Pro

Ile

Phe

225

Thr

Pro Val

Glu Arg
185

Ser Arg
210

Asp Pro

Val Leu

<210> 278
<211> &
212> PRT

<213>

<400> 278 :
Asp Tyr Tyr Ile His

1

<210> 279
<21lx> 17
«212> PRT

<213>

<400> 278 )
Trp Val Asn Pro Asp Thr Gly Gly Thr Arg Tyr Ala Gln Lys Phe Gln

1

Gly

<210> 280
<211> 10
«<212> PRT

<Z13>

<400> 280
asp Leu Thr Gly Tyr Asp Gln Tyr Thr Ala

1

Leu

180

Phe

val

Phe

Gly

val

Ser

Glu

Thr

Ala
245

Homo sapiens

5

Homo sapilens

5

Homo sapiens

5

Ile

Gly

Ala

Asp

230

Ala

Tyxr

Sar

Gly

215

Arg

Ala

Tyxr

Arg

200

Asp

Pro

Hisg

93/208

Asp Ser

185

Ser Glvy

Glu Ala

Leu Phe

10

10

Asp

ABn

Asp

Gly
235

Arg

Thr

Phe

220

Gly

BPro

Ala

205

Ty

Gly

Ser
180

Thr

Cys

Thr

Gly

Leu

Ser

Lys

15

Ile

Thr

Thr

Lau
240



<210> 281
<21l> 11
<212> PRT

<213> Homo sapiens

<400> 281

94/206

Gly Gly Asn Asn Phe Arg Asn Lys Arg Val His

1

<210> 282
<21ls> 7
<212> PRT
<213 > Homo

<400> 282

5

sapiens

Tyr Asp Ser Asp Arg Pro Ser

1

<210> 283
<211l> 11
<212> PRT
<213> Homo

<400> 283

)

sapiens

10

Ser Thr Phe Asp Pro Phe Thr Asp Arg Pro Leu

i

<210> 284
<21l> 357
<212> DNA
«213>» Homo

«<4Q0> 284
gaggtgcagc

tectgbcagg
coaggacaayg
goegcagaagh
atggagcectgo
actgggtacyg
«210> 285
<Z1ll» 327
<212> DNA

<Z213> Homo

<400> 285
cagtctgtge

acctgtagag

5

saplens

tggtgcagtc
cttectggata
ggtttgagtyg
ttcagggecty
ccgggetgayg

accagtacac

sapiens

tggggctgag
caccttcage
gatgggatgy
ggtcacaatg
agacgacgac

ggcctgggge

10

gtgaagaagc
gattactatsa
gtoaacoctyg
accagggaca
acggcecgtat

cagggaacec

cbggggoote
ttcactgggt
acactggtgg
tgtccaacac
attactgtge

tggtcaccygt

agtgaaggtc
gegacagacc
cacgagatac
cacagoctac
gagagatcta

ctecctea

tgactcagce accctcagtyg tcagbggocoe caggaaagac ggccacgatt

gaaacaactt tcgaaataaa agagtacact ggtatcagea gaggcocaggce

60

120

180

240

300

357

60

120
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<400> 288
tgggtcaace

<210> 289
«<211l> 30

«212> DNA
<213> Homo

«400> 288
gatctaactg

<210> 290
<211 33
<212> DNA
<213> Homo

<400> 290
.gggggaaaca

<210> 251
<21ll> 21

<212> DNA
<213> Howo

o A
[
oo
Y
(¢4

«210> 2392
<21l> 33

<212> DNA
«<213> Homo

<400> 282
agcacctteyg

<210»> 293
<21l> 120
<212> PRT
~<213> Homo

<400> 2983

96/206

ctgacactgg tggcacgaga tacgogeoaga agttbteoaggyg o

sapiens

ggtacgacca gtacacggece

sapiens

actttcgaaa taaaagagta cac

sapiens

accccettocac tgatcgtoog ctg

sapiens

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Lys Lys Pro Gly Ala Ser

1

5 10 15

Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr Tyr

20 25 30

Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txrp Val Gly

35

490 45

51

30

33

J
-t

33



Trp Ile
50

Gly Arg

65

Glu Leu

Arg Glu

Gly Thr

Asn

val

Ser

Pro

Met
115

<210> 294
<211>» 113
<212> PRT
«213> Homo sapiens

<400> 294
Gln Ala Vval Leu Thr

1

Arg Val

Tyr Gly

Leu Ile

50

Ser Gly

65

Gln Ala

Gln Ser

Ala

Thx

Val

Tyxr

Ser

Glu

Gly

Pro

Thr

Arg

Glu

100

val

Ile

20

His

Gly

Lys

Agp

Tyr
100

Tyr

Met

Leu

g5

Arg

Thr

5

Ser

Trp

Asn

Ser

Glu

85

Val

Thr

Thr

70

Gly

Phe

Val

Gln

Cys

Ty

Ser

Gly

70

Ala

Phe

Gly

55

Arg

Sexr

Gly

Ser

Pro

Thr

Gln

Asn

55

Thr

Asp

Gly

Gly

Asp

Asp

Asp

Ser
120

Ser

Gly

Gln

40

Arg

Ser

Tyr

Thr

97/208

Ala

Thr

Asp

Ser
105

Ser

Ser

25

Leu

Pxo

Ala

Tyr

Gly
10B

Phe Tyr

Ser Ile
75

Thr Ala
90

Thr Gly

Val Ser
10

Ser Ser
Pro Gly
Ser Gly

Ser Leu
75

Cys Tyr
=14

Thr Gln

Ala

60

Asn

val

Gln

Gly

Agn

Thr

val

60

Ala

His

Leu

Gln

Thr

Tyx

Val

Ala
Ile
Ala
45

Pro
Ile
Trp

Thr

Lys

Ala

Tyx

Trp
LL0

Pro

Gly

30

Pro

Asp

Thr

Asp

Val
110

Phe

Tyr

Cys

95

Gly

Arg

15

Ala

Lys

Arg

Gly

Lys

85

Leu

Aryg

Met

g0

Ala

Arg

Gln

Gly

Leu

Phe

Leu

80

Glu

Ser



<210> 285
<21ll> 249
<212> PRT
<213> Homo sapilens

<400> 2985
Gln Val Gln Leu

1

Val

Met

TP

Gly

65

Glu

bxg

Gly

Gly

Sexr

145

Ser

Leu

Pro

Lys

Hig

Ile

50

Arg

Leu

Glu

Thr

Ser

130

val

Sex

Pro

sex

Val

Trp

35

Asn

Val

Ser

Pro

Met

115

Gly

Ser

Ser

Gly

Gly
195

Ser

20

Val

Pro

Thr

Arg

Glu

100

val

Gly

Gly

Asn

Thr

180

Val

Val

5

Cys

Arg

TyT

Met

Leu

85

ATg

Thr

Ser

Ala

Ile

165

Ala

Pro

Gln

Lys

Gln

Thx

Thr

70

Gly

Phe

val

Arg

Pro

150

Gly

Pro

Asp

Ser

Ala

Ala

Gly

Arg

Ser

Gly

Sexr

Ser

135

Arg

Ala

Lys

Arg

Gly

Sexr

Pro

40

Gly

Asp

Asyp

Asp

Ser

120

Ala

Gln

Gly

Leu

Phe
200

98/206

Ala
Gly
Gly
Ala
Thr
Asp
Sexr
105
Gly
Gln
Arg
Tyr
Leu

185

Ser

Glu

10

Tyr

Gln

Phe

Sexr

Thr

S0

Thr

Gly

Ala

Val

Gly

170

Gly

Liys
Thr
G,ly
Ty
Ile
Ala
Gly
Gly
Val
Thr
155
Val

Tyr

Ser

Lys

Phe

Lieu

Ala

&0

Asn

Val

Gln

Gly

seu

140

Ile

Gly

Lys

Pro

Thr

Glu

45

Gln

Thx

Tyx

Val

Ser

125

Thr

Sex

Trp

Asn

Ser
205

Gly

Asp

30

Trp

Lys

Ala

Ty

Trp

110

Gly

Gln

Cys

Tyr

Ser

120

Gly

Ala
15

Tyr

Val

Phe

Tyr

Cys

a5

Gly

Gly

Pro

Thr

Gln

175

Asn

Thx

Sexr

Tyxr

Gly

Arg

Metb

80

Ala

nrg

Gly

Ser

Gly

160

Gln

Arg

Ser



99/206

Ala Ser Leu Ala Ile Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyx

210 215 220

Tyr Cys Tyr His Trp Asp Lys Glu Gln Ser Gly Tyr Val Phe Gly Thr

225 230 235

Gly Thr Gln Leu Thr Val Leu Ser Ala
245

«210> 286

<211> 5

<212> PRT

«213> Homo sapiens

<400> 256

Asp Tyr Tyr Met His
1 5
<210> 297

«Z1d1> 17

«<212> PRT
<«213> Homo sapiens

<400> 287

240

Trp Ile Asn Pro Tyr Thr Gly Gly Ala Phe Tyr Ala Gln Lys Phe Arg

1 5 10 15

Gly

<210> 298
«<21l1> 12
<212> PRT
<213> Homo sapiens f

<400> 288

Glu Pro Glu Arg Phe Gly Asp Ser Thr Gly Gln Val
1 5 10

<210> 299

<21l1> 14

<212> PRT
<213> Homo sapiens

<400> 2859
Thr Gly Ser Ser Ser Asn Ile Gly Ala Gly Tyr Gly Val His
1 5 10



<210> 300
<21l> 7

<212> PRT
<213> Homo

<400> 300

sapiens

Gly Asn Ser Asn Arg Pro Ser

1

<210> 301
<21l> 11
«212> PRT
<213 > Homo

<400> 301

S

sapliens

100/206

Tyr His Trp Asp Lys Glu Gln Ser Gly Tyr Val

1

<210» 302
<21l> 3863
«212> DNA
<213> Homo

<400> 302
caggtccagt

tecetgoaagyg
cctggacaag
gcacagaagt
atggagctaa
gaaagatteg
age

<210>
<211>

<212>»
<213>

303
339
DNA
Homo

<400> 303
caggergtgce

tcctgcactyg
cttecaggaa
cotgaccgat
caggctgagyg

gtctteggaa

5

sapiens

tggtgragec
cttoctggata
ggettgagtyg
ttoggggoag
gcagactggg

gegactocac

sapiens

tgactcagece
ggagcagctc
cageccoecoaa
cctetggete
atgaggctga

ctgggaccca

tggggctgag
caccttecace
ggtgggatgy
ggtcacaatyg

atotgacgac

gggygcaggte

gtoctcagty
caacatcggyg
actcetcate
caagtctgge
ttattactge

gctecacegtt

10

gtgaagaage
gactactata
atcaaccctt
accagggaca
acggeogbgt

tggggeegdgyg

tctggggeca
graggttaty
ﬁatggtaaca
acctoagect
taccactggg

ttaagtgeyg

ctggggecte
tgoactgggt
atactggtgy
cgtocatcaa
attattgtbge

ggacaatggt

caaggcagayg
gtgtacactyg
gcaatcgécc
cooctggeaat

acaaggagaa

agtgaaggte
gegacaggeo
cgcattotat
cacagcocotac

gagagaacck

caccgtceteg

ggteoaccatc
gtaccaacég
cteoaggagtc
cactgggatc

gagtggttat

240

300

360

240

300

338



«210> 304
<21l> 750
<212> DNA
«<213> Homo

<400> 304
caggtccagt

toectgcaagyg
cetggacaag
gcacagaagt
atggagcetaa
gaaagatteg
agtgggggeg
ctgactcage
gggagcaget
acagcooocca
ttectotgget
gatgaggety
actgggacce
<210
<21l>

<212>
<2Ll3>

305
15
DNA
Homo

<400> 305
gactactata

<210
<21l1> 51

<212> DNA
«<213> Homo

306

<400> 306
tggatcaace

<210>
<211>
<212>
<213>

307
36
DNA
Homo

sapiens

tggtgcagto
cttctggata
gogcttgagtyg
ttcggggeag
geagactggg
gegactocac
geggtteagy
cgtocteagt
ccaacatcgy
aactccteat
ccaagtotgyg
abtattactyg

ageotcacogt

gsapiens

tgcac

saplens

tggggctgag
caccttcacc
ggtgggatyy
ggtcacaatyg
atctgacgac
ggggcaggtce
cggaggtgge
gtctggggec
ggcaggttat
ctatggtaac
caccteagoe
ctaccactgyg

tttaagtgey

101/206

gtgaagaage
gactactata
atcaaccctt
accagggaca
acggeeogtgt
tggggccggyg
tetggoggta
ccaaggoaga
ggtgtacact
agcaatcocggoe
teccectggeeca

gacaaggage

ctguggocto
tgcactgagt
atactggtbtag
cgtecatcaa
attattgtge
ggacaatggt
geagaagtgce
gggtcaccat
ggtaccaaca
cctcaggggt
tecactggget

agagtggtta

agtgaaggte
gocgacaggec
cgoattctat
cacagcctac
gagagaacch
cacecgtecteg
acaggetgtg
ctectgoact
gcottcoccagga
cecktgacega
ceaggcetgay

tgtetteogga

cttatactgg tggcgeatte tatgcacaga agtttegggg o

sapiens

60

120

180

240

300

360

420

480

540

750

15

51



<400=> 307
gaacctgaaa

<210> 308
<Z21l> 42
<212> DNA
<213> Homo

<400> 308
actgggagca

<210> 308
<211> 21
<212> DNA
<213> Howo

<400> 3082
ggtaacagca

<«210» 310
<211l» 33
<212> DNA
«<213> Homo

<400> 310
taccactggg

<210> 311
<211l> 121
<212> PRT
<213> Homo

<400> 311

102/2086

gattcggega ctocacgggy caggbco

sapiens

gctocaacat cggggcoaggt tatggtgtac ac

sapliens

atcggoccte a

sapiens

acaaggagca gagtggttat gte

sapiens

Glu vVal Gln Leuw Val Gln Ser Gly Ala

1

Ser Val Lys

Tyr Met His

35

Gly Trp Ile

50

5

val Ser Cys Gln Ala Serx
20 25

Trp Val Arg Gln Ala Pro
40

Asn Pro Tyr Thr Gly Ser

Arg Gly Arg Ala Thr Met Thr Arg Asn

€5

70

Glu

10

Gly

Gly

Ala

Thr

val

Tyr

Gln

Phe

Ser
75

Lys

Thr

Gly

Lys

Phe

Leu

45

Ala

Asn

Pro

Thxr

30

Glu

Gln

Thr

Gly

18

ASD

Trp

Lys

Ala

Ala

Tyr

val

Phe

Tyr
80

36

42

21

W
[ €8]



Met GL

u Leu

Ala aArg Glu

Arg Gl

<210
«2I1>
<212>
<213 >

<400>
Gln AL
1

vy Thr
115

312
113
PRT

Ser Arg Leu Gly

85

Pro Glu Lys Phe

100

Met Val Thr Ile

Homo sapiens

312
a Val

Arg Val Thr

Tyr Gl

Leu Il
50

Ser Gl
23]

Gln Al

Leu Se

Ala

<ZL10>
<Z1ll>
<212 >
<213 >

<4 00>

v Val

35

e Tyr

Yy Ser

a Glu

r Gly

313
250
PRT

Leu

Ile

20

His

Gly

Lys

Ty
100

Thr

5

Sar

Trp

Asp

Ser

Glu

B85

Val

Homo sapiens

313

Gln

Cys

Tyr

Ser

Gly

70

Phe

Pxo

Thr

Gln

Asn

55

Thr

Gly

Sex

Gly

Ser
120

Ser

Gly

Gln

40

Arg

Ser

Thr

103 /206

Asp Asp Thr Ala Val Tyr Tyr Cys

90

95

Glu Ser Ser Gly Gln Leu Trp Gly

105

Ser

Ser

Ser

25

Leu

Pro

Ala

Tyr

Gly
108

val

10

Ser

Pro

Ser

Ser

Cys

30

Thi

Ser

Sex

Gly

Gly

L.eu

75

Gln

Glin

Gly

Asn

Th

val

60

Ala

Sar

Leu

Ala

Ile

Ala

45

Pro

Ile

TyY

110

Pro

Gly

30

Pro

Asp

Thr

Asp

Val
110

Gly

15

Pro

Lys

Arg

Gly

Ser

95

Iieuw

Gln

Gly

Lieu

Phe

Lieu

80

Gly

Ser

Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly 2ala

1

5

10

15



Ser

Tyr

Gly

Arg

65

Met

Ala

Arg

Gly

Ser

145

Gly

Gln

Arg

Ser

Tyr
225

val

Meb

Trp

50

Gly

Glu

Arg

Gly

Gly

130

Ser

Ser

Leu

Pro

Ala

210

TYyx

Lys

His

35

Ile

Arg

Leu

Glu

Thr

115

Ser

Val

Sexr

Pro

Sexr

195

Ser

Cys

val

20

Trp

Asn

Ala

sSer

Pro

100

Met

Gly

Sex

Gly

180

Gly

Leu

Gln

Ser

vVal

Pro

Thx

Arg

85

Glu

Val

Gly

Gly

Asn

185

Thr

Val

Ala

Ser

Tyr

Met

70

Leu

Lys

Thr

Ser

Ala

150

Ile

Ala

Ile

Tyr
230

Gln

Gln

Thx

55

Thr

Gly

Phe

Ile

Gly

135

Pro

Gly

Pro

ABp

Thr

215

Asp

Ala

Ala

40

Gly

Arg

Ser

Gly

Ser

120

Ser

Gly

Pro

Lys

Ser

104 /206

Ser

25

Pro

Sexr

Asn

Asp

Glu

105

Ser

Ala

Glin

Gly

Leu

185

Phe

Leu

Gly

Gly

Gly

Ala

Thr

Asp

20

Ser

Gly

Gln

Arg

Tyx

170

Leu

Ser

Gln

Leu

Ty

Gln

Phe

Sexr

75

Thr

Ser

Gly

Ala

val

155

Gly

Ile

Gly

Ala

Sexr
235

Thr

Gly

Tyx

60

Ile

Ala

Gly

Gly

val

140

Thr

al

Tyx

Ser

Glu

220

Gly

Phe

Leu

45

Ala

Asn

val

Gin

Gly

125

Leu

Ile

His

Gly

Lys

205

Asp

Tyr

Thr

30

Glu

Gln

Thx

Tyr:

Lieu
110

Sexr

Thx

Trp

Asp

190

Ser

Glu

val

asp

Trp

Lys

Ala

Tyr

95

Trp

Gly

Gln

Cys

Tyr

175

Ser

Gly

Ala

Phe

YT

val

Phe

Tyxr

80

Cys

Gly

Gly

Pro

Thr

160

Gln

Asn

Thr

Asp

Gly
240



105/206

Thr Gly Thr Gln Leu Thry Val Leu Ser Ala
245 250

<210>» 314

<211l> 5

«212> PRT

<213> Homo sapiens

<400> 314
Asp Tyr Tyr Met His
1 5

«210> 318

<21l 17

<212> PRT

<213> Homo sapiens

<400> 3158
Trp Ile Asn Pro Tyr Thr Gly Ser Ala Phe Tyr Ala Gln Lys Phe Arg
1 s} 10 . 15

Gly

<210> 316

<211l> 12

<212>» PRT

<213> Homo sapiens

<400> 316
Glu Pro Glu Lys Phe Gly Glu Ser Ser Gly Gln Leu
1 5 10

<210> 217

<21l> 14

<212> PRT

<213> Homo sapiens

<400> 317
Thr Gly Ser Ser Ser Asn Ile Gly Pro Gly Tyr Gly Val His
1 5 10

<210> 318

<2ll> 7

<212> PRT

<21l3> Homo sapiens

<400> 318
Gly Asp Ser Asn Arg Pro Ser
1 5



<210>
<211l>
<212>
<213 >

319
11
PRT
Homo

400> 319

Gln Ser Tyr Asp

1

<210
<Zll>
<212>
«213>

320
363
DNA
Homo

<400> 320
gaagtgcage

tecctgtoagy
cetggacaay
geacagaagt
atggagctga
gaaaaattcyg
agt

321
338

DNA
Homo

<210>
<Z211>
\<212>
<213 >

<400> 321
caggetgtge

tooctgecactyg
cttcraggaa
cectgacegat
caggoocgagg
gtocttecggaa
322

750

DNA
Homo

<210>
<21ll>
«21l2>
<213>

<400>,322
gaagtgecage

saplens

sapiens

tggtgeagte
cttctggata
ggcttgagtg
tteggggoag
goagactggyg

gogagtecag

sapilens

tgacteagee
ggagcagete
cagececcocaa
tctetggete
atgaggctga

ctgggaccaa

sapiens

Ser Gly Leu Ser Gly
5

tggggctgag
cacctLcagce
ggtggggtgyg
ggccacaaty
atctgacgac

cggccagttyg

gtectaagtg
caacatcggyg
actecteoate
caagtctgge
ttattactge

gectoaccgtt

1L06/208

Tyr Val
10

gtgaagaagce
gactactata
atcaaccctt
accaggaaca
acggcegtgt

tggggcocgygy

tetgaggoea
gcaggttatg
tatggtgaca
acctcagccg
cagtectatg

ttaagtgcecyg

ctggggeoate
tgcactgggt
atactggtag
cgteocatcaa
attattgtge

ggacaatggt

cagggeoagag
gtgtacactg
gcaatoggee
ccetggecat

acagecggoot

agtgaaggtc
gogacaggec
cgcattetat
cacagcatac
gagagaacct

caccatcocteg

ggtcaccate
grtaccaacag
ctocaggggte
cactgggcte

gagtggttat

tggtgcagte tggggctgayg gtgaagaage ctggggecte agbgaaggtce

60

120

180

240

300

f )
o
[#%)

&0

120

180

240

300

3398

60



cocotgtcocagy
cctggacaag
gcacagaagt
atggagactga
gaaaaatbttog
agtggaggcey
ctgactcage
gggagcagct
acagecccca
ttcototgget
gatgaggetry
actgggacce
<210
<211>

<212>
<213>

323
15
DNA
Homo

<400> 323
gactactata

<210>
<211>
<212>
<213>

324
51
DNA
Homo

<400> 324
tggatcaacce

<210>
<21l>
<212>
<213>

325
36
DNA
Homo

<400> 325
gaacctgaaa

326
42
DNA
Homo

<210>
<21l>
«<212>
<213

cttetggata
ggettgagtyg
tteggggeag
gecagactggg
gecgagtocag
geggttoagy
cgtectecagt
ccaacategg
aactoccteat
ccaagtotoy
attattacty

agetcacegt

sapiens

tgcac

sapiens

cacgctitcace
ggtggggtay
ggecacaaty
atctgacgac
cggccagtty
cggaggbgge
gtctaggggee
ggcaggttat
ctatggtgac
cacctcagec
coagtcocotat

tttaagtgceg

107/206
gactactata
atcaaccoctt
accaggaaca
acggecgtgt
tggggooggyg
totggeggta
cocagggeaga
ggtgbacact
agcaatcgge
tococctggeea

gacageggec

tgcactggygt
atactggtag
cgtcocatcaa
attattgtge
ggacaatgght
goggaaghge
gggtcaccat
ggtaccaaca
cctcagggyt
teactggget

tgagtggtta

gocgacaggeo
cgecattotat
cacageatac
gagagaacot
caccatctog
acaggectbgty
ctoctgeact
gcttoocagga
coctgaccga
cocaggocgag

tgtottegga

cttatactgg tagegeattc tatgoacaga agtttcegggg ©

sapiens

aattocggega gtocagogge cagttg

sapiens

120

180

240

300

360

420

540

500

660

720

750

15

51

36



1o8/2086

<400> 326

actgggagea

<210>
<211 >
<212>
<213 >

<400>

327
21
DNA
Homo sapiens

327

ggtgacagca atcggcecocte a

210>
<211>
<212>
<213>

<400>

328

33

DNA

Homo sapiens

328

cagtcotatg acageggect gagtggttat gte

<210>
<211l>
<212>
<213>

«400>

329
121
PRT
Homo sapiens

328

Gln Val €ln Leu Val Gln Ser @Gly Ala

1

Ser

Tyr

Gly

Gln

65

Met

Ala

val

Met

Trp

Gly

Glu

Arg

Gly

5

Lys Val Sex Cys Lys Ala Ser
20 25

His Trp Val Arg Gln Ala Pro
35 40

Ile Asn Pro Tyr Thr Gly Gly
55

Arg Val Thyx Met Thr Arg Asp
70

Leu Ser Arg Leu Gly Ser Asp
85

Glu Pro Glu Lys Phe Asp Ser
100 105

Thr Met val Thr Ile Ser Ser
115 120

Glu

10

Gly

Gly

Ala

Thr

Asp

30

Pro

Val

Tyxr

Gln

Phe

Ser

75

Thr

Asn

gebeoceoaacat cggggcaggt tatggtgtac ac

Lys

Thr

Gly

Tyr

60

Ile

Ala

Ala

Lys

Phe

Leu

45

Ala

Asn

Val

Glu

Pro

Thr

30

Glu

Gln

Thr

TyT

Ile
110

Gly

His

Lys

Ala

Ty

95

Trp

Ala

Tyr

Val

Phe

YT

80

Ccys

Gly

42

21

33



<210> 330
<211> 113
<212> PRT
<213> Homo sapiens

<400 330
Gln Ala val Leu

1

Arg

Tyxr

Lieu

Ser

65

Gln

Leu

Ala

Val Thr

Gly val
35

Ile Tyr

50

Gly Ser

Ala Glu

Ser Gly

<21.0> 331
<211l> 250
<212> PRT

<Z213>

<400> 331
Gln Val Gln Leu Val Gln Ser

1

Ser Val Lys

Tyr Met His

35

Ile

20

His

Gly

Lys

Asp

Tyr
100

20

Thr
5

Ser

Trp

hen

Ser

Glu
85

Val

Homo sapilens

5

Gin

Cys

Tyr

Ser

Gly

Ala

Phe

Pxro

Thr

Gln

Asn

55

Thr

Asp

Gly

Val Ser Cys Lys

Trp Val Arg Gln

Ser

Gly

Gln

40

Arg

Ser

Tyx

Thr

Gly

Ala

Aala
40

109/206

Ser Val Ser Gly Ala
10

Ser Ser Ser Asn Ile
25

Leu Pro Gly Thr Ala

Pro Ser Gly val Pro
60

Ala Ser Leu Ala Ile

Tyr Cys Gln Ser Tyw
90

Gly Thr Gln Leu Thr
105 ‘

Ala Glu Val Lys Lys
10

Sex Gly Tyr Thr Phe
25

Pro Gily Gln Gly Leu
45

Pro

Gly

30

Pro

Asp

Thr

Asp

Val
110

Pro

Thr
30

Glu

Gly
15

Ala

Lys

Aryg

Gly

Ser

95

Leu

Gly
15

His

Gln

Gly

Lieu

Phe

Leu
80

Ser

Ala

Tyr

Trp Val



Gly Trp
50

Gln Gly
&5

Met Glu

Ala Arg

Arg Gly

Gly Gly
130

Ser Ser
145

Gly Ber

Gln Leu

Arg Pro

Ser Ala
210

Tyr Tyr
225

Thr Gly

Ile

Arg

Glu

Thr

115

Ser

Val

Ser

Pro

Sexr

Cys

Thi

<210> 332

«2Lll> 5

<212> PRT
<213> Homo sapiens

Asn

Val

Serx

Pro

100

Met

Gly

Ser

Ser

Gly

180

Gly

Gln

Gln

Pro

Thr

Arg

85

Glu

val

Gly

Gly

Asn

165

Thr

Val

Ala

Ser

Leu
245

TYyxr
Met

70

Leu

Lys

Thr

Ser

Ala

150

Ile

Ala

Pro

Ile

Tyr

230

Thr

Thr

55

Thr

Gly

Phe

Ile

Gly

135

Pro

Gly

Pro

Asp

Thr

215

Asp

val

Gly

Arg

Ser

Amp

Ser

120

Ser

Gly

Ala

Lys

Arg
200

AR

Gly

Ser

Lieu

110/206

Gly Ala

Asp

Asp

Ser

105

Ser

Ala

Gln

Gly

Leu

185

Phe

Leu

Ser

Ser

Thr

Asp

g0

Pro

Glu

Gln

Arg

Tyr

170

Leu

Ser

Gln

L.eu

Ala
250

Phe

Ser

75"

Thx

Agn

Gly

Ala

Val

155

Gly

Ile

Gly

Ala

Ser
2358

Tyr

60

Ile

ala

Ala

Gly

val

140

Thr

vVal

Tyr

Ser

Glu

220

Gly

Ala

Asn

Val

Glu

Gly

125

Leu

Ile

His

Gly

Tvs

205

Asp

TYyx

Gln

Thr

Tyxr

Ile

110

Ser

Thr

Sexr

Trp

Asn

180

Ser

Glu

val

Lys

Ala

Tyxr

25

Tre

Gly

Gln

Cys

Ty

175

Ser

Gly

Ala

Phe

Phe

Tyr

80

Cys

Gly

Gly

Pro

Thr

160

Gln

Asn

Thr

Asp

Gly
240



111/206

<400> 332
Hig Tyr Tyr Met His
1 5

<210>»> 333

<211l 17

«<212> PRT

«213> Homo sapiensg

<400> 333
Trp Ile Asn Pro Tyr Thr Gly Gly Ala Phe Tyr Ala Gln Lys Phe Gln
1 5 10 15

Gly

<210> 334

<2Lk> 12

<212> PRT

<21l3> Homo sapliens

«<400> 334
Glu Pro Glu Lys Phe Asp Ser Pro Asn Ala Glu Ile
1 5 10

<210> 335

<211> 14 ,
<212> PRT

<213> Homo sapiens

<400> 335
Thr Gly Ser Ser Ser Asn Ile Gly Ala Gly Tyr Gly val His
1 5 10

<210> 336

<21l> 7

«2Z12> PRT

<213> Homo sapiens

<400> 336
Gly Asn Sex Asn Arg Pro Ser
1 )

<210> 337

<211l> 11

<212» PRT

<213> Homo gapiens

<400> 337
Gln Ser Tyr Asp Ser Ser Leu Ser Gly Tyr Val
1 5 10



<210» 338
<211l> 363
<212> DNA
<213> Homo

<400> 338
caggtcocage

toectgecaagy
cotggacaayg
gracagaagh
atggagctga
gaaaaatteg
agt

<210
<211>

<2125
<213>

339
339
DNA
Homo

<400>» 339
caggetgtge

teoctgecacty
cttocaggas
cctgacegat
caggcectgagyg
gtetteogogaa
<210>
<21l

<2Z12>
<213>

340
750
DNA
Homo

<400> 3240
caggtecagce

teoectgoaagy
cctggacaag
goacagaagt
atggagctga

gaaaaattcg

sapiens

tggtgeagto
ctteotggata
ggcttgagty
ttcagggeag
gcagactggyg

actegocgaa

sapliens

tgacteagec
ggagcagete
cagcceoacaa
toctotggete
atgaggctga

ccgggaccea

sapiens

tggtgcagtc
cttctggata
ggecttgagtg
tteocagggoag
gcagactggyg

actcgccgaa

tggggcrgag
caécttcacq
ggtgggatgy
ggtcacaatg
atctgacgac

cgecgagatc

gtoctocagtyg
caacatocggg
actcctcatc
caagtctgge
ttattactgc

gctcacegtt

tggggetgag
cacctbcace
ggtgggactgg
ggtcocacaaty
atctgacgac

cgecgagate

112/206

gtgaaaaage
cactactata
atcaaccctt
accagggaca
acggoogtgt

Lggggceeggy

tctggggecoe
geaggttatg
tatggtaaca
accteagect
cagtcectatg

ttaagtgeg

gtgaaaaage
cactactata
atcaaccctt
accagggaca
acggcegtgt

tggggccggd

ctggggacte
tgeactgggt
atactggtgg
cgrtococatoaa
attattgtge

ggacaatgygt

cagggoagag
gtgtacactyg
gcaatocggca
cecotggeeat

acagcagect

ctggggecta
tgcactggyt
atactggtgg
cgteocatcaa
attattgtgc

ggacaatggt

agtgaaggtc
gogacaggeoco
cgecattctat
cacagcectac
gagagaacct

caccatcteog

ggtcaccatec
gtaccaacag
ctcaggggtc
cactgggetc

gagkbggttat

agtgaaggtc
gogacaggec
cgoattbctat
cacagecotac
gagagaacct

caccatctceg

&0

120

180

240

300

360

363

&0

120

180

240

300

339

60

120

180

240

300

360



agtgaaggeg
ctgacteage
gggagcaget
acagcaceca
ttctcotgget
gatgaggetg
. accgggacec
<21l0»> 341

<21l> 15

<212> DNA
<213 > Homo
<400> 341

cactactata

210>
<211l>
<212
<213 >

342
51
DNA
Homo

<400> 342
tggatcaacc

<210>
<Z21ll>
<212>
<Z13>

343
36
DNA
Homo

<400> 343
gaacctgaaa

<210>
<21l>
<212>
<213>

344
42
DINA
Homo

<4 00> 344
actgggagca

<210>
<211l»>
<212>
<213>

345
21
DNA
Home

geggttcoagy
cgteccteagt
ccaacatcgg
aactccteat
cecaagtetgyg
attattactg

agctoaccgt

sapiens

tgcac

sapiens

cggaggtgge
gtetggggee
ggeaggttat
ctatggtaac
cacctcagec
ccagtcctat |

tttaagtgeg

113/206

toctggeggta geggaagtge
ccagggcagalgggtcaccat
ggtgtacact ggtaccaaca
agcaatecgge cctecaggggt
teocctggeca teactggget

gacagragec tgagtggtta

acaggetatyg
ctoctgeact
gecttoragga
ccctgaccga
ccaggctgag

tgrettegga

cttatactgy tggcgcattc tatgecacaga agtttcocaggg ¢

sapiens

aattegactc geoogaacgoe gagate

saplens

getecaacat cggggcaggt tatggtgtac ac

sapiens

420

480

540

600

660

720

750

15

36

42



<4 00> 34

5

ggtaacagca

<210> 34
<21ll> 33

5

«212> DNA
<213> Homo

<400> 34

6

cagtcoctaty

<210> 34

7

<211l»> 121
<2Z212> PRT
<213> Homo

<400> 347

Gln val
1

Ser Val

Tyr Meb

. Gly Trp

50

Arg Gly

65

Met Glu

Ala Arg

Arg Gly

<210> 34
<211> 11

Gln

Lvs

His

35

Ile

Arg

Leu

Glu

Thx

115

B
2

<212> PRT
<213> Homo sapiens

atcggeccte a

sapiens

acagcagect gagtggttat gte

sapiens

Leau

Val

20

ABn

Val

Ser

Pro

100

Met

Val

)

Ser

val

Pro

Thr

Arg

Glu

val

Gln

Cys

Aryg

Tyr

Met

70

Leu

Lys

Thr

Ser

Liys

Gln

Thr

55

Thr

Gly

Phe

val

Gly

Ala

Ala

40

Gly

Afg

Ser

Asp

Ser
120

114/206

Ala

Ser

25

PXC

Ser

AsSp

hsp

Ser

105

Gly

Glu

10

Gly

Gly

Ala

Thr

Asp

20

Asp

val

Tyx

Gin

Phe

Ser

75

Thr

Asp

Lys

Thxr

Gly

Tyxr

60

Ile

Ala

Sexr

Lys

Phe

Leu

45

Ala

Asn

val

Asp

Pro
Thr
30

Glu
Gln
Thr

Tyr

Val
110

Gly

Agn

Trp

Lys

Ala

Tyx

95

Trp

Ala

Tyr

val

Phe

Tyr

80

Cys

Gly



<4 00> 348
Gln Ala Val

1

Val

Gly

Ile

Gly

65

Ala

Ser

<210>
<21ll>
<212>
<213>

Thr

Val

Tyr

50

Ser

Glu

Ile

His

35

Gly

Lys

Asp

Ty

349
249
PRT
Homo sapiens

<400> 3459
Glin val Gln

1

Ser

Tyr

Gly

Arg

65

Mat

Val

Met:

Trp

50

Gly

Lys

His

35

Ile

Axrg

Leau

Leu

Ser

20

Trp

ABpD

Sexr

Glu

val
100

Leu
val
20

Trp
Asn

Val

Ser

Thr

Cys

Tyxr

Ser

Gly

Ala
BS

Phe

val

5

Ser

Val

Pro

Thr

Arg
85

Pro

Thx

Gln

Sear

Thr

70

Gly

Gln

Cys

Arg

Ty

Met

70

Leau

Pro

Gly

Gln

Arg

55

ser

Tyx

Thr

Ser

Lys

Gln

Thr

S5

Th

Gly

Ser

Sar

Leu

40

Pro

Ala

Tyr

Gly

Gly

Ala

Ala

40

Gly

Arg

Ser

115 /206

val

Ser

25

Pro

Ser

Cys

Thr
105

Ala

Ser

25

Pro

Ser

ASp

Ser

10

Ser

Gly

Gly

Lieu

Gln

20

Gln

Glu

10

Gly

Gly

Ala

Thr

Asp
80

Gly

Asn

Thr

Val

ala

75

Ser

Leu

val

Tyxr

Gln

Phe

Ser

75

Thr

Ala

Ile

Ala

Pro

60

Ile

Tyr

Thr

Lys

Thi

Gly

Tyr
&0

1
ot
¢

Ala

Pro

Gly

Pro

45

Asp

Thxr

Asp

Val

nys

Phe

Leu

45

Ala

Asn

val

Gly

Ala

30

Lys

Arg

Gly

Asn

Leu
110

Pro

Thr

30

Glu

Gin

Thr

Tyr

Gln

15

Gly

Leu

Phe

Leu

Ser

95

Ser

Gly

15

Asn

Trp

Lys

Ala

Tyr
95

Arg

Tyr

Ile

Sear

Gln

80

Lieu

Ala

Ala

Tyr

Val

Phe

Ty

80

Cys



Ala

Gly

Ser

145

Ser

Leu

Pro

Ala

YT
225

<Z210>

Arg

Gly

Gly

130

val

Ser

Pro

Ser

Ser

210

Cys

; Thr G

<21l> 8

<212>

Glu

Thx

115

Sexr

Sex

Ser

Gly

Gly

185

Leu

Gln

350

PRT

Pro

100

Met

Gly

Gly

Asn

Thir

180

Val

Ala

Ser

Leu

Glu

val

Gly

Ala

Ile

165

Ala

Pro

Ile

Tyxr

Thr
245

<213> Homo sapiens

<400> 350
Asn Tyr Tyr Met His

1

<210>
<21l>
<212
<213>

351
17
PRT
Homo sapilens

5

Lys

Thr

Ser

Pro

150

Gly

Pro

Asp

Thr

Asp
230

<7

Phe

Val

Gly
135

Gly

Ala
Lys
Arg
Gly
215

Asn

Leu

Asp

Serx

120

sexr

Gln

Gly

Leu

Phe

200

Leu

Ser

Ser

116/206

Ser

105

Gly

Ala

Arg

Tyr

Ile

185

Sexr

Gin

Leu

Asp

Gly

Glin

val

Gly

170

Ile

Gly

Ala

Ser

Asp
Gly
Ala
Thx
185
val
Tvr
Sgr
Glu

Gly
235

Ser

Gly

val

140

Ile

His

Gly

Lys

Asp

220

Tyr

Asp

Ser

125

Leu

Ser

Trp

Asp

Ser

205

Glu

val

Val

110

Ser

Thr

Cys

Tyr

Ser
180

Gly

Ala

Trp

Gly

Pro

Thr

Gln

175

Ser

Asp

Gly

Gly

Gly

PXo

Gly

160

Gln

Arg

Ty

Thr
240



117/208

«400> 351
Trp Ile Asn Pro Tyr Thr Gly Ser Ala Phe Tyr Ala Gln Lys Phe Arg
1 5 10 15

Gly

<210> 352

«211s 12

<212> PRT

<213> Homo sapiens

<400> 352
Glu Pro Glu Lys Phe Asp Ser Asp Asp Ser Asp Val
1 5 10

<210> 353

«<211> 14

<212> PRT

<213> Homo saplens

<400> 353
Thr Gly Ser Ser Ser Asn Ile Gly Ala Gly Tyr Gly val His
1 5 10

<210> 354

<211> 8B

<212> PRT

<213> Homo saplens

<400> 354
Gly hsp Ser Ser Arg Pro Ser Gly
1 5

<21 0> 355

<2l1l> 11

<212»> PRT

<213> Homo sapiens

<400> 355
Gln Ser Tyr Asp Asn Ser Leu Ser Gly Tyr Val
1 5 10

«<210> 356
<Z1l> 362
<212> DNA
<213> Homo saplens

<400> 356
caggttcage tggtgcagtc tggggctgag gtgaagaage ctggggectce agtgaaggtco 60

tcctgeaagy chtotggata caccttcace aactactata tgcactgggt gegacaggcco 120
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gatgaggctyg

actgggacee

<210> 359
<211l> 15
<212> DNA
<213> Homo

<4 00> 359
aactactata

<210> 360
<21l> 51
<212> DNA
<213> Homo

<400> 360
tggatcaacc

<210> 361
<21ll> 36
<212> DNA
<213> Homo

<400> 361
gaacctgaaa

<210> 362
<21l1l> 42
«212> DNA
<213> Homo

<400> 362
actgggagca

«210> 363
<21ll> 24
<212> DNA
<213 > Homo

<400> 363

ggtgacagca

<210> 364
<211l 33

<212 DNA

<213> Homo

<400> 364
cagtcctatg

1l9/206

attattactyg ccagtcctat gacaacagec tgageggtbta tgtettogga

ageteoacegt tttaagtgceg

saplens

tgeac

saplens

cttatactgg tagegcecatte tatgeacaga agtttegggy ¢

sapiens

aattcogactc cgacgactcoo gacgtc

sapiens

getocaacat cggggcaggt tatggbtgtac ac

sapliens

greggecctc aggy

sapiens

acaacageot gagoggttat gte

720

750

51

36

42

24

33



<210>
<21lil>
<212>
<213 >

<4 00>

365
118
PRT
Homo sapiens

365

Gln Val Gin

1

Ser

Ser

Lys

€5

Ala

Thx

<210>
«21l>
<212>
<213 >

<400>

Leu

Met

Ala

50

Gly

G
hur
ja

Arg

Leu

Arg

Ser

35

Ile

Arg

Met A

Gly

val
115

366
108
BRT
Homo saplens

366

Asp Ile Gln

1

Asp Arg val

Leu Ala Trp

35

Leu

Leu

20

Trp

Ser

Iie

Leu
100

Thr

Thr
20

Val Glu Sexr
5

Ser Cys Ala

Ile Arg Gln

Gly Ser Gly
55

Thr Ile Serx
70

Ser Lieu Arg
85

Trp Val Trp

Val Ser Ser

Met Thr Gln Ser

5

Ile Thr Cys

Tyr Gln Gln Lys

Gly

Ala

Ala

40

Gly

Arg

Ala

Asp

Pro

Arg

Pro
40

120/206

Gly Gly
10

Ser Gly

25

Pro Gly

Ser Thx

Asp Asn

Pro Lieu
105

Lieu

Phe

Lys

Tyxr

Asp

val

Thr

Gly

Tyr

60

Lys

Ser Thr Leu Ser

10

Ala Ser Glu Gly

25

Gly Lwys Ala Pro

Lys
Phe
Leu
45

Ala

Asn

<4
o
*_J

Trp

Ala

Tle

Lys
45

Pro Gly
15

Ser Asp

30

Glu Trp

Asp SBer

Ser Leu

3
o

Gly Arg
L10

Ser val

Tyr His
30

Leu Lieu

Gly

Tyx

Val

Val

Gly

Gly

Trp

Ile



Tyr
sSer
65

Asp

Thr

Lys

50

Gly

Asp

Phe

Ala

Ser

Phe

Gly

<210> 367
<21l> 243
<212>» PRT
<213> Homo sapiens

<400> 387
Gln Val Gin

Tyr

Ser

Lys

€5

Leu

Ala

Thr

Ser

Leu

Met

Ala

50

Gly

Gln

Arg

Leu

Gly
130

Arg

Sear

35

Ile

Arg

Met

Gly

val

115

Gly

Ser

Gly

Ala

Gly
100

Leu

Leu

20

Trp

Sexr

Ile

Asn

Leu

100

Thr

Gly

Sex

Thy

Thr

85

Gly

vVal

5

Ser

Ile

Gly

Thr

Ber

85

Trp

val

Gly

Leu

Glu

70

Tyxr

Thr

Glu

Cys

Arg

Ser

Ile

70

Lieu

vVal

Ser

Ser

Ala

55

Phe

Tyr

Lys

Ser

Ala

Gln

Gly

Ser

Arg

Tro

sSer

Asp
135

Ser

Thx

Cys

val

Gly

Ala

Ala

40

Gly

Arcg

Ala

Asp

Gly

120

Ile

121/206

Gly Val Pro

Len

Gln

Glu
108

Gly

Ser

Pro

Ser

Asp

Glu

Pro

105

Gly

Gln

Thr

Gln

90

Ile

Gly

10

Gly

Gly

Thr

Asn

Asp

90

Lieu

Gly

Met

Ile
75

Tyzxr

Lys

Leu

Phe

Lys

Ala

75

Thr

Asp

Gly

Thr

Ser Arg Phe

60

Ser Ser Leu

Ser Asn Tyr

Arg

Val

Thr

Gly

Tyr

60

Lys

Ala

Tyr

.Ser

Gln
140

Lys

Phe

Leu

45

Ala

Asn

Val

Trp

Gly

125

Ser

Pro

Ser

30

Glu

Asp

Ser

Tyr

Gly

110

Gly

Pro

Sexr

Gln

Pro
95

Gly

15

Asp

Trp

Ser

L.au

Tyr

95

Arg

Gly

Ser

Gly

Pro

80

Leu

Gly

TYY

val

val

Tyr

80

Cys

Gly

Gly

Thr



Lieu

145

Glu

Ala

Pro

Ile

Tyr
225

Lys

Sexr

Gly

Pro

Ser

Sexr

210

Ser

Arg

Ala

Ile

Lys

Arg

195

Asn

Ala

<210> 368
<211l> 5
<212> PRT
<213> Homo sapiens

<400> 368
Asp Tyr Tyr Met Serx

1

<210>
<211l>
<212>
<213>

<4 00>

369
17

PRT
Homo sapiens

369

Ser

Tyx

Lau

180

Phe

Lieu

Tyr

Vval
His
165
Leu
Ser

Gln

Pro

5

Gly

150

Trp

Ile

Gly

Leu
230

Asp

Leu

Tyr

Ser

Asp

215

Thr

Arg

Ala

Lys

Gly

200

Asp

Phe

122/206

val Thr Ile

Trp

Ala

185

Ser

Phe

Gly

Tyr

170

Sex

Gly

Ala

Gly

155

Gln

Ser

Thr

Thr

Gly
235

Thr

Gln

Leu

Asp

Ty

220

Thr

Cys .

Lys

Ala

Phe

205

Tyr

Lys

Arg

Pro

Sex

1380

Thr

Cys

Val

Ala

Gly

175

Gly

Lieu

Gln

Glu

Sar

160

Lys

val

Thr

Gln

Ile
240

Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys

1

Gly

<210> 370

<211l> 10

<212» PRT
<213> Homo sapiens

5

10

15



<400> 370

123/206

Gly Leu Trp Val Trp Asp Pro Leu Asp Tyr

1

<210> 371
<21li>» 11
<«212» PRT
<213> Homo

5

gapiens

10

<400> 371

Arg Ala Ser Glu Gly Ile Tyr His Trp Leu Ala
1 5 10
<210> 372

«211%> 7
C<212> PRT

<213> Homo saplens

«<400> 372

Lys Ala Ser Ser Leu Ala Ser

1 5

<210> 373

<211l> 9

<212>» BRT

<213> Homo sapiens

<400> 373

Gln Gln Tyr Ser Asn Tyr Pro Leu Thr

1 5

<210> 374

<211> 357

<212> DNA

<213> Homo sapiens

«<400> 374

caagtgecage tggtggagto tgggggagge ttggtcaage
tcotgtgecag cetoctggatt cacetteagt gactactaca
coagggasgy goctggagty ggtctoaget attagtggta
gcagactceyg tgaagggoey gatcaccatc tccagagaca
ctgcaaatga acagoctgag agctgaggac acggcegtgt
tgggtttgygyg atcocctettyga ctactgggge agaggaacce
<210> 375

<211l> 324

<21l2s> DNA

<213> Homo sapiens

ctggagggte
tgagetggat
gtagtggtag
acgccaagaa
attactgtge

tggtcacegt

cotgagacte
cogeocagget
cacatactac
ctcactgtat
gagagggcott

cteottea

60

120

180

240

300

357



<400> 375
gacatccaga

atcacctgee
gggaaageoeoc
aggbtcocagey
gatgattttg

gggaccaagyg
<210> 376
<2Ll1» 729
«212> DNA
<213> Homo

<400» 376
caagtgcagc

‘toctgtgeag
ccagggaaég
gcagacteeyg
ctgcaaatga
tgggtttgyy
ggaggogatt
tctocttoca
gagggtattt
ctgatctata
tectgggacag
tactgcoaac
aaacgtgog
<210>
<21l1l>

<212>
<213>

377
15
DNA
Homo

<4 00> 377
gactactaca

tgacccagtc
gggccagtga
ctaaactect
goagtggatc
caacttatta

tagagatcaa

saplens

tggtggagtc
ccteotggatt
ggctggagty
tgaagggeeyg
acagcctgayg
atcctettga
caggcggadd
cectgtetge
atcactggtt
aggcectotag
atttcactct

aatatagtaa

gaplens

tgage

tecttccace
gggtatttat
gatctataag
tgggacagag
ctgeocaacaa

acgt

tgggggagygc

caccttoagt
ggtctoaget
gatéaccatc
agotgaggac
ctactgggge
tggeageggce
atctgttgga
ggcctggtat
tttagccagt
caccatcage

ttatcegote

124 /206

ctgtctgeat
cactggttag
geetotagtt
ttecactcetca

tatagtaatt

ttggtcaage
gactactaca
attagtggta
tcoccagagaca
acggeogtgt
agaggaacce
ggtggeggat
gacagagtca
cagcagaage
ggggtcooeat
agccotgeage

actttoggeg

ctgttggaga
cotggtatea
tagccagtag
ccatcagoag

atcegetoac

ctggagggte
tgagetggat
gtggtggtag
acgccaagad
attactgtgce
tggtcaccgt
cggacatcca
ccatcacctyg
cagggaaagc
caaggttcay
ctgatgattt

gagggaccaa

cagagtcace
goagaagoca
ggtcccatca
cctgeagect

ttteggeagga

cctgagactce
cogoeagget
cacatactac
cteoactgtat
gagagggctt
ctctbecaggt
gatgacccayg
cegggocagt
cocctaaactc
cggcagtgga
tgcaacttat

ggtggagatc

60

120

180

240

300

324

60

120

180

240

300

360

420

480

540

600

660

720

729

15



<210> 378
<21l> 54
<212> DNA
=213 > Homo

<400> 378
gotattagty

«210> 379
«21l> 30

<212> DNA
<213> Homo

<400> 379
gggcetttggg

«210> 380
<211> 33

<212> DNA
<213> Homo

<400> 380
cgggccagty

<210> 381
<2Z2Lll> Z1
<2L12> DNWA

<213> Homo

«400> 381
aaggcctota

<210> 382
<21l> 27

<212> DNA
<213 > Homo

<400> 382
caacaatata

<210> 3832
<211> 5

<212s> PRT
<213>» Homo

<400> 383

125/206

sapliens

gtagtggtgyg tagcacatac tacgeoagact cegtgaaggyg o

sapiens

tttgggatce teottgactac

sapiens

agggtattta tcactggttyg gcee

sapiens

gtthtagecag t©

sapiens

gtaattatee gectceact

sapiens

Ser Tyr Gly Ile Ser

1

5

51

30

33

21

27



<210> 384
<21l» 108
<212>» PRT

<213>

<400> 384
Asp Ile Gln Met

1

Asp

Leu

Tyvr

Ser

Asp

Thr

Arg Val

Ala Trp
35

Lys Ala

50

dly Ser

Asp Phe

Phe Gly

<210> 385
<21l> 243
<212> PRT

<213>

<400> 385
Gln Val Gln Leu

1

Ser

Gly

Val Lys

Ile Ser
35

Gly Trp Ile

50

Gln Gly Arg

65

Thr

20

Tyxr

Ser

Gly

Ala

Gly
100

Val

20

Trp

Ser

val

Homo sapiens

Thr

5

Ile

Gln

Ser

Thr

Thr

85

Gly

Homo sapiens

Val

5

Ser

val

Ala

Th

Gin

Thr

Gln

Leu

Glu

70

Tyr

Thr

Gln

Cys

Arg

Tyr

Met
70

Cys

Lys

Ala

55

Phe

Tyr

Lys

Ser

Lys

Gin

Thr

55

Thr

Pro

Arg

Pro

40

Ser

Thr

Cys

Val

Gly

Ala

.ala

40

Gly

Thr

126/206

Ser

Ala

25

Gly

Gly

Leu

Glu
105

Ala

Sex

25

Pro

Asn

ABp

Thr

10

Ser

Lys

Val

Thr

Gln

50

Ile

Glu
10

Gly

Gly

Thxr

Leu

Glu

Ala

Pro

Ile
75

Tyr

Lys

val

Tyzr

Gln

Asn

Ser
75

Gly

Pro

Ser

60

Sexr

Ser

Aryg

Lys

Thr

Gly

Tyr

6Q

Thr

Ala

Ile

Lys

45

Arg

Ser

Asr

Lye

Phe

Leu
45

Ser

Ser

Tyr

30

Leu

Phe

Leu

Tyr

Pro

Thr

30

Glu

Gln

Thr

Val

15

His

Lien

Ser

Gln

Pro
95

Gly

15

Ser

Trp

Lys

Ala

Gly

Trp

Ile

Gly

Pro

80

Leu

Ala

Tyxr

Met

Phe

Tyx
80



Met

Ala

Thr

Ser

Leu

145

Glu

Ala

Pro

Ile

Tyr

225

Lys

Glu Leu

Arg Asp

Leu Val
115

Gly Gly
130

Ser Ala

Gly Ile

Pro Lys

Ser Arg

198

Ser Ser
210

Ser Asn

Arg Ala

<210»> 386
<21l> 5
<212> BRT

<213>

<400> 386

-

Arg

Arg

100

Thr

Gly

Sar

Tyr

Leu

180

Phe

Leu

Tyx

Ser

85

Gly

val

Gly

val

His

165

Leu

Ser

Gln

Pro

Homo sapiens

Ser Tyr Gly Ile Ser

5

Leu

Ty

Ser

Ser

Gly

150

Trp

Ile

Gly

Pro

Leu
230

Arg

Tyx

Ser

Asp

135

Asp

Leu

Tyr

Ser

Asp

215

Thar

Ser

Asp

Gly

120

Ile

Arg

Ala

Lys

Gly

200

Asp

Phe

127/206

Asp

Ala

105

Gly

Gln

Val

Trp

Rla

185

Ser

Phe

Gly

Asp

20

Phe

Gly

Meat

‘Thr

Tyr

170

Ser

Gly

Ala

Gly

Thr

AsSp

Gly

Thi

Ile

185

Gln

Ser

™hr

Gly
235

Ala

Ile

Sexr

Gln

140

Thr

Gln

Lieu

Glu

Tyr

220

Thr

val

Trp

Gly

125

Sexr

Cys

Lys

Ala

Phe

205

Tyr

Lys

TyT
Gly
110
Gly
BPro
Arg
Pro
Ser
190
Thr
Cys

Val

Tyr

25

Gln

Gly

Ser

Ala

Gly

175

Gly

Leu

Gln

Glu

Cys

Gly

Gly

Thr

Ser

160

Lys

val

Thr

Gln

Iie
240



128/206

<210=» 387

<21l 17

<212> PRT

<213> Homo sapiens

<4 00> 387
Trp Ile Ser Ala Tyr Thr Gly Asn Thr Asn Tyr Ala Gln Lys Phe Gln
1 5 10 15

Gly

<210> 388
«21l> 10
<212> PRT
<213> Homo sapiens

<400> 388
Asp Arg Gly Tyr Tyr Asp Ala Phe Asp Ile
1 5 10

<210> 389

<211l> 11

<212>» PRT

<213> Homo saplens

<400> 389
Arg Ala Ser Glu Gly Ile Tyr His Trp Leu Ala
1 5 10

<210> 380

<21LLl> 7

<21l2> PRT

<213> Homo saplens

<400> 390
Lys Ala Ser Ser Leu Ala Ser
1 5

«<210> 381

«2ll> 9

<212> PRT

<213> Homo sapiens

<400> 381
Gln Gln Tyr Ser Asn Tyr Pro DLeu Thr
1 5

<210> 392
«211» 3587
<212> DNA
<213> Homo sapiens



<400> 332
caggtgeage

tcectgeaagg
cctggacaag
gcacagaagt
atggaactga
ggatactatg
<210> 383
<211l> 324
212> DNA

<213 > Homo

<400> 383
gacatccaga

atcacctgec
gagaaagocc
aggttcagog
gatgattttyg

gggaceaagy

<210> 394
<211> 729
<212» DNA
<213> Homo

<400> 394
caggtgeage

toctgeaagy
cectggacaag
gcacagaagt
atggaactga
ggatactatg
ggaggeggtt
tcteocttoca

gagggtattt

tggtgcagtc
cttctggtta
ggcttgagty
tecagggcag
ggagectgag

atgotbttga

sapiens

tgacccagtc
gggccagtga
ctaaactcct
geagtggatce
caacttatta

tggagatcaa

saplens

tggtgcagtc
cbbebggtta
ggcrtgagtyg
tccagggeag
ggagectgag
atgecttttga
caggeggagyg
cocctgbatge

atcactggtt

tggagetgag
cacctttacc
gatgggatgy
agtcaccatyg
atctgacgac

tatctgggge

tcetteccace
gggtatttat
ggtctataag
tgggacagag
ctgccaacaa

acgt

tggagetgag
cacctttace
gatgggatgg
agtcaccatyg
atctgacgac
tatctgggge
tggcagedgge
atoctgttgga

ggectyggtat

129/206

gtgaagaagce
agttatggta
atcageocgcett
accacagaca
acggcegtgt

caaggraccs

ctgtotgeat
cactggttgg
gectetagtt
ttcactctea

tatagtaatt

gtgaagaagce
agttatggta
atcagegett
accacagaca
acggcegtgt
caaggcacee
ggtggcggat
gacagagtca

cagcagaage

ctgagggecte
tcagetgggt
acactggtaa
catocacgag
attactgtge

tggtcacogt

ctgttggaga
cctggtatca
tagccaghtayg
ccatcagoag

atoccgeotcac

ctggggecte
tcagetgggt
acactggtaa
catceacgag
attactgtge
toggtcacecgt
cggacatcca
coatcacotyg

cagggaaagc

agtgaaggtc
gogacaggoc
cacaaactat
cacagecctac
gagagatcogt

ctectoa

cagagtcacc
gcagaagecoa
ggteccateca
cctgecagect

Lttocggegga

agtgaaggtc
gogacaggac
cacaaactat
cacagectac
gagagategt
cteoctcaggt
gatgacccag
ccgggoeagt

cectaaactc

60

120

180

240

300

357

60

120

180

240

300

324

60

120

180

240

200

360

420

480

540



ctgatctata
taetgggacag
tactgcecaac

aaacgtgey

<210> 3958
<211> 15
<212> DNA
<213> Homo

<400> 395
agttatggta

<210> 396
<211l> 51
<212> DNA
<213> Homo

«400> 396
tggatcageyg

«210> 387
<211l> 30
<Z12> DNA
<213> Homo

<400> 387
gategtggat

<210> 388
<2Z1l> 33
<212> DNA
<213> Howo

<400> 398
cygggeeagryg

«<210> 3929
<211> 21
<212> DNA
«213>» Homo

«<400> 389
aaggcctcta

<210> 400
<21l> 27
<212> DNA
<212> Homo

130/206
aggcctcotag tttageccagt ggggteoccat caaggttcag cggcagtgga
agttcactct caccatcagce agecctgeage ctgatgattt tgeoaacttat

aatatagtaa ttatccgete actbteggog gagggaccaa ggbtggagatc

sapiens

toage

sapiens

cttacactgg taacacaaac tatgcacaga agttccaggg ¢

saplens

actatgatge ttttgatatc

sapiens

agggtattta tcactggttyg gec

sapieng

gtttagccag ©

sapiens

600

660

720

728

15

51

30

33

21



<400>»

400

caacaatata gtaatbtatce goteact

<210>
<21l1l>
<212>

401
118
PRT

<213> Homo saplens

<400

401

Gln Met Gln

1

Ser Leu Arg

Gly Met Tyxr

Ala Hi
50

Lys Gl

Leu G1

35

s Ile

Yy Arg

n Met

Ala 'Thr Glu

Thr Le

<210>
<211>
<212>
<213>

<400>

u Val
115

402
111
PRT

Lieu

Leu

20

Trp

Trp

Met

Asn

Gln

100

Thr

Val

5

Ser

Val

Tyr

Thr

Ser

Hism

Val

Homo sapiens

402

Glu

Cys

Arg

Asp

Val

Lieu

Ser

Ser

Ala

Gin

Gly

Sex

Arg

Ile

Ser

Gly

Ala

Ala

40

Ser

Arg

Ala

Thr

131/206

Gly

Ser

25

Pro

Asn

Asp

Glu

Ala
105

Gly val

Gly Phe

Gly Lys

Glu Lys

Asn Sexr

75

Asp Thr
20

Phe Asp

val

Thr

Gly

Tyx

60

Lys

Ala

Ile

Gln
Phe
Leu
45

Ala
Asn
Val

Trp

Pro

Ser

30

Glu

Asp

Thr

Tyx

Gly
110

Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro

1

5

10

Gly

Asn

Trp

Ser

Leu

Ty

95

Lys

Gly
15

Arg

Tyx

val

val

Tyr

n
v

Cys

Gly

Gln

Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tvyr

20

25

30

27



Asn

Met

Ser

&5

Gin

Ser

<210>
«<21ll>
<212>
<213>

<d 00>

Tyr

Gly

Ala

Thy

Val

35

Tyxr

Ser

Glu

Arg

403
246
PRT
Homo sapiens

403

Gln Met Gln

1

Ser

Gly

Ala

Liys

€5

Leu

Ala

Thr

Leu

Met

His

50

Gly

Gln

Thr

Leu

Arg

Tyr

35

Ile

Arg

Met

Glu

val
115

Sexr

Glu

Lys

Agp

Val

100

Leu

Leu

20

Trp

Met

Asn

Gin

100

Thr

Trp

Gly

Ser

Glu

85

Phe

Val
5

Sex
val

Tyxr

Thr

Val

Tyr

Ser

Gly

70

Ala

Gly

Glu

Cys

Arg

Asp

val

70

Lieu

Trp

Sexr

Gln

Lys

55

Aszn

Asp

Gly

Ser

Ala

Gln

Gly

Sexr

Arg

Ser

Gln

40

Arg

Thx

Tyx

Gly

Gly

Ala

Ala

40

Ser

Arg

Ala

Thr

Gly
120

132/208

His Pro Gly

Pro

Ala

Tyx

Thr
105

Gly

Ser

25

Pro

Asp

Glu

Ala
105

Gly

Ser

Ser

Cys

S0

Lys

Gly

10

Gly

Gly

Glu

Asn

Asp

90

Phe

Gly

Gly

Leu

75

Ser

Leu

vVal

Phe

Lys

Ser

75

Thx

AsSp

Gly

Lys

Val

60

Thr

Ser

Thx

val

Thxr

Gly

Tyr

60

Lys

Ala

Ile

Ser

Ala

45

Ser

Ile

Tyxr

Val

Gln

Phe

Leu

45

Ala

Asn

Val

Trp

Gly
125

Pro

Sex

Thr

Leu
110

Pro

Ser

30

Glu

Asp

Thx

Ty

Gly

110

Ala

Lys

Arg

Gly

Thr

a5

Gly

Gly

15

Agn

Trp

Ser

Lieu

Tyr

S5

Lys

Gly

Liau

Phe

Lieu

80

Arg

Arg

Tyr

val

val

Tyr

80

Cys

Gly

Gly



Ser

Ser

145

Ser

Gly

Gly

Lien

Ser
228

<210>

Gly

130

Gly

aAsp

Lys

Val

Thr
210

<21ll> &

<2L2>
<213>

<400

Gly

Sex

val

Ala

Ser

195

Ile

TYyr

404

PRT
Homo sapiens

404

Gly

Pro

Gly

Pro

180

Asn

Ser

Thr

Gly

Gly

Gly

165

Lys

Arg

Gly

Thr

Gly
245

Asn Tyr Gly Met Tyr

L

<210> 40
<2L1> 17

<212>
<213>

<400> 40
His Ile Trp Tyr Asp Gly Ser Asn Glu Lys Tyr Ala Asp Ser Val Lys

1

Gly

5

PRT
Homo sapiens

5

5

5

Sex

Gln

150

Tyr

Leu

Phe

Leu

Arg
230

Gin
135

Ser

Asn

Met

Gln
215

Ser

Ser

Ile

Tyxr

lle

Gly

200

Ala

Thr

133/208

Ala Lieu Thr

Thr

Val

Tyr

188

Sexr

Glu

Arg

Ile

Sar

170

Glu

Lys

Asp

Val

10

Ser

155

Trp

Gly

Ser

Glu

Phe
235

Gln
140

Cys

Tyr

Ser

Gly

Ala

220

Gly

Pro

Thx

Gln

Lys

Asn

205

AsT

Gly

Ala

Gly

Gln

Arg

190

Thx

Tyxr

Gly

Ser

Thx

Hisg

175

Pro

Ala

Tyr

Thr

15

‘Val

Sexr

160

Pro

Ser

Sar

Cys

Lys
240



406
10
BRT
Homo

<Z2L0>
<211l>
<21l2>
<213

«400> 406

Glu Gln Hig Trp Ile Thr Ala Phe Asp

1

<210>
<211>
<21l2>
<2135

407
14
DRT
Homo

<400> 407

Thr Gly Thr Ser Sexr Asp Val Gly Gly Tyr Asn Tyr Val Ser

1

<210> 408
<21l1> 7
«212> PRT
<213> Homo

<400> 408

sapiens

5

sapiens

5

sapiens

Glu Gly Ser Lys Arg Pro Ser

1

<210>
<211 >
<212>
«2Ll3>

408
10
PRT
Homo

<400> 409

5

sapiens

134/206

Ile
10

10

Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val

1

<210>
<Z1l>
<212>
<213>

410
387
DNA
Homo

<400> 4310
cagatgcagoe

teoctgtgeag
ccaggcaagyg
- geoagactoeyg
ttgcaaatga

cactggatta

5

sapliens

tggtggagte
coctotggatt
ggctggagtyg
tgaagggccg
acagcctgag

ctgettttaga

tgggggagygce
cacettcagt
ggtggcacat
aatgaccogtc
agcegaggac

tatctgogge

10

gtggtecage
aactatggoa
atttggtatg
teccagagaca
acggetgtgt

aaaggaacce

ctgggaggte
tgtﬁctgggt
atggaagtaa
atteccaagaa
attactgtge

tggtcaccgt

cctgagacte
caogocagget
tgaaaagtat
cacgttgtat
gacagagcaa

ctcocetea

60

120

180

240

300

357



<210>
<21l>
<212>
<213>

411
333
DNA
Homo

<400> 411
cagbctgoeo

tectgeactyg
cacceaggcea
tctaatoget
cagygctgagy
tteggeggay
<210>
<21ll>

«212>
«213>

412
738
DNA
Homo

<400> 412
cagatgcagce

btcctgtgecag
ccaggcaagg
gcagacteeyg
ttgcaaatga
cactggatta
ggaggeggtt
cetgecteoy
agtgacgttyg
aaactcatga
tccaagtotg
gattattact
ctgacocgtee
<210>
«21l>

<212>

<212 >

413
15
DNA
Homo

sapliens

tgactcagece
gaaccageag
aaécccccaa
tetetggate
acgaggctga

ggaccaagct

saplens

tggtggagtc
cotoctggatt
ggctggagtyg
tgaagggccg
acagectgag
ctgetittga
caggcgeadgyg
tgtotggote
gtggttataa
tttatgagag
gcaacacggc
geagetbtocata

taggtgcyg

sapiens

tgecekbeegkg
tgacgttagt
actcatgatt
caagtetgge
tractactge

gaccgtecta

tgggggaggce

caccttoaght
ggtggcacat
aatgaccgtc
agecogaggac
tatotgggge
tggcageggce
teoctggacag
ctatgtctcoo
cagtaagcgg
cteoococtgaca

tacaaccagyg

135/206

tetgggbete
ggttataact
tatgagggeca
aacacggoet

agaetcatata

ggt

gtggtccage
aactatggca
atttggtatg
tccagagaca
acggctgtgt
aaaggcacce
ggtggceggat
toegatcacaoa
tggtaccaac
coctocagggyg
atctctggge

agcactcgag

ctggacagtc
atgtcocteotg
gtaagcggec
cectgacaat

caaccaggay

ctgggaggte
tgtactgggt
atggaagtaa
attccaagaa
attactgtge
tggtcaccgt
cacagtetge
tetoctgeas
aacacccagg
tttetaateg
toccaggetga

ttttoggcgg

gatcaccate
gtaccaacaa
ctcaggggtt
ctcoctgggete

cactcgagtt

cctgagactc
cocgcocagget
tgaaaagtat
cacgttgtat
gacagagcaa
ctococtcaggt
getgactcecayg
tggaaccage
caaageccoooc
cttectebgge
ggacgagget

agggaccaag

60
120
180
246
300

333

60
120
180
240
300
360
420
480
540
600
660
720

738



136/2086

<400> 413
aactatggca tgtac 15

«210> 414

<211> 51

«212> DNA

<213> Homo sapiens

<400> 414
catattbtggt atgatggaayg taatgaaaag tabtgragact ccgtgamggg © 51

<210> 415

<21l1l> 30

<212> DNA

<213> Homo sapiens

<400> 415
gagoaacact ggattactge ttttgatatc © 30

<210> 416

«21ll> 42

<212> DNA

«<213> Homo sapiens

<400> 416
actggaacca gcagtgacgt tggtyggttat aactatgtct cc

£
N

<210> 417

<211l> 21

<212> DNA

<213> Homo sapiens

<400> 417
gagggcagta agoggeecte a 21

<210> 418

«<21i> 30

«21l2> DNA

«<213> Homo sapiens

«<d00> 418
agctecatata caaccaggag cactegagtt 30

«<210> 419
«<Z1l> 121
<21l2> PRT
<213> Homo sapiens

<400> 418
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Arg Pro Gly Gly
1 S 10 15



Ser
Gly
Ser
Lys
65

Leu

Ala

Arg

<210>
<211>
212>
<213>

<400

Leu

Met

Gly

50

Gly

Gln

Arg

Gly

Arg

Asn

35

val

Arg

Met

Gly

Thr
115

420
111
BRT
Homo sapiens

420

Leu

20

Trp

Asn

FPhe

Asn

Trp

100

Leu

Ser

val

TR

Thr

Ser

85

Tyr

Val

Gln Ala Ala Leu Thr

1

Ser

Asn

Ile

ser

65

Gln

Ile

Phe

Ile

50

Gly

Ala

Thr

Tyr

Ser

Glu

Ile

20

Sex

Asp

Lys

Asp

5

Ser

Trp

val

Ser

Glu
gs

Cys

Arg

Asn

Ile

70

Lieu

Ser

Thr

Gln

Cys

Tyr

Asn

Gly
70

Ala

Ala

Gln

Gly

58

Ser

Aryg

Gly

Val

Pro

Thr

Gin

Lys

55

Asn

ABp

Ala

Ala

40

Gly

Arg

Ala

Ser

Sexr
120

Ala

Gly

Gln

40

Arg

Thr

Tyr

137/206

Ser

25

Pro

Thr

Agp

Glu

Phe
105

Ser

ala

25

His

Pro

Ala

Tyr

Gly

Gly

Arg

Asn

Asp

20

Tyr

Val

10

Ser

Pro

Ser

Ser

Cys
80

Phe

Lys

AsSp

Ala

75

Thr

Tyx

ser

Gly

Gly

Gly

Leu

75

Ser

Thr

Gly

Tyr

60

Liys

‘Ala

Phe

Gly

Asp

Lys

Val

60

Ser

Phe

Leau

45

Ala

Asn

Leu

Gly

Ser

Val

Ala

45

Ser

Ile

Tyr

Asp

30

Glu

Ala

Ser

Tyr

Tyr
110

Pro

Gly

Pro

Asn

Sex

Thx

Asp

Trp

Sexr

Leu

His

95

Trp

Gly

15

Ala

Lys

Arg

Gly

Ser
85

Tyr

Val

Ty
80

Cys

Gln

Tyr

Lieu

Phe

Leu

a0

Thx



138/208

Phe Sexr Vval Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly

<210>
<211l
<212>
«<213>

<400>

421
249
PRT
Homo sapiens

421

Glu Val Gln

1

Ser

Gly

Ser

Lys

65

Lieu

Ala

Arg

Gly

Ala

145

Gly

Gln

Leu

Met

Gly

50

Gly

Gln

Arg

Gly

Gly

130

Ser

Ala

His

Arg

Agn

35

Val

Arg

Met

Gly

Thr

115

Ser

Val

Pro

100

Leu

Leu

20

Trp

Asn

Phe

Asn

Trp

100

Leu

Gly

Gly

Gly
180

Val

5

Ser

Val

Trp

Thx

Sex

85

Tyzx

val

Gly

Gly

Asp

165

Lys

Glu

Cys

Arg

Asn

Ile

70

Lieu

Ser

Thax

Gly

Ser

150

val

Ala

sSer

Ala

Gln

Gly

55

Ser

Arg

Gly

val

Gly

135

Pro

Gly

Pro

Gly
Ala
Ala
40

Gly
Aarg
Ala
Ser
Ser

120

Ser

Ala

Lys

105

Gly

Ser

25

Pro

Thr

Asp

Glu

Phe

105

Ser

Ala

Gln

Tyr

Lieu
185

Gly

10

Gly

Gly

Arg

Asn

Asp

Tyr

Gly

Gln

Sexr

Asn

170

Ile

val
Phe
Lys
Asp
Alm
75

Thy
Ty
Gly
Ala
Ile
155

Phe

Ile

val

Thr

Gly

Tyr

60

Lys

Ala

Gly

Ala
140

Val

Tyxr

Arg

Phe

Leu

45

Ala

Asn

Leu

Gly

Gly

125

Leu

Ile

Ser

Asp

110

Pro

Asp

30

Glu

Ala

Ser

Ty

Tyr

110

Ser

Thr

Ser

Trp

Val
180

Gly

15

Asp

Trp

Sexr

Leu

His

25

Trp

Gly

Gln

Cys

Tyr
175

Asn

Gly

Tyr

Val

Val

Tyxr

80

Cys

Gly

Gly

Pro

Thr

160

Gln



139/2086

Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Ser Ser Tyr Thr Ser Thr Phe Ser Val Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr val Leu Gly Ala
245

<2310> 422

<211l> 5

<212> PRT

«213> Homo sapiens

<4 00> 422
Azp Tyr Gly Met Asn
1 5

«210> 423

<21l> 17

<212> PRT

<2 13> Homo sapilens

<4 00> 423
Gly Val Asn Trp Asn Gly Gly Thr Arg Asp Tyr Ala Ala Ser Val Lys
1 5 10 15

Gly

<210> 424

<21is 12

<212> PRT

«213> Homo  saplens

<4 00> 424
Gly Trp Tyr Ser Gly Ser Phe Tyr Tyr Phe Gly Tyr
1 5 10

«210> 4258

<21l> 14

«212> PRT

<213> Homo saplens



140/208

<400> 425 '

Thr Gly Ald Ser Gly Asp Val Gly Ala Tyr Asn Phe Val Se

L 5 10

<210> 426

<21l> 7

<21l2» PRT

<213> Homo sapiens

<400> 426

Asp Val Asn Lys Arg Pro Ser

1 5

<210> 427

<21l> 10

«212> PRT

<213> Homo sapiens

<400> 427

Ser Ber Tyr Thr Ser Thr Phe Ser Val Val

L 5 10

<210> 428

<211l> 363

<212> DNA

<213> Homo sapiens

<400> 428

gaggtgrage tggtggagag cgggggaggt gtggtacgge ctggggggte cotgagacte 60
tcetgtgeag cotecbtggatt cacctttgac gattatggea tgaactgggt cogccaaget 120
ccagggaagyg ggctggagtyg ggtctcectggt gttaattgga atggtggtac cagagattat 180
geagecteog tuaagggecyg attcaccatce toccagagaca acgecaagaa ctceocootgtat 240
ctgceaaatga acagtcoctgag agecocgaggac acggecttgt atcactgtge gagaggatgg 300
tatagtggga gottetacta ctttggctac tggggceogag gaaccotggt caccgtcoteco 360
toa 363
<210> 429

<21ll> 333

<212>»> DNA

<213> Homo sapiens

<400> 429

caggctygcege tgactcageoe ggectoegtyg tcocbgggtotoe ctggacagbtec gatcaccatc 60
tcetgcactyg gagecagegyg tgacgbtggt gettataact ttgtetectyg gtaccaacaa 120
cacccaggea aageccccaa actcataatt tatgatgtéa ataagcggece ctcagaggtt 180



tcetaatoget
caggecgagyg

tttggeggag

430
747
DNA.
Homo

<210>
<21l>
<212
<213>

<400> 430
gaggtgoage

tectgtgeoayg
ccagggaagy
gcageccteog
ctgcaaatga
tatagtggga
agtggaggcg
crtgactcage
ggagcoagced
aaagcococa
ttototggot
gacgaggety
gggaccaagc
<210>
<Z21ll>

<2Ll2>
<213>

431
15
DNA
Homo

«<400> 431
gattatggcoa

<210>
<21l>
<2Z12>
<213>

432
51
DNA
Homo

<400> 432
ggtgttaatt

141/206

tctctggeote caagtotgge aacacggect .coctgaccat ctetgggoetc

acgaggctga ttattactge agetcatata caagcacctt ctcotgtggta

ggaccaagct gaccgtcecta ggt

sapiens

tggtggagte
cototggatt
ggctggagtyg
tgaagggecey
acagtctgag
gottocotacta
geggtocagg
cggooteogt
gtgacgttgyg
aactcataat
ceaagtbotgyg
attattactg

tcaccgtbecct

sapiens

tgaac

sapiens

cgggggaggt
cacctttgac
ggtectotggt
attcaccatce
agccogaggac
ctrtggctac
cggaggtgge
gteotgggtet
tgcttataac
ttatgatgtc
caacacggce
cagctcatat

aggtgceg

gtggtacggce
gattatggoa
gttaattgga
tccagagaca
acggeettgt
tggggcegag
tctggeggtg
cetggacagt
tttgtaotoeot
aataagecgge
toccootgaceoan

acaagcacct

ctggggggte
tgaactgggt
atggtggtac
acgccaagaa
atcactgtge
gaaccctggt
geggaagtgce
cgatcaccat
ggtaccaaca
cctecaggagt
tetotgggcet

tectocbgtggt

cotgagactc
cogecaagetr
cagagattat
cteeotgtat
gagaggatgg
caccgtcteg
acaggctgcg
cteocctgocact
acacccagga
ttctaatege
ccaggccgag

atttggcaga

ggaatggtgy taccagagat tatgoagoet cogtgaaggg o

240

300

333

60

120

180

240

300

360

420

480

540

600

660

720

747

15

51



<210>
<21l
£2L2>»
«213>

<400>

433
36
DA,
Homo

433

ggatggtata

<210>
<21Ll>
<212
<2Ll3>

<400>

434
42
DA
Homo

434

actggagcca

<210
<21ll>
<2125
<213>

=400>

435
2L
DNA
Homo

435

gatgtcaata

<210>
<Z2lls>
<212>
<213

<400>

DNA
Homo

436

agoteatatca

<210>
<Z2L1Ll>
212>
<213>

<400>

437
118
PRT
Homo

437

142/206

sapliens

gtgggagetbt ctactacttt ggctac

gapieng

gcecggbgacgt tggbgettat aactttgtet cc

saplens

agcggecocte a

sapiens

caagecacctt ctetgtggta

sapiens

Gln Val &Gln Leu Val Gln Ser Gly Ala Glu Val Lys

1

5 10

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr

20 25

Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly

35

40

Gly Trp Val Asn Pro Asp Thr Gly Gly Thr arg Tyr

50

55 60

Lys

Phe

a5

Ala

Pro

Ser

30

Glu

Gln

Gly Ala

Asp Tyr

Trp Met

Lys Phe

36

42

21

30



Gln

€5

Mef

Ala

Thr

<210>
<21l>
<212>
<213>

<400>

Gly Arg Val

Glu Leu Ser

Arg Asp Leu

100

Leu Val Thr

115

438
109
PRT
Homo sapiens

438

Ser Ser Val Leu

1

Thr

His

Tyxr

Arg

65

Asp

Pro

<Z21l0>
<«21ll>
<21l2>
<213 >

<4&00>

Ala

Trp

Asp

Ser

Glu

Leeu

Arg

Tyx

35

Ser

Gly

Ala

Phe

439
245
PRT
Homo sapiens

439

Ile

20

Gln

Asp

Asn

Asp

Gly
100

Thr

Arg
85

Thr

val

Thy

5

Thx

Gln

Arg

Thr

Tyxr

85

Gly

Met

70

Leu

Gly

Ser

Gln

Cys

Lys

Pro

Ala

70

Tyr

Gly

Thr

Arg

Phe

Ser

Pro
Gly
Pro
Ser
55

Thx

Cys

Thr

@Gln Val Gln Leu Val Gln Ser

L

5

Arg

Sexr

Azp

Pro

Gly

Gly

40

Gly

Leu

Gin

Lys

Gly Ala

143/206

Asp Met Ser Ile Ser

75

ABp Asp Thr Ala Val

S0

Pro Phe Asp Ile Trp

105

Ser Val
10

Asn Asn
25

Gln Ala

Ile Pro

Thr Ile

val Trp

50

Leu Thr
108

10

Ser

Phe

Pro

Glu

Ser

75

Asp

val

vVal

Arg

Val

Arg

60

Aryg

Ser

Leu

Ala

Asn

Leu

45

Phe

Val

Ser

Gly

Thr

Ty

Gly
110

Pro

Lys

30

Val

Ser

Glu

Thr

Ala

TyY
95

Gln

Gly

15

Arg

Ile

Gly

Ala

ASD
95

15

Tyr
80

Cys

Gly

Lys

Val

Tyx

Ser

Gly

80

Arg

Glu Val Lys Lys Pro Gly Ala



Ser

Tyr

Gly

Met

Ala

Thr

Sar

Val

145

Asn

Ala

Pro

Ile

Trp
225

Val

Ile

Trp

Gly

Glu

Arg

Leu

Gly

130

Sexr

Phe

Pro

Glu

Ser

210

Asp

Lys

Arg

Asp

Val

115

Gly

Val

Arg

Val

Arg

195

Arg

Ser

Val

20

Trp

Asn

val

Sexr

Lau

100

Thr

Gly

Ala

Asn

Leu

180

Phe

val

Ser

Ser

Val

Pro

Thr

Arg

85

Thr

val

Gly

Pro

Lys

165

val

sSer

Glu

Thy

Cys

Arg

Asp

Met

70

Leu

Gly

Ser

Ser

Gly

150

Arg

Ile

Gly

Ala

Asp
230

Lys

Glin

Thye

55

Thr

Arg

Phe

Ser

Ala

135

Lys

val

Tyr

Ber

Gly

215

Arg

Ala

Ala

40

Gly

Arg

Ser

Asp

Gly

120

Ser

Thr

His

Tyr

Arg

200

Asp

Pro

l44/206

Ser

25

Pro

Gly

Asp

Asp

Pro

108

Gly

Ser

Ala

Trp

Asp

185

ser

Glu

Leu

Gly

Gly

Thrx

Met

Asp

90

Phe

Gly

val

Ary

Tyx

170

Ser

Gly

Ala

Phe

Tyr

Glin

Arg

Ser

75

Thy

Asp

Gly

Leu

Ile

155

Gln

Asp

Asp

Gly
235

Thr

GLy

Tyr

60

Ile

Ala

Ile

Thr

140

Thr

Gln

Aryg

Thr

Ty

220

Gly

Phe

Leu

45

Ala

Ser

Val

Trp

Gly

125

Gin

Cys

Lvs

Pro

Ala

205

Tyr

Gly

Ser

30

Glu

Gln

Thr

Tyr

Gly

110

Gly

Pro

Pro

Ser

190

Thr

Tys

‘Thr

Asp

Trp

Lys

Ala

Tyr

95

Gln

Gly

Pro

Gly

Gly

175

Gly

Leu

Gln

Lys

Tyr

Phe

Tyx
80

Cys

Gly

Gly

Ser

Asn
160

Gln

Ile

Thx

Val

Lau
2490
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Thr Val Leu Gly Ala
: 245

<210> 440

<21l> 5

<212> PRT

<213> Homo sapiens

<400> 440
Asp Tyr Tyr Ile His
1 5

<210> 441

<21l> 17

<212>» PRT

<213> Homo sapilens

<400> 441
Trp Val Asn Pro Asp Thr Gly Gly Thr Arg Tyr Ala Gln Lys Phe
1 5 10 15

Gly

<210> 442

<211l> 10

¢ «212> PRT

<213> Homo sapiens

<400> 442
Agp L.eu Thr Gly Phe Asp Pro Phe Asp Ile
1 5 10

<210> 443

<21l> 11

«212» PRT

<213> Homo sapiens

<400> 443
Gly Gly Asn Asn Phe Arg Asn Lys Arg Val His
1 S 10

<210> 444

<21l> 7

<212> PRT

<213> Homo sapiens

<400> 444
Tyxr Asp Ser Asp Arg Pro Ser
1 5

Gln



445
il

PRT

Homo

<210>
<211>
<2l2>
«<213>

<400> 445

sapiens
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Gln Val Trp Asp Ser Ser Thr Asp Arg Pro Leu

1

<210>
<21ll>
<21l2>
<213>

446
357
DNA
Homo

<400> 446
caggtocaga

tcctgtaagg
ccbggacaag
gogeagaagt
atggagotgt
actggatttyg
<210>
«2Lll>

<212>
c213>

447
327
DNA
Homo

<QQO> 447
tegtotgtgo

acctgtgggy
caggcoeoctyg
ttetocgget
gatgaggceoy

ggagggacca

<210>
<Z21l>
<2l2>
<213 >

448
735
DNA
Homo

«400> 448
caagtgoagce

tecctgtaagg

5

sapiens

tggtgcagte
cttctggata
ggttggagty
ttcagggeey
ccaggetgag

atccttttga

sapiens

tgactoagee
gaaacaactt
tcectggtcat

ceegetotyg

actattactg

agctgacegt

sapiens

tggggctgag
caccttecage
gatgggatgg
ggtcacaatyg
aagcgacgac

tatctgggge

accoteagtyg
togaaataaa
ctattatgat
gaacacggece
tecaggtgtgg

cechaggt

10

gtgaagaage
gattactata
gtcaaccctyg
accagggaca
acggeegtat

cagggaacco

tocagtggeoo
agagtacact
tcagacagga
accctgaccé

gatagtagta

crtggggeceta
ttecactgggt
acactggtyy
tgbocatcte
attactgtge

tggtcacecgt

caggaaagac
ggtatcagea
cotcagggat
tcagcagggt

ctgategtoo

agtgaaggtc
gecgacaggeo
cacaagatac
cacagectac
gagagatcta

ctecctea

ggcccgeatt
gaagcoagge
ccctgagcgé
cgaggooeggg

gotgtteocggo

tggtgeagtc tggggctgag gtgaagaagoe ctggggectco agbgaagghtc

ctteotggata caccttcoage gattactata ttractgggt gegacaggcc

60

120

180

240

300

357

60

120

180

240

300

327

60

120



cetggacaag
gogcagaagt
atggagetgt
actggatttyg
ggeggoggtt
cagccacect
aactttegasa
gtcatctatt
tetgggaaca
tactgtceagy

accgteocotay

<2L0> 449
<21ll> 15
<212> DNA
<213 > Homo

<400> 449
gattactata

<210> 450
<21l> 51
<212> DNA
<213> Homo

<400> 450
tgggtoaacc

<210> 451
<211l> 30
<212> DNA
<213 > Homo

<400> 451
gatctaactyg

<210> 452
<211l> 33
<212> DNA
<213 > Homo

<400> 452
gggggaaaca

147/206

ggttggagty gatgggatgg gtcaaccctyg acactggtgyg

ttcagggecyg ggtcacaaty accagggaca tghbocatctce

ceaggctgag aagogacgace acggecgtat attactgtge

atccttttga tatctgggge cagggaacoc tggtbcaccogt

caggrggagg tggctcotgge ggtggeggaa gtgeatogte

cagtgtcagt ggcoccccagga aagacggcoe geattacctg

ataaaagagt acactggtat cagcagaagc caggoccaggce

atgattcaga ccggeooctca gggatccctyg agegattcotce

cggoecaccct gaccatcage aggghcgagg coggggatga

tgtgggatag tagtactgat cgtocgeotgt teggeggagyg

gtgeg

sapiens

ttecac

saplens

ctgacactgg tggcacaaga tacgogeaga agtttcocaggy

sapiens

gatttgatece ttttgatatce

saplens

acttbtcgaaa taaaagagta cac

cacaagatac
cacagcctac
gagagatcta
cteogagtgga
tgtgeotgact
tgggggaaac
cococtgtooty
tggetecoge
ggccgactat

gaccaagcety

(o]

180

240

300

360

420

480

540

600

660

720

735

15

51

30

33



«210> 453
<21l> 21
«212> DNA
<213> Homo

«400> 453
tatgattecag

<210> 454
<21l> 33
<212» DNA
«<213> Homo

<400> 454
caggtgtggy

<210> 455
<211l> 121
<212> PRT
<213> Homo
<400> 455

Giln Val Gln
1

Ser Val Lys

Tyr Met His
35

Gly Trp Ile

Arg Gly Arg

&5

Met Glu Leu

Ala Arg Glu

Arg Gly Thr
118

L48B/206

saplens

accggeecte a

saplens

atagtagtac tgatcgteceg ctg

sapiens

Leu Val Gln Ser Gly Ala
5

val Ser Cys Lys Ala Ser
20 25

Trp Val Arg Gln Ala Pro
40

Asn Pro Tyr Thr Gly Gly
55

Val Thr Met Thr Arg Asp
70

Ser Arg Leu Arg Ser Asp
85

Pro Glu Lys Phe Asp Phe
100 105

Leu Val Thr val Ser Ser
120

Glu
10

Gly

Ala

Thr

Asp

Trp

Val

Tyr

Gln

Phe

Ser

15

™hr

Gly

Lys

Thx

Gly

Tyr

60

Ile

Ala

Gly

Lys

Phe

Lau

45

Ala

Ser

Val

Asp

Pro

Thr

30

Glu

Gln

Thr

TYI

Asn
110

Gly

15

ASD

TR

Lys

Ala

Tyzr
895

Trp

Ala

Tyr

val

Phe

Tyr

80

Cys

Gly

21

33



<210> 456
<211l> 112
<212> PRT

<213> Homo saplens

<400> 456
Gln Ala Vval
i

Arg Val Thr

Tyr Gly Val
35

Leu Ile Tyr
50

Ser Gly Ser
65

Gln Ala Glu

Leu Ser Gly

«<210> 457
<Z1l» 250
<212> BRT

Leu

Ile

20

His

Gly

Lys

Asp

TYY
100

Thr
5

Ser

Trp

Asn

Glu
a5

val

<213> Homo sapilens

<4 00> 457

Gln Val Gln Leu Val

Sexr Val Lys

Tyr Met His
35

Gly Trp Ile
50

Arg Gly Arg
65

val
20

Trp.

Asn

Val

5

Ser

val

Pro

Thr

Glin

Cys

Tyx

Ser

Gly

70

Ala

Phe

Gln

Cys

Arg

Tyx

Met
70

Pro

Thr

Gln

Asn

55

Thr

Asp

Gly

Ser

Lys

Gln

Thr

55

Thr

Pro

Gly

Gln

40

Ary

Ser

Tyx

Gly

Gly

Ala

Ala

40

Gly

Arg

149/206

Ser

Sexr

25

Leu

Pro

Tyr

Gly
105

Ala

Sexr

Pro

Gly

Asp

val

10

Ser

Pro

Ser

Sexr

Cys

90

Thr

Glu

1C

Gly

Gly

Ala

Thx

Ser

Ser

Gly

Gly

Leu

75

Gln

Gln

Val

TYY

Gln

Phe

Ser
75

Gly

Asn

Thr

val

60

Ala

Ser

Leu

Lys

Ihx

Gly

Ile

Ala

Ile

Ala

48

Pro

Ile

Tyr

Thr

Liys

Phe

Leu

as

Ala

Ser

Pro

Gly

30

Pro

ABp

Thr

Asp

val
110

Pro

Thr

30

Glu

Gln

Gly

15

Ala

Lys

Arg

Gly

Ser

95

Leu

Gly

i5

Asp

Trp

Lys

Ala

Gln

Gly

Leu

Phe

Sex

Gly

Ala

Tyr

Val

Phe

Tyxr
80



Mebk Glu
Ala Arg
Arg GIY
Gly Gly

130
Pro Ser
145
Gly Ser
Gln Leu
Arg Pro
Ser Ala

210

Tyr Tyr

Gly Gly

Leu

Glu

Thr

115

Sar

Val

Ber

Pro

Ser

195

Ser

Cys

Thr

«210> 458

<21ll> 5

«212> PRT
<213> Homo sapiens

<400> 458
Asp Tyr Tyr Met His

1

Ser

Pro

100

Leu

Gly

Ser

Gly

180

Gly

Leu

Gin

Arg

85

Glu

Val

Gly

Gly

Asn

165

Thr

Val

Ala

n Ser

Leu
245

5

Leu

Lys

Thr

Gly

Ala

150

Ile

Ala

Pro

Ile

Ty

230

Tha

Arg

Phe

val

Gly

138

Pro

Gly

Pro

ABp

Thr

218

Val

Ser

Asp

Ser

120

Ser

Gly

Ala

Lys

Arg

200

Gly

L]
[
3]

Lieu

150/206

Asp

Phe

105

Ser

Ala

Gln

Gly

Leu

185

Phe

Leu

Sexr

Asp
S0
Trp

Giy

Gln

Tyr
170
Lau
Ser
Gln

Leu

Ala
250

Thr

Gly

Gly

Ala

val

1565

Gly

Ile

Gly

Ala

Ala

Gly

Gly

Val

140

Thr

Val

Tyr

Ser

Glu
220

Val

Asp

Gly

125

Lieu

Ile

His

Gly

Lys

205

Asp

YT

Tyr

Asn

110

Ser

Thr

Ser

Trp

Asn

180

Ser

Glu

Yal

Tyx

985

Trp

Gly

Gln

Cys

Ty

175

Ser

Gly

Ala

Phea

Cys

Gly

Gly

Pro

Thr

160

Gln

Asn

Thr

Asp

Gly
240
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<210> 459

<211> 17

<212> FRT

<213> Homo sapiens

<400> 459
Trp Ile Asn Pre Tyr Thr Gly Gly Ala Phe Tyr Ala Gln Lys Phe Arg
1 5 10 15

Gly

<210» 460

<211> 12

<212>» FRT

<213> Homo sapiens

<4Q00> 460
Glu Pro Glu Lys Phe Asp Phe Trp Gly Gly Asp Asn
1 5 10

«210> 461

<Z1l> 14

<212> PRT

<213> Homo sapiens

<400> 461
Thr Gly Ser Ser Ser Asn Ile Gly Ala Gly Tyr Gly Val His
1 5 ) 10

<210> 462

<21l> 7

<212> PRT

<213> Homo sapiens

<400> 462
Gly Asn Ser Asn Arg Pro Ser
1 5

<210> 463

<21l> 11

<212> PRT

<213> Homeo sapiens

<400> 463
Gln Ser Tyr Asp Ser Ser Leu Ser Gly Tyr Val
1 5 10

<210> 464
<211l> 363
<212> DNA
<213> Homo sapiens



<400> 464
caggtgeage

tectgeaagyg
cetggacaag
geacagaagt
atggagotga
gaaaaatbeg
tca

<210>
<21l>

<212>
<Z213>

465
336
DNA
Homo

<400> 465
caggctgtge

tectgoactg
cttoccaggaa
cotgacogat
caggctgagyg
gtottocggag
<210>
<21li>

212>
<213

466
750
DNA
Homo

<4 00> 466
caggtccagce

tectgeaagyg
cectggacaag
gcacagaagt
atggagctga
gaaaaattcg
agtggaggcg

ctgactoage

tggtgeagte
ctoetggata
ggocttgagtyg
tteggggeay
geagactgag

atttrtgggy

sapiens

tgactcagee
ggagcagetao
cagccoccaa
tctectggeto
atgaggctga

gtgggaccca

sapliens

tggtgcagtc
cttetggata
ggettgagtyg
ttoggggeag
gecagactgay
atttttaggy
geggttoagy

cgecgtcoagt

tggggctgag
cacctrcoace
ggtgggatgg
ggtcacaaty
atctgacgac

gggtgacaac

gecgtbcagtg
caacatcgyg
actecctecate
caagtctgge
ctattactge

getoacogto

tggggctgag
caccttecace
ggtgggatgy
ggtcacaatg
atctgacgac
gaggtgacaac
cggaggtgge

gtotggggec
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gtgaagaagc
gactactata
atcaaccctt
accagggaca
acggcogbgt

tggggccggg

tetggggeoee
gcaggttatg
tatggtaaca
acctecagect
cagtccoctatyg

ctaggt

étgaagaagc
gactactata
atcaaccctt
accagggaca
acggecgtgt
tggggcceogg
tetggeggtyg

ccagggeaga

ctggggecte
tgeactgggt
atactggtgg
cgtoccatcag
attattgtge

ggacattggt

cagggeagay
gtgtacactg

gcaakbcggee

‘coctggecat

acagcagoet

ctaggggoecta
tgcactgggt
atactggtgg
cgtoccatcag
attattgtge
ggacattggt
goggaagtgo

gggtcaccat

agtgaaggtc
gegacaggoo
cgcattectat
cacagoctac
gagagaacct

caccgtetaa

ggtcaccatc
gtaccaacag
ctcaggggta
cactgggcte

gagtggttat

agbgaaggtc
gogacaggoc
cgcattctat
cacagcecctac
gagagaacct
cacecgteteg
acaggctgtyg

ctcotgeact

60

120

180

240

300

360

363

60

120

180

240

300

336

60

120

180

240

300

360

420

480



gggagcaget
acagecccea
ttetotgget
gatgaggetg

ggtgggacce

<210> 467
<21l> 15
«<212> DNA
<213> Homo

«4Q0> 467
gactactata

«210> 468
<21l> 51
<212> DNA
<213> Homo

<400> 468
tggatcaace

<210>» 469
<21l> 36
<212> DNA
<213 > Homo

<400> 469
gaacctgaaa

<210> 470
<211l> 42
<212> DNA
<213> Homo

<400> 470
actgggagea

<210> 471
«21l> 21
<212> DNA
<213 > Homo

<400> 471
ggtaacagca

153/206

ccaacategg ggcaggttat ggtgtacact ggtaccaaca

aactecteat ctatggtaac agcaatogge cctecaggggt

ccaagtctgg cacctoagec tcectggeca tcactggget

attattacty ccagtcctat gacagcagecco tgagtggtta

agctcaccegt tttaagtgeg

sapiens

tgeac

sapiens

cttatactgyg tggcgcatte tatgcacaga agtttogggg

Baplens

aattcgattt ttgggggggt gacaac

gapiens

getecaacat cggggcaggt tatggtgtac ac

sapiens

atcggoccocte a

gottceccagga
coetgacoga
ccaggectgay

tgtcttogyga

<

540

600

660

720

750

15

51

36

42

21



<210
<2ll>
<212>
<213>

«<400>

cagtcctatg acagcagect gagtggttat gte

<210>
<211>
<212>

472
33
DNA

Homo sapiens

472

473
118
PRT

<213> Homo sapiens

<40Q0>

473

Gln Val Gln

1

Ser Val Lys

Gly Il

e Ser
35

Gly Txrp Val

50

Gln G1
65

Met G1

y Arg

u Leu

Ala Arg Asp

Thr Le

<210
<21l>
<212>
<21l3>

<4 00>

u Val
115

474
108
PRT

Leu

Val

20

Trp

Ser

Val

Arg

Arg

100

Thx

val

5

Ser

vVal

Ala

Thr

Sex

85

Gly

Val

Homo saplens

474

Gln

Cys

Aryg

TyY

Met

70

Leu

Tyr

Ser

Sar

Lys

Gln

Thr

55

Thr

Arg

Tyr

Ser

Gly

Ala

Ala

40

Gly

Thr

sSer

Asp

154/206

Ala

Sexr

25

Pro

Asn

Asp

Asp

Ala
108

Glu

10

Gly

Gly

Thr

Thr

Asp

o0

Phe

Val

Tyxr

Glin

Asn

Ser

75

Thr

Asp

Lys

Thr

Gly

Tyxr

50

Thr

Ala

Ile

Lys

Phe

Leu

45

Ala

Bexr

vVal

Trp

Pro

Thr

3o

Glu

Gln

Thr

Ty

Gly
110

Gly

Ser

Trp

Lys

Ala

Tyr
95

Ala

Tyxr

Meb

Phe

Tyr

80

Cys

Gly

Asp Ile Gln Met Thr Gln Ser Pro Ser Thr Leu Ser Ala Ser Val Gly

1

5

10

15



Asp Arg

Leu Ala

Tyr Lys
50

Ser Gly
&5

Asp Asp

Thr Phe

val

Trp

35

Ala

Ser

Phe

Gly

<210> 475
<21ll> 242
<212> PRT
<213> Homo sapiens

<400> 475

Gln Val
1

Ser Val

Gly Ile

Gly Trp
50

Gln Gly
&5

Met Giu

Ala Arg

Gln

Lys

Ser

35

Val

Arg

Leu

Asp

Thr

20

Tyr

Sex

Gly

Gly
100

Leu

val

20

Trp

Ser

val

Arg

Arg
100

Ile

Gln

Sear

Thxr

Thr4

85

Gly

val

5

Ser

Val

Ala

Thr

Ser

85

Gly

Thr

Gln

eu

Glu

70

Tyr

Thr

Gln

Cys

Arg

Tyx

Met

70

Leu

TyY

Cys

Lys

Ala

55

Phe

Lys

Ser

Lys

Gln

Thx

55

Thr

Arg

Tyr

Arg

Pro

40

Ser

Thr

Cys

Val

Gly

Ala

Ala

40

Gly

Thr

Sexr

Asp

155/206

Ala Ser Glu

25

Gly

Gly

Lieu

Gln

Glu
108

Ala

Ser

25

Pro

ASI

Asp

Asp

Ala
108

Lys

Val

Thr

Gln

20

Ile

Glu

10

Gly

GQly

Thy

Thr

Asp

a0

Phe

Ala

Pro

Ile

75

Met

Lys

val

Gln

Asn

Ser

Thr

Asp

Gly

Pro

Ser

60

Ser

Gly

Arg

Lys

Thr

Gly

Ty

60

Thr

Ala

Ile

Ide
nys
45

Arg

Ser

Glu

Lye

Phe

Leu

45

Ala

Sexr

Val

Trp

Tyr

30

Leu

Phe

Leu

bro

Thr

30

Glu

Gln

Thr

Tyr

Gly
110

Leu

Ser

Gln

Asq
95

Gly

15

Ser

Trp

Lys

Ala

Tyr

85

Gln

Trp

Ile

Gly

Pro

80

Als

Ala

Tyr

Met

Phe

Tyr

80

Cys

Gly



Thr Leu

Ser Gly
130

Leu Ser
145

Glu Gly

Ala Pro

Pro Sexr

Ile Ser
210

Met Gly
225

Lys Arg

val

115

Gly

Als

Ile

Lys

Arg

195

Ser

Glu

<210> 476

<21ll> 5B

<212>= PRT
«213> Homo sapiens

<400> 476
Ser Tyr Gly Ile
1

<210> 47
<«21l> 17

7

| <212> PRT
<213> Homo sapiens

<400> 477 .
Trp Val Ser Ala Tyr Thr Gly Asn Thr Asn Tyr Ala Gln Lys Phe Gln

S

Gly

Thr

Gly

Ser

Tyr

Lieu

180

Phe

Leu

Tyxr

val

Gly

val

His

165

Leu

Ser

Gln

Asn

Ser
5

5

Ser

Ser

Gly

150

Trp

Ile

Gly

Pro

Ala
230

Ser

Asp

135

Asp

Leu

Tyr

Ser

Asp

215

Thr

Gly
120

Ile

Arg

Ala

Lys

Gly

200

Asp

Phe

156/206

Gly Gly Gly

Gln

val

Trp

Ala

185

Ser

Phe

Gly

Melb

Tha

Tyr

170

Ser

Gly

Ala

10

Thr

iIle
155

Gln

Thr

Thr

Gly
235

Sex Gly
125

Gln Ser
140

Thr Cys

Gln Lys

* L.eu Ala

Glu Phe
205

Tyr Tyxr
220

Thr Lys

Gly

Pro

Arg

Pro

Sexr

190

Thr

Cys

Gly

Ser

Ala

Gly

175

Gly

Leu

Gln

15

Gly

Thr

Ser

160

Lys

vVal

Thr

Gln

lie
240



157/206

«210> 478

<211 10

<212> PRT

<213> Homo sapiens

<400> 478

Asp Arg Gly Tyr Tyr Asp Ala Phe Asp Ile

1 5 10

«210> 473

<21ls 11

«212s PRT

<213> Homo saplens

<400> 479

Arg Ala Ser Glu Gly Ile Tyr His Trp Leu Ala

1 5 10

«210» 480

<21l» 7

. <212 PRT

<213> Homo saplens

<400> 480

Lys Ala Ser Ser Leu Ala Ser

1 5

<210» 481

<211ls 9

«2Ll2> PRT

<213> Homo sapiens

<400> 481

Gln Gln Met Gly Glu Tyr Asn Ala Thr

1 5

<210> 482

<21ls 357

<212> DNA

<Z13> Homo sapiens

<4 00> 482

caggtgoage tggtgecagtc tggagctgag gtgaagaage
coctgeaagyg cttetggtta cacctttace agttatggta

cctggacaag ggcttgagty gatgggatgg gtocagegcectt

geacagaagt tccagggeag agtcaccatyg accacagaca

atggaactga dJggagcrtgag atctgacgac acggocgtgt

ctagggccte

tecagotgggt
acactggtaa
catccacgag

attactgtge

agtgaaggtc
gogacaggec
cacaasactat
cacagootac

gagagatogt

60

120

180

240

300



ggatactatg

<210>
<211>
<212>
<213>

483
324
DNA
Homo

<400> 483
gacatccaga

atcacctgee

gggaaageac
aggttcageg
gatgattttg
gggacceaagg
<210
<2ll>

<212
<213 >

484
726
DNA
Homo

<400> 484
caggtgcagc

toctgoaagy
cetggacang
gcacagaagt
atggaactga
ggatactatyg
‘ggaggeggtt
totcattoea
gagggtathit
ctéatctata
tetgggacag
cactgocaac

aaacgt

158/206

atgctibtbga tabtctgggge caaggcacce tggbcaccgt ctoctea

sapiens

tgacccagte
gggccagtga
ctaaactccot
goagtggato

caacttatta

tggagatcaa

sapilens

tggtgcagte
cttoctggtta
ggcttgagtyg
tccagggoayg
ggagaectgag
atgcttttga
caggcggagg
coctgtetge
atcactggtt
aggectaotag
agttcactct

amatgggega

tecttccace
gggtatttat
gatctataag
tgggacagag
ctgocaacaa

acgt

tggagctgag
cacctbtacc
gatgggatgg
agtoacecatg
atctgacgac
tatctggage
tggcagegge
atctgttgga
ggecctggtat
tttagaecagt
caccatcage

gtacaacgeco

ctgtetgeat
cactggttgg
gocctotagtt

ttecactcteca

atgggegagt

gtgaagaagc
agbttatggta
gtoagegeott
acocacagaca
acggeegtgt
caaggcaccc
ggtageggat
gacagagtca
cagcagaagc
gaggtcceat
agoctgoage

accttoggeg

ctagttggaga
ccetggtatea
tageccagtygyg
ccatcageag

acaacgeocac

chggggoctc
tcagetgggt
acactggtaa
catecacgayg
attactgtge
tggtcacegt
cggacatoceca
ccatcacctyg
cagggaaagc
caaggttceag
ctgatgattt

gagggaccaa

cagagtcacoe
gcagaageca
ggtceccatca
ccoctgeagect

ctrtoggegga

agtgaaggto
gcgacaggoo
cacaaactat
cacagectac
gagagatcogt
ctcoccteoaggt
gatgaccecay
ccgggocagt
ccctaaactc
cggeagtgga
tgcaacttat

ggtggagatc

357

60

120

180

240

300

324

o)
[

180

240

300

360

420

480

540

600

660

720

726



«210> 485
<211l> 15
<212> DNA
<213> Homo

<400> 485
agttatggta

<210> 486
«Z1ll> 51
<212> DNA
<213> Homo

<400> 486
tgggtcageg

<210> 487
<21l> 30
<212> DNA
<213> Homo

<400> 487
gatcgtggat

<210> 488
<211l> 33
<212> DNA
<213> Homo

«<400> 488
cgggccagtyg

<Z210> 4889
<211l> 21
<212> DNA
<213> Homo

<400> 489
aaggccteta

<210> 490
«211l> 27
<212> DNA
<213> Homo

<400> 490
caacaaatgyg

<210> 491
<21ll>» 121
<21l2> PRT
<213 > Homo

158/2086

sapiens

tecage

sapiens

cttacactgg taacacaaac tatgeacaga agtbccaggg c

sapiens

actatgatge ttttgatatc

sapiens

agggtattta tcactggttg geo

sapiens

gtttageccag t

sapiens

gegagtacaa cgecacc

sapiens

135

51

30

33

21

27



<400> 491

L

Ser

Gly

Ser

Lys

65

Lieu

Ala

Arg

<210>
<211l>
<212>
<2135

<4 00>

Leu

Met

Gly

50

Gly

Gln

Arg

Gly

Glu Val Gln

Arg

Asn

35

val

Arg

Met

Gly

Thr
115

492
111
PRT
Homo sapilens

492

Gln Ala Ala

1

Ser

Asn

Ile

Ser
65

Ile

Phe

Ile

50

Gly

val
35

Ty

Ser

Leu

Leu

20

Trp

Agri

Phe

Asn

Trp

100

Leu

heu

Ile

20

Ser

Asp

Lys

Val

Ser

val

Trp

Thr

Ser

85

Tyr

val

Trp

Val

Ser

Glu

Cys

Arg

Asn

‘Iie

70

Leu

Sexr

Thr

Gln

Cys

Tyr

Asn

Gly
70

Ser

Ala

Gln

Gly

55

Sexr

Aryg

Gly

val

Pro

Thx

Gln

Lys

55

Asn

Gly

Ala

Ala

40

Gly

Arg

Ala

Ala

Ser
120

Ala

Ggly

Gln

40

Arg

Thr

160/206"

Gly

Ser
25

Pro

Thy -

Asp

Glu

Ala

108

Ser

Sexr

Ala

25

Hisg

Pro

Ala

Gly

i0

Gly

Gly

Arg

Asn

Asp

S0

Trp

Val

10

Pro

Ser

Sex

val

Phe

Lys

Asp

Ala

75

Thr

Asn

ser

Gly

Gly

Gly

Lieu
75

Val

Thr

Gly

Tyr

60

Liys

Ala

Met

Gly

Asp

Lys

Val

60

Thr

Arg

Phie

Leu

45

Ala

Amn

Lien

Gly

Ser
val
Ala
45

Sexr

Ile

Pro

Asp

30

Glu

Ala

Sexr

Tyr

Ty
110

Pro

Gly

30

Pro

Asn

Ser

Gly

Asp

Trp

Ser

Leu

His

85

Trp

Gly

Ala

Lys

Arg

Gly

ély
Tyr
val
Val
Tyxr
80

Cys

Gly

Gln

Ty

Leu

Phe

Leu
80



161/206

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Ser Thr

85

S0

95

Phe Ser Val Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly

<210> 493
<21l> 248
«212> PRT
<213> Homo sapiens

<400> 4893

Glu Val
1

Ser Lieu

Gly Met

Ser Gly
50

Lys Gly
65

Leu Gln

Ala Arg

Arg Gly

Gly Gly
130

Ala Ber
145

Gly Rla

Gln

Arg

Asn

35

val

Arg

Met

Gly

Thr

118

Val

Ser

100

Leu

Leu

20

Trp

Asn

Phe

Asn 8

Trp

100

Lieu

Gly

Ser

Gly

Val

5

Ser

vVal

Trp

Thy

Tyxr

val

Gly

Gly

Asp
165

Glu

Cys

Arg

Asn

Ile

70

Leu

Sexr

Thxr

Gly

Sexr

150

Val

Ser

2la

Gln

Gly

Ser

Arg

Gly

val

Gly

135

Pro

Gly

Gly
Ala
Ala
40

Gly
Arg
Ala
Ala
Ser
120
Ser

Gly

Ala

105

Gly

Ser

Pro

Thr

nsp

Glu

Ala

105

Sex

Ala

Gln

Ty

Gly

Gly

Gly

Arg

Asn

Asp

20

Trp

Gly

Gln

Ser

Asn
170

Phe

Lys

Asp

Ala

75

Asn

Gly

Ala

Ile

155

Phe

Val Arg

Thr Phe

Gly Leu

Tyr Ala

60

Lys Asn

Ala Leu

Met Gly

Gly cely

125

Ala Leu
140

Thr Ile

Val Sser

110

Pro

Asp

30

Glu

Ala

Ser

Ty

Tyx

110

Ser

Thr

Ser

Trp

Gly

15

Trp

Ser

Lieu

Hig

25

Trp

Gly

Gln

Cys

Tyr
175

Gly

Tyr

val

Val

Tyr

80

Cys

Gly

Gly

Pro

Thr

160

Glin



Gln His Pro Gly Lvs

180

Arg Pro Ser Gly Val

185

Thr Ala Ser Leu Thr
210

Tyr Tyr Cys Ser Ser

225

Gly Thr Lys Leu Thr

<210>
«21ll>
<212>
<213>

<400>

2458

494

5

PRT

Homo sapiens

484

Asp Tyr Gly Met Asn

1

<210>
<211l>
<212>
213>

<400>

5

495

17

PRT

Homo sapiens

495

Ala

Ser

Ile

Tyr

230

Val

Pxo

Asn

Ser

215

Thr

Leu

Lys
Arg
200
Gly

Ser

Gly

162/206

Leu
185

Phe

Leau

Thr

Ile

Ser

Gln

Phe

Ile Tyr

Gly Ser

Ala Glu
220

Ser val
235

ABp

Liys

205

AsSp

val

val Asn Lys

1590

Ser Gly Asn

Glu Ala Asp

Phe Gly Gly
240

Gly Val Asn Trp Asn Gly Gly Thr Arg Asp Tyr Ala Ala Ser Val Lys

1

Gly

«210>
<21l>
<2L12>
<213»

<400>

g

496

1z

PRT

Homo sapiens

496

10

Gly Trp Tyr Ser Gly Ala Ala Trp Asn Met Gly Tyr

L

5

10-

15



<2L0>
<21ll>
<212

497
14
PRT

<213> Homo sapiens

«400> 4387

Thr Gly Ala Ser Gly Asp Val Gly Ala Tyr Asn Phe Val Ser

1

<210> 498
<211s 7
<212> PRT

5

<213> Homo sapiens

<400> 4028

Asp Val Asn Lys Arg Pro Ser

1

«210> 499
<21ls 10
<212> PBRT
<213> Homo

«400> 4989

5

sapiens

163/206

10

Ser Ser Tyr Thr Ser Thr Phe Ser Val Val

“
oo

=210>
<21l>
<212>
<213>

500
363
DNA
Homo

<400» 500
gaggtgcagc

tcctgtgeag
ceagggaagy
goagcocctoecg
ctgcaaatga
tatagtgggg
tea

<210>
<21l

<212>
<213>

501
333
DNA
Homo

<400> 501
caggctgegc

5

saplens

tggtggagag
cotetggatt
ggctggagty
tgaagggocyg
acagtotgag

cegogtggaa

sapliens

cgggggaggt
cacctttbgac
ggtcotetggt
attcaccatce
agocgaggac

catgggetac

10

gtggtacggae
gattatggea
gttaattgga
tocagagaca
acggacttgt

tggggecgag

ctggggagte
tgaactggot
atggtggtac
acgccaagasa
atcactgtge

gaaccetggt

cctgagacto
ccgococaagcot
cagagattat
ctcoctgtat
gagaggatgy

cacegtcoctec

tgactcagce ggectcoegtg totgggtcote ctggacagte gatcaccatc

60

120

180

240

300

360

363

60



tcectgeactg
cacccaggea
tectaatcget
caggecgagy
tttggcggag
<210>
<211l>

<212»
<213>

502
744
DNA
Homo

<400> 502
gaggtgcage

tcctgtgeag
ccagggaagg
deagecectecyg
ctaocaaatga
tatagbgggg
tcaggaggcy
ctgactcage
ggagccageg
aaagooceoa
ttoctotggot
gacgaggetyg
gggaccaagce
<210>
<21l>

<212>
«213>

503
15
DN&
Homo

«400> 503
gattatggcea

«<210>
=211l>
<212>
<213 >

504
51
DNA
Homo

gageceagegy
aagcaecccaa
totetggote
acgaggotga

ggaccaaget

sapiens

tggtggagag
cctoctggatt
ggctggagty
tgaagggceg
acagtetgag
cogegtggaa
gecggttoagy

cggectoegt

grtgacgttay

aacteataat
ceaagtetgy
attattactg

tgaccgtect

sapiens

tgaac

saplens

tgacgttggt
actcataatt
caagbotbgge
ttatiLactge

gaccegtecta

cgggggaggt

cacctttgac
ggtctetggt
attcaccatc
agcecgaggac
catgggotac
cggaggtggce
gtetggatet
tgottataac
ttatgatgte
caacacgged
cagatcatat

aggt

164/206

gottataact
tatgatgtcea
aacacggoct
agctoatata

ggt

gtggtacggc
gattatggea
gttaattgga
tccagagaca
acggeccttgt
tggggccgag
tctageggtyg
cectggacagt
ttcgrctect
aataagecggce
tocectgacca

acaagcacct

ttgtotoctyg
ataagceggec
cecbgaccat

caagoacctt

ctggggggte
tgaactgggt
atggtggtac
acgccaagaa
abtcactgtge
gaaccctggt
geggaagtge
cgatcaccat
ggtaccaaca
ccteaggggt
tetotggget

tetotgtggt

gtaccaacaa
ctocaggggtt
ctotgggekte

ctotgtggta

cocbgagactc
cocgeoaaget
cagagactat
ctceoctgtat
gagaggatgyg
caccgtctec
acaggetgeyg
ctcootgoact
acacacagge
ttotaatcge
cocaggeeogag

atttggegga

120

180

300

333

60

120

180

480

540

600

660

720

744



«<400> 504
ggbtgtbtaatt

<210> 505
<Z1ll> 36
<212> DNA
<213> Homo

«<400> 505
ggatggtata

<210> 506
«211l> 42
«<212> DNA
<2Z13> Homo

<400= 506
actggageoa

«210= 507
<21li> 21
<212> DNA
<213 > Homo

<400»> 507
gatgtcaata

<210> 508

165/206

ggaatggtgy taccagagat taﬁgCagcct cegtgaagygyg ©

sapiens

gtggggeocge gtggaacatyg ggotac

sapliens

geggtgacgt tggtgettat aactttgtet cco

sapiens

agcggccctd =3

51

36

42

<213> Homo sapilens

<400> 3508

agctcatata caageacctt ctcotgtggha

<210»> 508

<21ls> 1198

<21l2» PRT

<213> Homo mapiens

<400> 508

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asp Tyr
20 25 320

Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45



Gly

Gln

65

Met

Ala

Thr

Trp
50

Gly

Glu

Arg

Leu

val

Arg

Lieu

Val
115

<210> 510
<21l> 109
<212> BRT
<213»> Homo saplens

<400>» 510
Sar Ser Val

L

Thr

Hisg

Tyxr

Ala

Trp

Asp

- 50

Arg
65

Asp

Gly

Ser

Glu

Val

Arg

Tyr

35

Ser

Gly

Ala

Phe

Asn

val

Ser

Leu

100

Thr

Lew

Ile.

20

Gln

Asp

Asn

Asp

Gly
100

Pro

Thr

Arg

85

Thr

Val

Thr

5

Thr

Gln

Arg

Thr

Tyr

85

Gly

Asp

Met

70

Leu

Gly

Ser

Gln

Cys

Lys P

Pro

Ala

70

Ty

Gly

Thr

55

Thr

Arg

Phe

Ser

Pro

Gly

Ser
55

™hr

Cys

Thr

Gly

Arg

Ser

Asp

Pro

Gly

Gly

40

Gly

Leu

Gln

Lys

166/206

Gly Thr Arg

Asp

ASD

Pro
105

Ber

Asn

25

Gln

Ile

Thr

Val

Leu
105

Met

Asp
90

Phe

Val

10

Asn

Ala

Ile

Trp
90

Thr

Sexr
75

Thr

AsSp

Ser

Phe

Pro

Glu

Ser

75

Asp

Val

Tyr

60

Tie

Ala

Ile

Val

Arg

Val

Arg
60

Arg

Leu

Leu

Ala

Ser

Val

Trp

Ala

Leu
45

Phe

Val

Phe

Gly

Gln

Thr

Gly
110

Pro

Liys

30

Val

Ser

Glu

Agn

Lys
Ala
Tyr
25

Gln

Gly
15

Arg

Gly

Ala

Asp
85

Phe

Tyr

B0

Cys

Gly

Lys

val

Tyr

Ser

Gly

80

Asn



<210> 511
<21ll> 244 \
<21l2» PRT
<213> Homo Bapiens

<400> 511

Gln Val
1

Ser Val

Tyr ILle

Gly Txp
50

Gln Gly
65

Met Glu

Ala Arg

Thr Leu

Ser Gly

130

val Ser

145

Asn Phe

Ala Pro

Pro Glu

Gln

Lys

His

35

val

Arg

Leu

Asp

val

115

Gly

Val

Arg

Val

Arg
195

Leu Val

vVal

20

Trp

Asn

val

Ser

Leu

100

Thr

Gly

Ala

Asn

Leu
180

5

Ser

val

bro

Thr

Arg

85

Thr

Val

Gly

Pro

Lys

165

val

Ser

Gln

Cys

Arg

Asp

Met

70

Leu

Gly

Ser

Gly

150

Arg

Ile

Gly

Ser

Lys

Gln

Thr

55

Thr

Arg

Phe

Ser

Ala

135

Lysg

val

Tyx

Ser

Gly

Ala

Ala

40

Gly

Arg

Ser

Asp

Gly

120

Ser

Thr

Hig

Tyx

Arg
200

167/206

Ala
Ser
25

Pro

Gly

Asp
Pro
108
Gly
Serx
Ala
Trp
Asp
185

Ser

Glu

10

Gly

Gly

Thy

Met

Asp

90

Phe

Gly

vVal

Arg

Tyr

170

Ser

Gly

Val

TyT

Gln

Arg

Ser

Thr

Asp

Ser

Leu

Ile

155

Gln

Asp

han

Lys

Thr

Gly

Tyr

60

Ile

Ala

Ile

ser

Thy-

140

Thy

Gln

Arg

Thr

Lys

Phe

Leau

45

Ala

Ser

Val

Trp

Gly

125

Gln

Cys

Lys

bPro

Ala
205

Pro

Ser

30

Glu

Gln

Thx

Gly

110

Gly

Pro

Gly

Pro

Ser

190

Thx

15

Asp

TED

Lys

Ala

Tyr

95

Gln

Gly

Pro

Gly

Gly

178

Gly

Leu

Ala

Meat

Phe

Tyr

80

Cys

Gly

Gly

Ser

Asn

160

Gin

Ile

Thx



Ile

Trp
228

Thr

16B/2086

Ser Arg Val Glu Ala Gly Asp Glu Ala Asp Tyr Tyr Cys Gln Val
210 215 220

Asp Leu Phe Asn Asp Asn Gly Val Phe Gly Gly Gly Thr Lys Leu
230 235 240

val Leu Gly

«210> 512

«<21ll> 5

«<212>» PRT

213> Home sapilens

<400> 512
Asp Tyr Tyr Ile His

i

5

<210> 513

<211l> 17

<212> PRT

«<213> Homo sapiens

«<400> 513

Trp
1

Gly

Val Asn Pro Asp Thr Gly Gly Thr Arg Tyvr Ala 8ln Lys Phe Gln
5 : 10 15

<210> 514

<211> 10

<212> PRT

<213> Homo saplens

<400> 514

Asp
1

Lieuw Thr Gly Phe Asp Pro Phe Asp Ile
= 10

<210> 515

<21l> 11

<212> PRT

<213> Homo sapiens

<400> 515

Gly
1

Gly Asn Asn Phe Arg Asn Lys Arg Val His
5 10



«<21.0> 516
<21ll> 7
«212> PRT
<213> Homo

«<400> 516

sapiens

Tyr Asp Ser Asp Arg Pro Ser

1

517
11
PRT
Homo

<210
<2Lll>
<212
<213>

<400> 517

5

sapiens

169/206

Gln Val Trp Asp Leu Phe Asn Asp Asn Gly Val

1

518
357
DNA
Homo

<210>
<21l>
<212>
«213>

<4 00> 518
caggtcorage

cotggacaag
gegeagaagt
atggagctgt
actggatbttyg
«210> 518
<21l> 327
<212> DNA

«213> Homo

<400> 5189
tegteotgtge

acctgtgagg
caggacecty
ttotetgget
gatgaggecy

ggagggacca

5

saplens

tggtgeagtc

ggtrggagtg
ttcagggceg
ccaggetgag

atccttttga

sapiens

cgactcageoc
gasacaacrt
tooctggticat
coogototgg
actattactyg

agotgaccgt

tggggctgag

caccttaago
gatgggatgg
ggtcacaatg
aagogacgac

tatotgggge

accctecagtyg
cogaaataaa
ctattatgat
gaacacggoe
tcaggtgtgg

cotaggt

10

gtgaagaagc
gattactata
gtcaacccotg
accagggaca

acggeegtat

cagggaaccc

tcagtggecco
agagtacact
tcagacegge
accctgacca

gatctetteoa

ctggggoctc

ttcactagght
acactggtgyg
tgtcoccatcte
attactgtge

tggtcaccgt

caggaaagac
ggtatcagea
cctcagggat
tcagcagggt

acgacaacgy

agtgaaggtc
gogacaggeo
cacaagatac
cacageetac
gagagatcta

cteotes

ggcccgeatt
gaagocaggce
cceoctgagega
cgaggeeggy

cgtgttegge

240

300

357

&0

120

180

240

300

327



<210> 520
<211l> 732
<212> DNA
<213> Homo

<400>» 520
caggtoeage

tecctgtaagyg
cectggacaayg
gcgcag%agt
atggagotgt
actggatttg
ggeggeagtt
cagccaccct
aactttcgaa
gtecatctatt
toctgggaaca
tactgteagyg
accgteoctag
<210>
<211l»>

<212
<213>

521
15
DNA
Homo

<400> 521
gattactata

<2L0>
<21ll>
<212>
<213>

522
51
DNA
Homo

<400> 522
tgggtcaace

<210
<211l> 30

<212> DNA
«<213> Homo

523

<400> 523
gatctaacty

sapiens

tggtgcagte
cttotggata
ggttggagtyg
ttcagyggceceg
ccaggotgag
atccttttga
caggtggagy
cagtgtbtcagt
ataaaagagt
atgattcaga
cggecacoct
tgtgggatct

gt

sapliens

tteac

sapiens

tggggctgaé
caccttcage
gatgggatgg
ggtcacaaty
aagcgacgac
tatctggggce
tggctotgge
ggccoecagga
acactggtat
coggeoctea
gaccatecage

cttcaacgac

170/206

gtgaagaage
gattactata
gtcaaccctg'
accagggaca
acggcocgtat
cagggaacoc
ggtgygcggaa
aagacggeac
cagcagaaga
gggatbcoctyg
agggtcgagy

aacggogtgt

ctggagectc
tteactgggt
acvactggtgg
cgtcecatete
attactgtgc
tggtecacogt
gtgecatcgte
geattacctyg
caggcoagge
agegatibcte
coggggatga

tcggrggagyg

agtgaaggtc
gegacaggac
cacaagatac
cacagectac
gagagatcta
ctocctcagga
tgtgctgact
tgggggaaac
ccctgtecty
tggctecege
ggocgactat

gaccaagctyg

ctgacactgg tggcacaaga tacgcgcaga agtttcoaggg o

saplens

gatttgatece ttttgatate

60

120

180

240

300

360

420

480

540

600

660

720

732

15

51

30



<21.0> 524
«211l> 33
«<212> DNA
<213> Homo

<400> 524
ggaggggaaaca

<210> 528
<21l1l> 21
<212> DNA
<213> Homo

<400= 525
tatgactoag

<210> 526
<211l> 33
<212> DNA
<213> Homo

<400> 526
caggtgtagy

«210> 527
«211»> 119
<212> PRT
<213> Homo

<400> 527
Gln Val Gin Leu

1

Sexr
Tyx
Giy
Gln

Met

Val Lys

Yle His
35

Trp Val
50

Gly Arg

Glu Leu

gsapiens

actttegaaa taaaagagta cac

sapiens

accggooote a

sapiens

atctcttecaa cgacaacgge gty

sapiens

Val

20

Trp

Asn

Val

Ser

Val

5

Ser

Val

Pro

Thr

Arg
85

Gln

Cys

Aryg

Agp

Met

70

Lieu

Ser

Lys

Gln

Thr

85

Thr

Arg

Gly

Ala

Ala

40

Gly

Arg

Ser

1717206

Ala

Sexr

25

Pro

Gly

Asp

Asp

Glu

10

Gly

Thr

Met

Asgp
S0

val

Tyr

Gln

Arg

Ser

75

Thr

Lys

Thr

Gly

Tyr

60

Ile

Ala

Lys

Phe

Leu

45

Ala

Ser

Val

Pro

Sear

30

Glu

Gln

Thr

Tyr

Gly

15

Asp

Trp

Lys

Ala

Tyr
85

Ala

Ty

Met

Phe

Tyr

80

Cys

33

21

33



1727206

Ala Arg Asp Leu Thr Gly Phe Asp Pro Phe Asp Ile Trp Gly Gln Gly
100 105 110

Thr Leu Val Thr Vval Ser Ser
115

«<210> 528
<21l> 109
<212> PRT
«213> Homo sapilens

<400> 528
Ser Ser Val Leu Thr Gln Pro Pro Ser Val Ser Val Ala Pro Gly Lys

1 5 10 15

Thr Ala Arg Ile Thr Cys Gly Gly Asn Asn Phe Arg Asn Lys Arg Val
20 25 30

His Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr
35 40 45

Tyr Asp Ser Asp Arg Pro Ser CGly Ile Pro Glu Arg Phe Ser Gly Ser
50 55 60

Arg Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Arg Vval Glu Ala Gly
65 70 75 BO

Asp Glu Ala bAsp Tyr Tyr Cys Gln Val Trp Asp Phe Leu Thr Asp Ser
85 90 . 25

Gly Ser Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
100 108

<210> 528
<21ll> 244
<212> PRT
<213> Homo sapiens

<400> 528
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
‘1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asp Tyr
20 25 30



Tyx

Gly

Gln

65

Met

Ala

Thyr

Ser

Asn

 Ala

Pro

Ile

Trp

225

Thr

Ile

Trp

50

Gly

Glu

nrg

Lieu

Phe

Pro

Glu

Ser

210

Asp

val

His

35

val

Arg

Leu

Asp

Val

115

Gly

Arg

vVal

Arg

185

Arg

Phe

Leu

Trp

val

Ser

Leu

100

Thr

Gly

"
o
1
ol

Asn

Leau

180

Phe

val

Leu

Gly

val

Pro

Thr

Arg

85

Thr

Val

Gly

g
a1
Q

Lys

1858

val

Ser

Glu

Thr

Arg
AsSpP
Met
70

Leau
Gly
Ser
Ser
Gly
150
Arg
Ile
Gly

Ala

Asp
230

Gln

Thr

55

Thr

Arg

Phe

Ser

Ala

135

Lyse

val

Tyr

Ser

Gly

215

Sexr

nla

40

Gly

Arg

Ser

nsp

Gly

120

Ser

Tyr

Arg

200

Asp

Gly

173/208

Pro

Gly

Asp

Asp

Bro

105

Gly

Ser

#
It

Trp

‘Asp

185

Sexr

Glu

Ser

Gly

Thr

Met

Asp

Phe

Gly

val

#
o

Tyr

170

Ser

Gly

Ala

Phe

Gln

Arg

Ser

75

Thr

AsSp

Gly

Lieu

ot
ur -
[ 0]

Gln

Asp

AsT

hsp

Gly
235

Gly

TyT

60

Ile

Ala

Ile

Ser

Thr

140

Gln

Arg

Thr

Tyr

220

Gly

Leu

45

Ala

Ser

val

Trp

Gly

125

Gln

Cys

Liys

Pro

Ala

205

Tyr

Gly

Glu

Gln

Thr

Tyr

Gly

110

Gly

Pro

Pro

Ser

1390

Thar

Cys

Thy

Trp

Lys

Ala

Tyr

85

Gln

Gly

Pro

Gly

175

Gly

Leu

Gln

Lys

Met

Phe

Tyr

80

Cys

Gly

Gly

Ser

Gin

Ile

Thx

Val

Leu
240



174/206

«<210> 530

«211l> 5

<212>» PRT

<213> Homo sapiens

<400> 530
Asp Tyr Tyr Ile Hig
1 [

«210> 531

<21ll> 17

<212> PRT

<213> Homo sapiens

«<400> 531
Trp Val Asn Pro Asp Thr Gly Gly Thr Arg Tyr Ala Gln Lys Phe Gln
1 5 10 15

Gly

<210>= 532

<21l> 10

=212> PRT

<213> Homo sapiens

<400> 532
Asp Lieu Thr Gly Phe Asp Pro Phe Asp Ile
1 5 10

<210> B33

<21ll» 11

<212> PBRT

<213> Homo sapiens

<400> 833
Gly Gly Asn Asn Phe Arg Asn Lys Arg Val His
i 5 10

<210> B34

<211l> 7

«212> PRT

<213> Homo sapiens

<400> B34
Tyr Asgp Ser Asp Arg Pro Ser
1 5

<210> 8535

<Z21i> 11

«<212> PRT

«213> Homo sapiens



<400> 535

175/208

Gln Val Trp Asp Phe Leu Thr Asp Ser Gly Ser

1

210>
<21l>
<212>
<213>»

536
357
DNA
Homo

<400> 53¢
caggt ccage

tectgtaagy
coctggacaag
gegcagaagt
atggagctgt
actggatttyg
<210>
<21l>

<212>
«213>

8537
327
DNA
Homo

<4 00> 537
tcgtatgtga

acctgtgggy
caggccecty
ttotetgget
gatgaggcecy
ggagggacca
<210
<2LlLl>

212>
<213i>

538
732
DNA
Homo

<400> 538
caggtccage

tectgtaagg
cotggacaayg

gegeagaagt

5

sapiens

tggtgcagte
ctbeotbggata
ggttggagtyg
ttcagggeeg
ccaggctgag

atccttitga

tgactcagece
gaaacaactt
tocctggtoat
cocgoetaetygg
actattactg

agotgacegt

sapiens

tggtgcagte
cttotggata
ggttggagtyg

ttcagggccg

tggggctgag
caccttoage
gatgggatgy
ggtcacaatyg
aagcogacgac

tatctgggge

accctoagtyg
tcgaaataaa
ctattatgat
gaacacggoe
tcaggtgtgyg

cctaggt

tggggetgag
caccttcage
gatgggatgg

ggtcacaatg

10

gtgaagaagce
gattactata
gtocaacactyg
accagggaca
acggoogtat

cagggaacac

tecagtggcce
agagtacact
tcagaccgge
acactgacca

gatttoctea

gtgaagaagc
gattactata

gtcaacccty

accagggaca

ctygaggecte
ttecactgggt
acactggtay
tgtccatctao
attactgtge

tggtcacegt

caggaaagac
ggtatcagea
coteagggat
tcagcagggt

cogactoggy

ctggggeete
ttecactgggt
acactggtdy

tgteoeatcete

ag;gaaggtc
gogacaggeg
cacaagatac
cacagcctac
gagagatcta

cteoctea

ggccageatt
gaagocaggc
cocotgagega
cgaggcegygy

gtegttegge

agtgaaggtc
gegacaggcee
cacaagatac

cacageccoctac

60

120

180

240

300

357

60

120

180

240

300

327

60

120

180

240



atggagctgt

actggatttyg

ggecggeggtt

cagccaccct
aactttcogaa
gtecatotatt
tctgggaaca
tactgtecagg
acegteooctayg
<210>
«211x>

<212%
<213>

538
15
DNA
Homo

<400> 539
gattactata

<210>
<21ll>
<212>
<213

540
51
DNA
Homo

«400> 540
tgggtcaace

<210>
<21l>
<212
<213

5471
30
DNA
Homo

<400> 541
gatctaactg

<210
<21l>
<212>
<213>

542
33
DNA
Homo

<400> 542
gggggaaaca

ccaggetgadg
atcettttga
caggeggagyg
cagtgtcagt
ataaaagagt
atgattcaga
cggecaccct
tgtgggattt

gt

sapiens

Cteoac

sapiens

aagcgacgac
tatctgggge
cggctetgge
ggeccoagga
acactggtat
coggeoctca
gaccatcage

cctecaccgac

176/206
acggecgtat
cagggaaccc
ggtggcggaa
aagacggoed
cagcagaage
gggatcocty
agggtcogagyg

teggggtegt

attactgtge
tggtcaccgt
gtgcateogte
goattaccty
caggocagge
agegattete
ceggggatyga

teggecggagyg

gagagatcta
ctaoctbcocagga
tgtgctgact
tgggggaaac
cocatgtocty
tggetoocoge
ggocgactat

gaccaagctyg

ctgacactygyg tggcacaaga tacgcgcaga agtttcaggg o

saplens

gatttgatee ttttgatate

saplens

actttcgaaa taaaagagta cac

300
360
420
480
540
600
660
720

732

15

51

30

33



«210> 543
<2LLls> 21
<212> DNA
<213> Homo

<4 00> 543
tatgattcag

<210> 544
<21l> 33
<212> DNA
" «<213> Homo

<400> 544
caggtgtggg

210> 545
<21l> 121
<212> PRT
<213> Homo

<400> 545
Gln Val Gln
1

Ser Val Lys

Tyxr Met Hisg

35

Gly Trp Ile

Arg Gly Arg

Met Glu Leun

Ala Arg Glu

Arg Gly Thr
115

sapiens

aceggoccte a

sapilens

attteocteac cgactegggg teg

saplens

Leu

val

20

TR

Asn

val

Ser

Pro

100

Leu

Val

Pro

Thr

Arg

85

Giu

Val

Gln

Cys

Arg

Ty

Met

70

Leu

Arg

Thr

Ser
Lys
Gin
Thr
55

Thr
Arg
‘Phe

Val

Gly

Ala

Ala

40

Gly

Arg

Ser

Gly

Ser
120

177/206

Alam

Pro

Gly

Asp

Asp

Azp

105

Ser

Glu

10

Gly

Gly

Ala

Thr

Agp

80

Ser

Val

Tyr

Gln

Phe

Ser

75

Thr

Thr

Lys

Thr

Gly

Tyxr

60

Ile

Ala

Gly

Lys

Phe

Leu

45

Ala

Ser

Val

Gln

Pro

Thx

30

Glu

Gln

Thr

Tyr

Val
110

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

T

Ala

Tyr

val

Phe

Tyr

80

Cys

Gly

21

33



<210>
<21l
<212>
<213 >

<4 00>
Gln Al
1

546
112
PRT

Homo sapiens

546
a vVal

Arg Val Thr

Tyr Gl

Lev Il
50

Ser Gl
65

Gln Al

Gln Se

<210
<21l>
<212>
<213

<400>
Gln Va
1

Ser Va

Tyr Me

v -Val

35

e Tyr

y Ser

a Glu

r Gly

547
248
PRT

Leu
Ile
His
Gly
Lyg
Asp

Tyx
100

Thr
5

Ser

Trp

Asn

Ser

Glu

85

Val

Homo sapiens

547
1 Gln

1 Irys

t His
25

Gly Trp Ile

50

Arg Gly Arg

65

Leu

Val

20

Trp

Asn

Val

val

5

Ser

val

Pro

Thr

Gln

Cys

Tyr

Ser

Gly

70

Ala

Phe

Gln

Cys

Arg

Tyr

Met
70

Pro
Th
Gln
Asn
55

Thr

Asp

Gly

Ser
Lys
Gln
Thr

5

Thxr

Pro

Gly

Gln

40

Arg

Sexr

Tyx

Gly

Gly

Ala

Ala

40

Gly

Arg

178/206

Ser

Ser

25

Leu

Pro

Ala

Tyr

Gly
105

Ala

Ser

25

Pro

Gly

Asp

val
10

Ser
Pro
Ser
Ser
C&s
30

Thr

Glu
10

Gly
Gly

Ala

Thr

Ser

Ser

Gly

Leu

73

Gln

val

Ty

Gln

Phe

Ser
75

Gly

Asn

Thry

val

60

Ala

His

Leu

Lys

Thr

Gly

Tyr

60

Ile

Ala

Ile

Ala

45

Pro

Ile

Trp

Thr

Lys

Phe

Leu

45

Ala

Sexr

Pro

Gly

30

Pro

Asp

Thr

ASp

val
110

Pro

Thr

30

Glu

Glin

Thr

Gly
15

Ala

Lys

Arg

Gly

Lys

95

Leu

Gly

18

Asp

Trp

Lys

Ala

Gln

Gly

Leu

Phe

Leu

80

Glu

Gly

Ala

Tyr

Val

Phe

Tyr
80



Met Glu Lieu

Ala Arg Giu

Arg Gly Thr

115

Gly Gly Ser
130

Pro Ser Val

145

Gly Ser Ser

Gln Leu Pro

Arg Pro Ser

195

Ser ala Ser
210

Tyr Tyr Cys

225

Gly Gly Thr

<210>
<21ll>
<212>
<2L3>

<4 00>

1

548
5
PRT

Ser

Pro

100

Leu

Gly

Ser

Sexr

Gly

180

Gly

Lieu

Tyr

Gln

Arg

a5

Glu

val

Gly

Gly

Agn

165

Thr

Val

Ala

His

Leu
245

Homo sapiens

548

Asp Tyr Tyr Met His

5

Leu

Aryg

Thr

Ser

Ala

150

Ile

Ala

Pro

Ile

Thr

Arg

Phe

val

Arg

135

Pro

Gly

Pro

Asp

Thxr

215

Asp

Val

Sexr

Gly

Ser

120

Ser

Gly

Ala

Lys

Arg
200

Gly

Lys

Leu

179/208

Asp

Asp

105

Ser

Ala

Gln

Gly

Lieu

185

Phe

Leu

Glu

Gly

ASD

20

Sex

Gly

Gln

Arg

Tyr

170

Leu

Ser

Gln

Gln

Thr

Thr

Gly

Ala

Val

155

Gly

Ile

Gly

Ala

Ser
235

Ala

Gly

Gly

val

140

Thr

val

Tyr

Sexr

Glu

220

Gly

Val

Gln

Gly

125

Lau

Ile

His

Gly

Lys

205

Asp

Tyr

Tyxr

val

110

Sexr

Thr

Sexr

Trp

Asn

190

Ser

Glu

val

TYT

95

Trp

Gly

Gln

Tyr

175

Ser

Gly

Ala

Phe

Cys

Gly

Gly

Pro

Thr

160

Gln

ASIL

Thx

ABp

Gly
240



180/206

<210> 549
«<211l> 147
<212> PRT
<213> Homo sapiens

<4Q0» 548
Trp Ile Asn Pro Tyr Thr Gly Gly Ala Phe.Tyr Ala Gln Lys Phe Arg
a1 5 10 15

Gly

<210> 550

<211> 12

«212> PRT

<213> Homo sapiens

<400> 550
Glu Pro Glu Arg Phe Gly Asp Ser Thr Gly Gln Val
1 5 10

<210> 551

<21l> 14

<212> PRT

<213> Homeo sapilens

<4 00> 551 i
Thr Gly Ser Sex Ser Asn Ile Gly Ala Gly Tyr Gly val His
L 5 10

<210> 552

<21ll> 7

<212> PRT

<213 > Homo sapiens

400> 552
Gly Agn Ser Asn Arg Pro Ser
1 5

<210> 553

<Z21ll> 11

<212> PRT

<213> Homo sapiens

<400> 553
Tyr His Trp Asp Lys Glu Gln Ser Gly Tyr Val
1 5 10

<210> 554
<211l> 363
<212> DNA
<213> Homo sapiens



«<400> 554
caggtgcagc

tecctgcaagg
cecktggacaag
geacagaagt
atggagctga
gaaagatteg
teca

<210>
<211l>

<21L2>
«<213>

555
336
DNA
Homo

<400> 555
caggetgtge

tcocotgeadtyg
ctgccaggaa
cotgaccgat
caggetgagg
gtetteggayg
<210>
<211l>

«<212>
<Z213>

556
747
DNA.

<400> 556

caggtgeagce
toctgecaagg
cctggacaag
gcacagaagt
atggagctga
gaaagattcg

tcaggygggey

ctgactoage

Homo «

tggtgeagte
cttctggata
ggcttgagtg
ttegaggeoay
gcagactgag

gogactecac

sapiens

tgactcagec
ggageagcotce
cagcoocoaa
tatetggcte
atgaggctga

gtgggaccca

sapiens

tggtgcragtc
cttectggata
ggecttgagtg
ttcggggcayg
goagactgag
goegacteaac
geggttcagg

cgececgteagt

tggggctgag
cacetteoacc
ggtgggatgy
ggtecacaatyg

atctgacgac

ggggeoaggtc

gecogtoagty
caacatcggyg
actcctecate
caagtotgge
ttattactge

get.cacegtc

tggggctgag

cacctteace

ggrgggatgyg

ggtcacaatyg

atctgacgac
ggggcaggte
cggaggrgge

gtotggggec

181/206

gtgaagaaga
gactactata
atcaaccctt
accagggaca
acggceegtbgt

tggggccggyg

tetggggoec
gcaggttatg
tatggtaaca
acctoageck
taccactggg

ctaggt

gtgaagaagc
gactactata
atcaacecctt
acéagggaca
acggcogtgt
tggggceggd
tctggeggta

coagggoaga

ctggggeocte
tgeactgggt
atactggtgg
cgteceatcag
attattgtgce

ggacattggt

cagggcagay
gtgtacactyg
gcaateggcee
cochggeeat

acaaggagea

ctggggecate
tgoactgggt
atactggtgg
cgt&catcag
attattgtge
ggacattggt
gcagaagtge

gggtcaccat

agtgaaggte
gogacaggoc
cgeattetat
cacagectac
gagagaacct

cacegtetboc

ggtcaccate
gtaccaacag
cteaggggtc
cactgggetc

gagtggttat

agtgaagghc
gogacagges
cgcattctat
cacagcorac
gagagaacct
cacegtctec
acaggctgtyg

ctcocctgeact

60

120

180

240

300

360

363

60

120

180

240

300

336

&0

120

180

240

300

360

420

480



gggageaget
acagcecccoocea
ttcretgget
gatgaggeotg
ggtgggacce
<210s 557
<211l> 15
<31l2> DNA

<«Z213> Homo

«<400> 557
gactactata

<210>
<2LLl>
<2L2>
<213>

558
51
DINA
Homo

<400>» 5858
tggatcaace

<210> 559
<211> 36
<212> DNA
<213s Homo

<400> 559
gaacctgaaa

560
42
DNA
Homo

<210>
<211>
«212>
<213>

<400> 560
actgggagea

<210
<211>
<212>
<213>

561
21
DNA
Homo

<400> 561
ggtaacageca

ccaacatcgg
aactccteat
ccaagtotgyg
attattactyg

agectoaccegt

saplens

tgeac

sapiens

182/206
ggecaggttat ggbtgtacact ggtaccaaca
ctatggtaac agcaatcgge cectcaggggt
cacctcagec teooctggeca tcactggget
ctaccactgyg gacaaggage agagtggtta

cotaggt

gobttocagga
cocctgaccga
cocaggoetgay

tgtettegga

cttatactgg tggegcatte tatgcacaga agtttogggg C©

sapiens-

gattcggega

sapiens

getocaacat

sapiens

atcggeocte

ctecacggagg caggte

cggggeaggt tatggtgtac ac

a

540
600
660
720

747

15

5L

36

42

22



«<2L10>
<211lx>
<21l2>
<213>

<400>

taccactgygg acaaggagca gagtggttat gte

<21 0>
<21l>
<212>
«<213>

«400>

562
33
DNA

Homo gaplens .

562

563
121
PRT

Homo sapiens

563

Gln vVal Gln

1

Ser Val Lys

Tyr Met His

35

Gly Trp Ile
50

Arg Gly Arg

Met Glu Leu

Ala Arg Glu

Arg Gly Thr

<210>
<211>
<212>
<213>

<400>

118

564
112
BRT

Leu

val

20

Trp

Asn

Val

Ser

Pro

100

Leu

Val
5

Ser
vVal
Pro
Thr
Arg

Glu

val

Homo saplens

564

Gln

Cys

Arg

Tyr

Met

70

Leu

Lys

Thr

Ser

Lys

Gln

Thr

55

Thr

Phe

Val

Gly

Ala

Ala

40

Gly

Ser

Gly

Sexr
120

1B3/206

Ala

Ser

25

Pro

Ser

Asp

Asp

Glu

105

Sexr

Glu

10

Gly

Gly

Ala

Thr

Asp

850

Ser

val

Tyr

Gln

Phe

Ser

75

Thr

Ser

Lys

Thx

Gly

Tyxr

60

Ile

Ala

Gly

Lys

Phe

Leu

45

Ala

Ser

val

Gln

Pro

Thr

30

Glu

Gln

Thr

Leu
110

Gly

ASp

Trp

Lys

Ala

Tyr

95

Trp

Ala

Ty

val

Phe

Tyxr

80

Cys

Gly

Gln Ala Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln

1

5

10

15



Arg

Tyx

Leu

Ser

65

Gin

Leu

«210>
<2L1l>
«212>
<213>

Val

Gly

Ile

50

Gly

Ala

ser

Thr
Val
35

Tyxr
Sexr

Glu

Gly

565
249
PRT
Homo sapiens

<400> 565
Gln val Gln Leu

1

Sexr

Tyr

Gly

Arg

€5

Meb

Ala

val

Mat

Gly

Glu

Arg

Lys

His

35

Ile

Leu

Glu

Ile

20

His

Gly

Lys

Asp

Tyr
100

val

Trp

Asn

val

Ser

Pro
100

Ser

Trp

Asp

Sexr

Glu

85

val

Val
5

Ser

Val

g
H
0

Thr

Arg
8s

Glu

Cys

Tyr

Ser

Gly

70

Ala

Phe

Gln

cys

Arg

Met
70

Lieu

Lys

Thr
Gln
Asn
55

Thr

Asp

Gly

Ser

Lys

Gln

Thr

55

Thr

Arg

Phe

Gly

Gin

40

Arg

Ser

Tyr

Gly

Gly

Ala

Ala

40

Gly

Arg

Ser

Gly

184/206

Ser Ser Ser

25

Leu

Pro

Ala

Tyx

Gly
108

Alz

Ser

25

Pro

Ser

AsD

Asp

Glu

105

Pro

Ser

Ser

Cys

Thr

Glu

10

Gly

Gly

Ala

Thx

Asp

S0

Ser

Gly

Gly

Leu

75

Gln

Gln

val

Tyr

Gln

Phe

Ser

75

Thr

Ser

Asn

Thr

Val

&0

Ala

Ser

Leu

Lys

Thr

Gly

Tyr

60

Ala

Gly

Iie

Ala

45

Pro

Ile

Tyr

Thr

Lys

Phe

Leu

45

Ala

Ser

Val

Gln

cly

30

Pro

Agp

Thr

AsDp

Val
110

bro

Thr

30

Glu

Gin

Thr

Tyxr

Leu
110

Ala

Lys

Arg

Gly

Ser

85

Lien

Gly

Asp

Trp

Lys

Ala

Tyxr

e5

Trp

Gly

Leu

pPhe

Leu

80

Gly

Gly

Ala

TYY

val

Phe

Tyr

80

Cys

Gly



Arg Gly

Gly Gly
130

Pro Ser
145

Gly Ser

Gln Leu

Arg Pro

Ser Ala
210

Tyr Tyr
225

Gly Gly

<210> 56
<21l» 5

Thr
115
Ser
Val
Ser

Pro

Ser
195

Ser

Cys

Thr

6

<21l2> PRT
<213> Homo sapilens

<400> 56

3

Leu

Gly

Ser

Ser

Gly

180

Gly

Gln

Gln

val
Gly
Gly
Asn
168
Thx
Val
Ala

Ser

Lieu
245

Asp Tyr Tyr Met His

1

<210> 56
«21l= 17

~

<21l2> PRT
<213> Homo gapiens

<400> 56

Trp Ile Asn Pro Tyr Thr Gly Ser Ala Phe Tyr Ala Gln Lys

1

Gly

7

5

5

Thr

Ser

Ala

150

Ile

Ala

Pro

Ile

Tyr

230

Thr

val

Gly

135

Pro

Gly

Pro

Asp

Thr

215

Asp

vVal

Ser

120

Ser

Gly

Ala

Lys

Arg

200

Gly

Ser

Leu

185/206

Ser Gly Gly

Ala

Gln

Gly

Leu

i85

Phe

Leu

Gly

Gly

Gln

Arg

Tyx

170

Leu

Ser

Gln

Leu

10

Ala

Val

155

Gly

Ile

Gly

Ala

Ser
235

Gly

val

140

Thr

val

Ty

Sex

Glu

220

Gly

Gly

125

Lieu

Ile

His

Gly

Lys

205

Agp

Tyr

Ser Gly

Thr Gln

Ser Cys

Trp Tyr

178

Asp Ser

180

Ser Gly

Glu Ala

Val Phe

15

Gly

Pro

Thx

160

Gln

Asn

Thr

AsSp

Gly

Phe Arg



<210>
<Z1l>
<212>
<213>

568
12
PRT

«400> 568

Homo sapiens

186/206

Glu Pro Glu Lys Phe Gly Glu Ser Ser Gly Gln Leu

1

<210>
<211>
<Z12>
<213>

569
14
PRT
Homo

<400> 568

Thr Gly Ser Ser Ser Asn Ile Gly Ala Gly Tyr Gly Val His

1

<210» 8570
<211l> 7
<212> PRT
<213> Homo

<400> 570

5

sapiens

5

sapiens

Gly Asp Ser Asn Arg Pro Ser

1

<210>
<21l
<212>
<213>

571
11
PRT
Homo

<400> 571

5

sapiens

10

10

Gln Ser Tyxr Asp Ser Gly Leu Ber Gly Tyr Val

1

<210>
<211
<212
<Z213>

572
363
DNA
Homo

<400> 572
caggtgcagce

tectgoaagyg
cotggacaayg
gcacagaagt

atggagectga

.5

saplens

tggtgcagtac
cctotggata
ggcttgagtyg
tteggggeag

goeagactgag

tggggctgag
caccttoacc
ggtgggatgg
ggtcacaatyg

atctghogac

10

gtgaagaage
gactactata
atcaacecgott
accagggaca

acggcogtgt

ctggggoote
tgcactgggt
étactggtag
cgtecatcay

attattgtge

agtgaaggtce
gocgacaggaee
cgettectat
cacagocotac

gagagaacct

60

120

180

240

300



gaaaaattcyg

tca

573
336
DNA
Homo

<210
<21ll>
<Z1l2Z>
<213>

<400> 573
caggctgtgce

tcctgeactyg
cttecaggaa
cctgaccogat
caggctgagy
gtottoggag
<210>
<211l>

<212>
«<213>

574
747
DNA
Homo

<400> 574
caggtgcecagc

tecotgoaagg
cctggacaag
gcacagaagt
atggagctga
gaaaaattoyg
tcaggaggcy
ctgactcagce
gggagcagct
acagoccocca
ttectctgget
gatgaggcrg

ggtgggacce

187/206

gcgaghccag cggocagtty tggggcceggy ggacatbtggt caccgtotec

saplens

tgactcageo
ggagcagctce
cagococooasa
totoetggcte
atgaggcetga

gtgggaccca

sapiens

tggtgeagtc
cttetggata
ggcttgagtyg
treggggeayg
gecagactgag
gegaghbooayg
geggtteoagg
cgeegteagt
ccaacatogy
aactcctcat
ccaagtotgy
attattactg

agetcacegt

gaogtoagtyg
caacatcggy
actcectbeate
caagtotgge
ttattactge

gorcaccgte

tggggctgay
caccttoacc
ggtgggatgg
ggtcacaatyg
atctgacgac
cggecagtty
cggaggtgge
gtctggggcce
ggcaggttat
ctatggtgac
cacctoagece
ccagteootat

cctaggt

toctgaggcoe
geaggttaty
tatggtgaca
acctcagoct
cagtcotatg

ctaggt

gtgaagaagc
gactactata
atcaacoctt
accagggaca
acggeogtgt
tggggceggg
totggcggta
ccagggeaga
gotgtacact
agcaatocgge

teocectggeca

gacagoggeoc

cagggcagag
ghtgtacactg
gcaatcggec
cectggocat

acageggect

ctggggecte
tgcactgggt
atactggtay
cgtocatcag
attattgtge
ggacattggh
geggaagtge
gggtpaccat
ggtaccaaca
cctoaggggt
tecactggget

tgagtggtta

ggtcaccatce
gtaccaacay
ctecaggagte
cactgggetce

gagtggttat

agtgaaggtc
gecgacaggoc
cgetttetat
cacagectac
gagagaacct
cacegtotoc
acaggetgtyg
ctoetgeact
gettocagga
cecctgaccga
ccaggctgag

tgteottogga

360

363

60
120
180
240
300

338

Sd
120
180
240
300
360
420
480
540
600
660
720

747



<210>
<2L1l>
<212
<213>»

<400>

575
15
DNA
Homo

575

gactactata

<210>
<211l>
<212
<213 >

<400>

576
51
DNA
Homo

576

tggatcaace

<210>
<21lls>
<212>
<213>

<4 00>

577
36
DNA
Homo

577

gaacctgaaa

<210>
<211>
<212
<213>

<4 Q0>

578
42
DNA
Homo

578

actgggagea

<210>
<211l>
<212>
<213>

<400>

8579
21
DNA
Homo

578

ggtgacagea

<210
<211>
<212>
<213

<4 00>

580
33
DNA
Homo

580

cagtectaty

<210>
<211l>
<212>
<213>

581
121
PRT
Homo

188/2086

saplens

tgcac

sapliens

cttatactgy tagegottte tatgcacaga agtttogggy o

sapiens

aatbtcggcega gtcoccecagegge caghttg

saplens

gctocaacat cggggecaggt tatggtgtac ac

saplens

atcggceocte a

sapiens

acagcggecet gagtggttat gtc

sapiens

15

51

38

21

33



<400 581
Gln Val Gln

1

Ser

Tyr

Gly

Gln

65

Met

Ala

. Arg

<210>
<21ll>
<21l2>
<213 >

<400>

val

Met

Txp

50

Gly

Glu

Arg

Gly

Lys

His

35

Ile

Arg

Leu

Glu

Thr
115

582
112
PRT
Homo sapilens

582

Gln Ala Vval

1

Arg

Tyr

Leu

Ser
65

val

Gly

Ile

50

Gly

Thr

val

35

Tyxr

Ser

Leu

Val

20

Trp

Asn

val

Ser

Pro

100

Leu

Leu

Ile
20

val

Ser

Val

Pro

Thr

Arg

85

Glu

Val

Thr
5

Ser

His Trp

Gly Asn

Lys

Ser

Gln

Cys

Arg

Tyr

Met

70

Leu

Lys

Thxr

Gln

Cys

Tyr

Sexr

Gly
70

Ser

Lys

Gln

Thr

Thr

Arg

Phe

val

Thr

Gin

Asn

585

Thr

Gly

Ala

Ala

40

Gly

Arg

Ser

Asp

Ser
120

Pro

Gly

Gln

40

Arg

Ser

189/206

Ala

Ser

25

Pro

Gly

Asp

Asp

Ser

105

Ser

Ser

Leu

Pro

Ala

Glu
10

Gly
Gly
Ala
Thx
Asp
80

Pro

val
10

Ser
Pro

Ser

Ser

Val

Tyx

Gin

Phe

Ser

75

Th»

Asn

Ser

Ser

Gly

Gly

Leu
75

Lys

Thr

Gly

Tyr

60

Ile

Ala

Ala

Gly

Asn

Thr

val

60

Ala

Lys

Phe

Leu

45

Ala

Ser

Val

Glu

Ala

Ile

Ala

45

Ile

Pro
Thx
30

Glu
Gln
Thir

Tyx

Ile
110

Pro

Gly

bro

asp

Thx

Gly
15

His
Trp
Lys
Ala
Tyxr
95

Trp

Gly
15

Ala
Lys

Aryg

Gly

Ala

Tyr

Val

Phe

Tyr

80

Cys

Gly

Gln

Gly

Leu

Phe

Leu
80



180/206

Gln Ala Glu Asp Glu Ala Agp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser

85

20

95

Leu Ser Gly Tyr Val Phe Gly Gly Gly Thr Gln Leu Thx Vval Leu Gly

<210> 583
<211> 249
<212» FRT
<213> Homo sapiens

<400> 583

Gln val
1

Ser Val

Tyr Met

Gly Trp
50

Gln Gly
€5

Met Glu

Ala Arg

Arg Gly

Gly Gly
130

Pro Ser
145

Gly Ser

Gln

Lys

Ile

Arg

Leu

Glu

Thr

115

Ser

Val

Ser

100

Leu

val

20

Trp

AST]

val

Ser

Pro

100

Leu

Gly

Sex

Ser

Val

5

Ser

vVal

Pro

Thr

Arg

85

Glu

Val

Gly

Gly

Asn
165

Gln

Cys

Arg

Tyr

Met

70

Leu

Lys

Thr

Ala
150

Ile

Ser

Lys

Gln

Thr

8B

Thx

Arg

Phe

vVal

Gly

135

Pro

Gly

Gly

Ala

Ala

40

Gly

Arg

Ser

Asp

Ser

120

Sex

Gly

Ala

105

Ala

Ser

25

Pro

Gly

ABp

Asp

Ser

105

Ser

Ala

Gln

Gly

Glu

10

Gly

Gly

Ala

Thr

Asp

30

Pro

Glu

Gin

Arg

Ty
170

val

Tyx

Gln

Phe

Ser

75

Thx

Asn

Gly

Ala

Val

155

Gly

Lys

Thx

Gly

Tyr

60

Ile

Ala

Ala

aQly

val

140

Thr

Val

Lys

Phe

Leu

45

Ala

Sex

val

Glu

Gly

125

Lieu

Ile

His

110

Pro

Thr

30

Glu

Gln

Thr

Tyx

Ilie

110

Ser

Thr

Ser

Trp

Gly

15

His

Trp

Lys

Ala

Tyr

g5

Txp

Gly

Cys

Tyxr
175

Ala

Tyr

val

Phe

Tyr

80

cys

Gly

Gly

Pro

Thr

160

Gln



Gln

Arg

Sexr

Tyx

225

Gly

<210>

Leu

Pro

Ala

210

Tyr

Gly

<211l> B

<212>
<213>

Pro

Ser

1858

Ser

Cys

584

PRT
Homo sapiens

<4 00> 584
His Tyr Tyr Met His

1

<210> 585

<211l> 17

<212» PRT
<213> Homo sapiens

<400 5885
Trp Ile Asn Pro Tyr Thr Gly Gly Ala Phe Tyr Ala Gln Lys Phe Gln

1

Gly

<210
<Z1l>
<212>
<213>

<400

586
12

PRT
Homo sapiens

586

Gly

180

Gly

Leu

Gln

Gln

Thr

Val

Ala

Ser

Leu
245

8

5

Ala

Pro

Ile

Ty™

230

Thxr

Pro

hsp

Thxr

218

Asp

Val

Lys

Ary

200

Gly

Sexr

Leu

191/206

Leu

1858

Phe

Leu

Ser

Gly

Leu

Ser

Gln

Leu

10

Ile Tyxr

Gly Sexr

Ala Glu
220

Ser Gly
235

Glu Pro Glu Lys Phe Asp Ser Pro Asn Ala Glu Ile

1

5

10

Gly

Lys

205

Asp

Tyr

Asn

190

Ser

Glu

Val

Ser

Gly

Ala

Phe

15

Asn

Thr

Asp

Gly
240



<210>
<21l1l>»
w212
<213 >

587
14
BPRT
Homo

«<400> 587

Thr Gly Ser Ser Ser Asn Ile Gly Ala Gly Tyxr Gly Val His

1

«210> 588
<211> 7
<212» PRT
<213» Homo

<400> 588

sapilens

5

sapiens

Gly Asn Ser Asn Arg Pro Ser

1

<210>
<211>
<212>
<213>

589
11
DRT
Homo

<400> 589

&

saplens

192/206

10

Gln Ser Tyr Asp Ser Ser Leu Ser Gly Tyr val

1

<210> 580
<211> 363
<212> DNA
<213> Home

<400> 590
caggtgecagc

tocetgcaagyg
cetggacaag
gcacagaagt
atggagcetga
gaaaaatteg
tca

<210> 591

<211> 336

<212> DNA

«213> Homo

<400> 591
caggectgtgo

5

sapiens

tggtgroagtce
cttctggata
ggottgagtyg
rtoagggcag
goagactgag

actogooegaa

saplens

tagggctgag
caccttecacc
ggtgggatgg
ggtcacaatyg
atctgacgac

cgeogagatce

10

gtgaagaagc
cactactata
atcaaccctt
accagggaca
acggcegtgt

tggggccggg

ctggggecte
tgeactygggt
atactggtoay
cgtecatcag
attattgtge

ggacattggt

agtgaaggtc
gogacaggoe
cgcattetat
cacagcctac
gagagaacct

caccgtetoo

tgactcagee geegtbcagtyg tcbtggggeece cagggcagag ggtcaccatc

60

120

180

240

300

360

363

60



tectgeacty
cttecoaggaa
cctgaccgat
caggctgagg
gtottoggag
592

747

DNA
Homo

<210»
<211l>
<212>
<213>

<400> 592
caggtgeage

tectgeaagg
cectggacaag
gcacagaagt
atggagctga
gaaaaatteg
tcagaaggey
ctgactcage
gggagcaget
acagogcaca
ttctetgget
gatgaggctyg

ggtgggacec

«210> 583
«211l> 15
<212> DNA
<213> Homo

<400> 583
cactactata

594
51
DNA
Homo

<210>
<21l>
<212>
<213>

ggagcagctc
cagccoccaa
tcteotggete
atgaggctga

gtgggacaca

sapiens

tggtgcagtc
cttectggata
ggctrgagtyg
tteagggeag
goagactgag
actcgoecgaa
geggttcagy
cgoocgteagt
cecaacatcgyg
aactocteoat
ccaagtetbtgy
attattactg

agetecaccgt

sapiens

tgcac

sapiens

caacatcggg
actectecate
caagtctggce
ttattactge

gcteacaegte

tggggctgag
caccttbcocace
ggtgggatgyg
ggtcacaatg
atctgacgac
cgccgagatc
cggaggtggc
gtctggggeco

ggcaggttat

ctatggtaac
cacectcagee
ceagtoctat

cctaggt

193/206

gecaggttatg
tatggtaaca
acctcagccﬁ
cagtecctatyg

ctaggt

gtgaagaagc
cactactata
atcaaccctt
accagggaca
acggceegbgt
tggggceggy
tetggeggta
ccagggcaga
ggtgtacact
agcaatcgge
teccotggeca

gacagcagce

gtgtacactyg
gcaatoggeco
ceoctggacat

acagecageet

ctggggecte
tgecactgggt
atactggtgg
cgtececatcay
attattgtyc
ggacattggt
goggaagtge
gggtcaccat
ggtaccaaca
cotocaggggt
tcactagget

tgagbggtta

gtaccaacag
ctecaggggte
cactgggcte

gagtggttat

agtgaaggte
gogacaggoe
cgeattcotat
cacagectac
gagagaacct
caccgtetece
acaggctgtyg
ctoctgeact
gottocagga
cectgaccga
ccaggectgag

tgtcttecgga

120

-180

240

300

336

60

120

180

240

3060

360

420

480

540

600

660

720

747

15



194/206

<400> 594
tggatcaace cttatactgg tggegceatte tatgeacaga agtttcoaggg o 51

<210> 585

«211> 36

«<212> DNA

<213> Homo gapiens

<400> 5985
gaacctgaaa aabtogactc goccocgaacgeo gagatc 36

<210> 596

<Z1li> 42

<212> DNA

<213> Homo sapilens

«<400> 586

actgggagcea gotcoaacat cggggcaggt tatggtgtac ac 42

<210> 587

<211l> 21

<212> DNA

<21l3> Homo sapiens

«400> 587
ggtaacagea atcggeccetce a 21

<210> 598

<211> 33

<21l2> DNA

<213> Homo sapiens

<400> 598
cagtectatg acagcageot gagtggttat gte 33

<210> 589
<21ls 121
«212> PRT
<213> Homo sapiens

«<400> 598
Gln Vval Gln Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
20 25 30

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45



Gly Trp Ile Asn
50

Arg Gly Arg Val
65

Met Glu Leu Ser

Ala Arg Glu Pro
100

Arg Gly Thr Leu
115

<210> 600
<21L> 112
«212> PRT

Pro

Thxr

Arg

85

Glu

vVal

<213> Homo sapiens

«<400> 600
Gin Ala val Leu
1

Arg Val Thr Ile
20

Tyr Gly Val His
35

Leu Ile Tyr Gly
50

Ser Gly Ser Lys
65

Gln Ala Glu Asp

Leu Ser Gly Tyr
100

Thr
=S

ASD

Ser

Glu

85

val

Tyr

Meat

70

Lieu

Lys

Thr

Gln

Cys

Tyr

Ser

Gly

70

Ala

Phe

Thr

Thr

Arg

Phe

Val

Pro

Thr

Gln

Asn

55

Thr

Asp

Gly

Gly

Arg

Sexr

Asp

Ser
120

Pro

Gly

Gln

40

Arg

Ser

TyX

Gly

195/206

Ser Ala Phe

Agp

Asp

Sexr

105

Ser

Ser

Ber

25

Leu

Pro

Ala

Tyr

Gly
108

Thr

Asp

Asp

Val

10

Ser

Pro

Ser

Ser

Cys

S0

Thr

Ser
75

Thr

Agp

Ser

Ser

Gly

Gly

Leu

75

Gln

Gln

Tyx

60

Ile

Ala

Sexr

Gly

Asn

Thr

val

60

Ala

Ser

Leu

Ala

Ser

Val

Asp

Ala

Ile

Ala

45

Pro

Ile

Tyr

Thr

Gln

Thr

Tyr

Val
110

Pro

Gly

30

Pro

Asp

Thx

Asp

Val
110

Lys

Ala

Tyr

gg

Trp

Gly

Ala

Lys

Arg

Gly

Asn

98

Leu

Phe
Tyr
80

Cys

Gly

Gln
Gly
Leu
Phe
Leu
80

Ser

Gly



<210»> 6Q1L
<21l> 249
<212> PRT
<213> Homo sapiens

<400> 601
Gln val Gln Leu

1

Ser

Tyr

Gly

Arg

65

Met

Ala

Arg

Gly

Pro

145

Gly

Gln

Axr

val

Met

Trp

50

Gly

Glu

Arg

Gly

Gly

130

Ser

Ser

Leu

Pro

Lys

His

35

Ile

Arg

Leu

Giun

Thr

115

Ser

val

Ser

Pro

Ser
185

Val

20

Trp

Asn

Val

Ser

Pro

100

Leu

Gly

Ser

Ser

Gly

i8¢

Gly

Val
5

Ser

Val

Pro

Thy

Arg

85

Glu

val

Gly

Gly

Asn

165

Thr

Val

Gln

Cys

Arg

Ty

Mel

70

Leu

Lys

Thx

Ser

Ala

150

Ile

Ala

Pro

Ser

Lys

Gln

Thr

55

Thr

Aryg

Phe

val

Gly

135

Pro

Gly

Pro

Asp

Gly

Ala

Ala

40

Gly

Aryg

Ser

Asp

Ser

120

Ser

[eXR

Ala

Lys

Arg
200

186/206

Ala

Serxr

25

Pro

Ser

Asp

Asp

BSar

105

Ser

Ala

Gln

Gly

Liewy

185

Phe

Glu

10

Gly

Gly

Ala

Thr

ABD

g0

Asp

Gly

Gln

Arg

Tyr

170

Leu

Ser

val

Tyr

Gln

Phe

Ser

75

Thr

Asp

Gly

Ala

Val

155

Gly

Ile

Gly

Lys

Thr

Gly

Tyr

60

Ile

Ala

Ser

Gly

Val

140

Thr

Tyr

Ser

Lys

Phe

Leu

45

Ala

Ser

val

Asp

Ser

125

Leu

Ile

Gly

Lys
205

Pro

Thr

30

Glu

Gln

Thr

Tyr

val

110

Sar

Ser

Trp

Asp

180

Sexr

Gly

15

Asn

Trp

Lys

Ala

Tyr

95

Trp

Gly

Gln

cys

Tyr

175

Sexr

Gly

Ala

Tyr

val

Phe

Tyr

80

Cys

Gly

Gly

Pro

Thr

160

Gln

Asn

Thr



197/206

Ser Ala Ser Leu Ala Ile Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp

210 215 220

Tyr Tyr Cys Gln Ser Tyr Asp Asn Ser Leu Ser Gly Tyr Val Phe Gly

225 230 235

Gly Gly Thr Gln Leu Thr Val Leu Gly
245

<210> 602

<21ll> &

<212>» PRT

<213> Homo sapiens

<400> 602
Asn Tyr Tyr Met His
1 5

210> 603

<211l» 17

<212> PRT

<213> Homo sapiens

<400> 603

240

Trp Ile Asn Pro Tyr Thr Gly Ser Ala Phe Tyr Ala Gln Lys Phe Arg

1 5 10 1%

Gly

<210> 604

<211l> 12

<212> PRT

<213> Homo sapiens

<400> 604
Glu Pro Glu Lys Phe Asp Ser Asp Asp Ser Asp Val
1 5 10

<210> 605

<211l> 14

<212> PRT

<213> Homo sapiens

<4 00> 605
Thr Gly Ser Ser Ser Asn Ile Gly Ala Gly Tyr Gly Val His
1 5 10



<210> 606
<21l> 7
<212>» PRT
<213 > Homo

<400> 606

saplens

Gly Asp Ser Asn Arg Pro Ser

1

<210> 607
<211l> 11
<212» PRT
<213 > Homo

<400> 607

5

sapiens

198/208

Gln Ser Tyr Asp Asn Ser Leu Ser Gly Tyr Val

1

<210> 608
«211l> 363
<212> DNA
<213 > Homo

<400> 608
caggtgecage

tcocctgeaagyg
cotggacaag
gcacagaagt
atggagotga
gaaaaatteg
teca

<210> 608

<Z1l> 336.
<212> DNA

<213> Homo

<400> 609
caggeotgtge

toctgeactyg
cttoccaggaa
cctgaccgat
caggctgagg

gtetteggag

5

sapiens

tggtgcagteo
cttetggata
ggcttgagty
ttcggggceag
gcagactgag

actcegacga

saplens

tgactceagee
ggagoageta
cagcccecaa
tctetagete
atgaggctga

gtgggaccaa

tggggcotgag
cacctbcace
ggtgggatgg
ggtcacaaty
atctgacgac

ctocgacgtce

googtoagtyg
caacatoggg
actoctcatce
caagtotgge
ttattactge

gctcaccgto

10

gtgaagaagc
aactactata
atcaacccott
accagggaca
acggccgtgt

tggggcegeg

tctggggacc
geaggttatyg
tatggtgaca
acctocagecet
cagtcctatg

ctaggt

ctggggacte
tgcactgggt
atactggtag
cgtocateoag
attattgtge

ggacattggt

cagggcagag
gtgtacactyg
goaatogygee
cectggecat

acaacagcct

agtgaaggtc
gogacaggac
cgeattectat
cacagoctace
gagagaacct

cacegtcotee

ggteaccatc
gtaccaacaé
cteaggggre
cactgggcte

gagceggttat

60

120

180

240

300

3860

363

&0

120

180

240

300

336



<210>
«211>
<2125
<213>

610
747
DNA
Homo

<400> 610
caggtgeage

tcoctgeaagy
cotggacaay
gcacagaagt
atggagctga
gasaaabteg
tecaggaggcy
ctgactcage
gggagcagcet
acagcacocca
ttetectgget
gatgaggetyg

" ggtgggacce

<210>
<211>
<21l2>
<213>

611
15
DNA
Homo

<400> 611
aactactata

<210>
<211l>
<212>
<213>

612
51
DN2&
Homo

<400> 612
tggatcaadcce

<2l0>
<211l>
<212>
<21l3>

613
36
DNA
Homo

saplens

tggtgcagtc
cttctggata
ggcttgagtyg
ttcggggceayg
gocagactgag
acteccgacga
gcagtitcagy
cgeecgteagt
ccaacatcgg
aactoctcat
ccaagtctgg
attattactg

agetcacegt

sapliens

tgeac

sapieng

tggggctgag
cacctteoace
ggtgggatyy
ggtcacaatyg
atctgacgac
ctocgacgtce
cggaggtgge
gtectggggee
ggcaggttat
cratggtgac
cacctcagec
ccagtcoctat

coctaggt

199/206

gtgaagaagce
aactactata
atcaacccott
accagggaca
acggcoegogh
tggggacgey
tctggoggta
cocagggcaga
ggtgtacact
agcaatoggce
teccctggoca

gacaacagce

ctggggocte
tgecactgggt
atactggtag
cgtceatcag
attattgtge
ggacattggt
goggaagtge
gggtc§9cat
ggtaccaaca
ccoctecaggggt

tocactggget

tgagoggtta

agtgaaggtc
gegacaggec
cgecattotat
cacagcctac
gagagaacct
cacaegtcectoc
acaggckgtg
ctcectgoact
gettocagga
cocctgaccga
cecaggcectgag

tgtettegga

cttatactgg tagcegcatte tatgceacaga agttbcgggg c

sapiens

60

120

180

240

3C0

360

420

480

540

600

660

720

747

15

51



<400> 613
gaacctgaaa

<210> 614
<21l> 42
<212> DNA
<«213> Homo

<4Q0>» 614
actggyagea

<210> 615
<21l> 21
<212> DNA
<213 > Homo

<4Q0> 615
ggtgacagcea

210> 616
<211> 33
<212>»> DNA
<213 > Homo

<4 00> 616
cagtoctaty

<210> 617
<211> 121
212> PRT
<213 > Homo

<4 00> 617

Glu val Gln
1

Ser Lieu Arg

Gly Met Asn
35

Ser Gly Val
50

Lys Gly Arg
85

200/206

aattecgactc cgacgactcee gacgtc

sapiens

gcotecaacat cggggcaggt tatggtgtac ac

zsapiens

atoggeccte a

saplens

acaacagect gageggttat gteo

sapiens

Leu Val Glu Ser Gly Gly
5

Leu Ser Cys Ala Ala Ser
20 25

Trp Val Arg Gln Ala Pro
40

Asn Trp Asn Gly Gly Thr
55

Phe Thr ITle Ser Arg AsSp
70

aly

10

Gly

Gly

Arg

Asn

Val

Phe

Lys

Asp

Ala
75

Val

Thr

Gly

YL

60

Lys

Arg

Phe

Leu

45

Ala

Asn

Pro

Asp

Glu

Ala

Ser

Gly

15

Asp

Trp

Ser

Leu

Gly

Tyr

val

val

Tyr
80

36

42

21

33



Leu Gln Met Asn

Ala Arg Gly Trp
100

Arg Gly Thr Leu

«<210>
<21ll>
<212>
<213>

<4 00>

115

618
110
PRT
Homo sapiens

5§18

Gln Ala Ala

1

Ser

Ile

Ser
65

Gln

<210>
<21lLl>
<21l2>
<213>

<400>

Ile

Phe

Ile

50

Gly

Ala

Ser

Thr

Val

35

Tyr

Glu

val

619
261
PRT
Homo sapiens

619

Leu

Ile

20

Sexr

Asp

Lys

Asp

Val
100

Ser Leu Arg Ala

85

Tyr Ser Gly Ala

Val Thr Val Ser

Thr Gln
5

Ser Cys

Trp Tyr

val Asn

Ser Gly
70

Glu Ala
B5

Phe Gly

Pro

Thr

Glin

Lys

55

Asn

Asp

Gly

120

Ala

Gly

Gln

40

Arg

Thr

TyT

Gly

201/206

Glu Asp Thr Ala Leu Tyr His Cys

80

95

Ala Trp Asn Met Gly Tyr Trp Gly

108

Ser

Ser

Ala
25

His

Pro

Ala

Tyxr

Thr
105

val

10

Ser

Pro

Ser

Ser

Cys

90

Lys

Ser

Gly

Gly

Gly

Lieu

75

Ala

Leu

Gly

Asp

Lys

val

60

Thr

Ber

Thr

Ser

Val

Ala

45

Ser

Ile

Lieu

Val

110

Pro

Gly

30

Pro

Asn

Ser

val

Leu
110

Gly
15

Ala

Lve

Arg

Gly

Ser
85

Gln

Leu

Phe

Leu
80

Asp

Glu Val Gln Leu Val Glu Ser Gly Gly Gly val Val Arg Pro Gly Gly

1

5

10

1B

Ser Leu Arg Leu Ser Cys Ala Ala Sexr Gly Phe Thr Phe Asp Asp Tyr

20

25

30



Gly

Ser

Lys

65

Leu

Ala

Arg

Gly

Sexr

145

val

Sex

Pro

Ser

Ser

225

Cys

Met

Gly

50

Gly

Gln

Arg

Gly

Gly

130

Gly

Ser

Gly

Gly

Gly

210

Lieu

Ala

Asn

35

Val

Arg

Met

Gly

Thyr

115

Sexr

Gly

Gly

Asp

Lys

195

Val

Thr

Ser

Trp

ABn

Phe

Asn

Trp

100

Leu

Gly

Gly

Ser

val

180

Ala

Ser

Ile

Leu

Valll
Trp
Thx
Sexr
BS

Tyx
Val
Gly
Gly
Pro

165

Gly

Agn

Ser

val
245

Arg

Asn

Ile

70

Leu

Ser

Thr

Ser

Ser

150

Gly

Ala

Lys

Arg

Gly

230

Ser

Gin

Gly

55

Ser

Arg

Gly

Val

Gly

135

Ala

Gin

Tyx

Leu

Phe

2156

Leu

Asp

Ala

40

Gly

Arg

Ala

Ala

Ser

120

Gly

Gln

Ber

Asn

Tle

200

Sear

Gln

Phe

202/206

Pro

Thr

Asp

Glu

Ala

105

Sexr

Gly

Ala

Ile

Phe

1858

Ile

Gly

Ala

Ber

Gly

Arg

Asn

Asp

20

Trp

Gly

Ser

Ala

Thr

170

Val

TyX

Ser

Glu

Val
250

Lys

Asp

Ala

75

Thr

Asn

Gly

Gly

Leu

185

Ile

Sex

Asp

Lys

Asp

235

Val

Gly

Ty

Liys

Ala

Met

Gly

Gly

140

Thr

Ser

Trp

Val

Ser

220

Glu

Phe

Leu

45

Ala

Asn

Lieu

Gly

Gly

125

Gly

Gln

Cys

Ty

Asgn

205

Gly

Ala

Gly

Glu

Ala

Ser

Tyx

Ty

110

Ser

Gly

Pro

Thr

Gln

190

Lys

Asn

Asp

Gly

Trp

Ser

Leu

His

95

Trp

Gly

Gly

Ala

Gly

175

Gln

Arg

Thr

Ty

Gly
255

val

val

Tyr

80

Cys

Gly

Gly

Gly

Ser

160

Ala

His

PXro

Ala

Ty

240

Thyr



203/206

Lys Leu Thr Val Leu
260

<210> 620

<21ll> 5

<212> PRT

<213> Homo sapiens

<400> 620
Asp Tyxr Gly Met Asn
1 5

<210> 621

<21l> 17

<212> PRT

<213> Homo sapilens

<4 00> 621
Gly val Asn Trp Asn Gly Gly Thr Arg Asp Tyr Ala Ala Ser Val Lys
1 5] 10 15

Gly

<210> €622

<Z1ll> 12

<212> PRT

<213> Homo sapiens

<400> 622 .
Gly Trp Tyr Ser Gly Ala Ala Trp Asn Met Gly Tyr
s 5 10

<210» 623

«21ll> 16

<212 PRT

<213> Homo sapiens

«<400> 623
Ser Cys Thr Gly Ala Ser CGly Asp Val Gly Ala Tyr Asn Phe val Ser
1 5 10 15

<210> 624

<21ls 7

<212> PRT

<213> Homo sapiens

<4 00> 624
Asp Val Asn Lys Arg Pro Ser
1 5
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agctgegeey
ccaggcaagy
gccgcctctg
- ctgeocagatga
tacageggag

agoggaggey

ggcggaggtg

gtgtctggea
ggcogoctaca
atctacgacyg
ggeaacaccy
tgcgecageo
cty

628
15

DNA
Homo

210>
<211l>
<212
<213>

<400> 629
gactacggca

630
51
DNA
Homo

<210>
<21lx>
<212>
«213>

<4 00> 630
ggcgtgaact

631
36
DNA
Homo

<210>
<2ZL1l>
<212s
<Z213>

<400> 631
ggctggtaca

632
42
DNA
Homo

<210>
<Z1ll>
<212>
<213>

ccageggott
gectggagtg
tgaagggoag
acagectgag
cegectggaa
geggttecagyg
gctctggogy
gceccaggeca
acttegtgte
tgaacaagag
cocagcctgac

tggtgtcega

sapiens

tgaac

sapliens

caccttecgac
ggtgtccgge
attcaccate
agoogaggac
catgggctac
cggaggtage
tggeggaagt
gagcatcace
ctggtatcag
acccagegge
catcagcgga

cktcagegtyg

205/206
gactacggea
gtgaactgga
agoogggaca
accgecoctgt
tggggcagag
tctggtggta
gcacaggccy
atcagectgea
cageaccooyg
gtgtocaaca
ctgecaggeeg

gtgtteggeg

tgaactgggt
acggoggeac
acgocaagaa
acgactgege
gcacceotggt
gecggagygtgy
cccbgacceea
ceggogacag
gecaaggcooas
gattcageayg
aggacgagge

gaggcaccaa

gaggeaggeco
cagagactac
cagcecctgtac
cagaggctgg
gaccgtgtce
ctetggoggt
gccogeoage
cggegatgty
caagctgatc
cagcaagage
cgactactac

gctgacegty

ggaacggcegyg caccagagac tacgcocgect ctgtgaagag ¢

sapliens

geggagccge ctggaacaty ggcotac

sapiens

120
180
240
300
360
420
480
540
600
660
720
780

783

15

51

36



<400> 632
accggegeca

<210> 633
<211l> 21
<212> DNA
<213> Homo

<400> 633
gacgtgaaca

<210> 634
<2li> 30
<212> DNA
<213 > Homo

<400> 634
geeageetygy

206/208

geggcgatgt gggegectac aacttegtgt co

gapiens

agagaccoay ©

sapiens

tgtecogagtt cagegtggtyg

42

21

30



