.

14F7 sequence listing ST25 SEQUENCE LI STI NG <110> CENTRO DE | NMUNOLOG A
MOLECULAR CENTRO DE | NMUNOLOG A MOLECULAR <120> Reconbi nant anti bodi es and
fragnents recogni sing ganglioside N-glycolyl-GW38 and use thereof in the
di agnosi s and treatnent of tunours. <130> CU 92/2003 <140> CU 92/2003
<141> 2003-04-23 <160> 58 <170> Patentln version 3.2 <210> 1 <211> 5
<212> PRT <213> Mus nuscul us4rx22Grer<22listad/ITRS <222> (1)..(5) <400> 1
Ser Tyr Trp Ile Hs 1 5 SEQUEBSEAISPING 17 <212> PRT <213> Mus nuscul us
<220> 21> ﬁ%%%> he <400> 2 Tyr Ile Asp Pro Ala Thr Ala Tyr
Thr &hﬁ’SeﬁgméﬁﬂmL%gméégﬁﬁ 10 15 Asp <210> 3 <211> 16 <212> PRT
<213> Mus nuscul us <22%? 5221>d%§NAIN <222> (1)..(16%_ <400> 3 G u Ser Pro
>, i e g S\VE2CO, a og{gle
Ao KBTIy S TATETTR T TR ercogsle g Serm1S0ser s Page 1
treatment of tumours.
<130> cu 92/2003

<140> cu 92/2003
<141> 2003-04-23

<160> 58

<170> PatentIn version 3.2

<210> 1

<211> 5

<212> PRT

<213> Mus musculus

<220>
<221> DOMAIN
<222> (1)..(5)

<400> 1

ser Tyr Trp Ile His
1 5

<210> 2

<211> 17

<212> PRT

<213> Mus musculus

<220>
<221> DOMAIN
<222> (1)..(17)

<400> 2

Tyr Ile Asp Pro Ala Thr Ala Tyr Thr Glu Ser Asn Gln Lys Phe Lys
1 5 10 15
ASp

<210> 3

<211> 16

<212> PRT

<213> Mus musculus

<220>
<221> DOMAIN
<222> (D..(16)

<400> 3
Glu Ser Pro Arg Leu Arg Arg Gly Ile I%r Tyr Tyr Ala Met ggp Tyr
5

1
Page 1



14F7 sequence listing ST25 <210> 4 <211> 11 <212> PRT <213> Mus nuscul us
<220> <221> DOVAIN <222> (1)..(11) <400> 4 Arg Ala Ser An Ser |le ser Asn
Asn Leu Hs 15 10 <210> 5 <211> 7 <212> PRT <213> Mus nuscul us <220>
<221> DOVAI N <222> (1)..(7) <400> 5 Tyr Ala Ser An Ser Ile Ser 15
<210> 6 <211> 9 <212> PRT <213> Mus nuscul us <220> <221> DOVAIN <222>
(1)..(9) <400> 6 An dn SéaFAsaquergeTHiztPng stédl Thr 1 5 <210> 7 <211> 30
<212> PRT <213> Mus nuscul us <220> <221> DOVAIN <222> (1)..(30) <400> 7
An Yaig,Gp Leu Gn An ser Ay Asn Gu Leu Ala Lys Pro Ay Ala 1 5 10 15
Ser WeilsLys1 Met Ser Cys Arg Ala Ser Ay Tyr ser Phe Thr 20 25 30 Page 2

<212> PRT
<213> Mus musculus

<220>
<221> DOMAIN
<222> (1)..(11)

<400> 4

Arg Ala Ser GIn Ser Ile Ser Asn Asn Leu His
1 5 10
<210> 5

<211> 7

<212> PRT

<213> Mus musculus

<220>
<221> DOMAIN
<222> (..

<400> 5

Tyr Ala Ser GIn Ser Ile Ser
1 5

<210> 6

<211> 9

<212> PRT

<213> Mus musculus

<220>
<221> DOMAIN
<222> (1D..(9)

<400> 6

GIn Gln Ser Asn Arg Trp Pro Leu Thr
1 5

<210> 7

<211> 30

<212> PRT

<213> Mus musculus

<220>
<221> DOMAIN
<222> (1)..30)

<400> 7
GIn val GIn Leu GIn Gin Ser Gly Asn Glu Leu Ala Lys Pro Gly Ala
1 5 10 15

Ser Met Lys Met Ser Cys Arg Ala Ser Gly Tyr Ser Phe Thr
20 25 30
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14F7 sequence listing 5T25 <210> 8 <211> 14 <212> PRT <213> Mus nuscul us
<220> <221> DOVAIN <222> (1)..(14) <400> 8 Trp Leu Lys A n Arg Pro Asp @n
Gy Leu u Trplle dy 15 10 <210> 9 <211> 32 <212> PRT <213> Mis
muscul us <220> <221> DOMAIN <222> (1)..(32) <400> 9 Lys Ala Ile Leu Thr
Ala Asp Arg Ser Ser Asn Thr Ala Phe Met Tyr 1 5 10 15 Leu Asn Ser
Ser Gu Asp Ser Al a Val Tyr 14t seuenagaliAtgh®@ G725 30 <210> 10 <211> 11
<212> PRT <213> Mus nuscul us <220> <221> DOMAIN <222> (1)..(11)
Trp Q#-G@ Ay Thr Thr Val Thr Val Ser ser 1 5 10 <210> 11 <211> 23
<212z22BRT 213> Mus muscul us <220> <221> DOVAIN <222> (1)..(23)
Asp Eﬁ?VaH’RTLeU Thr @ n Ser Pro Ala Thr Leu Ser Val Thr Pro Ay 1 5 10 15

Page > Mus musculus

<220>
<221> DOMAIN
<222> (1)..(14)

<400> 8

Trp Leu Lys Gln ?rg Pro Asp Gin Gly Leu Glu Trp Ile Gly
1 10

<210> 9

<211> 32

<212> PRT

<213> Mus musculus

<220>
<221> DOMAIN
<222> (1)..(32)

<400> 9

Lys Ala Ile Leu Thr Ala Asp Arg Ser igr Asn Thr Ala phe Met Tyr
1 5 15

Leu Asn Ser Leu Thr Ser Glu Asp Ser Ala val Tyr Tyr c%s Ala Arg
25 3

<210> 10
<211> 11
<212> PRT
<213> Mus musculus

<220>
<221> DOMAIN
<222> (1)..(1D)

<400> 10

Trp Gly GIn Gly Thr Thr val Thr val Ser Ser
1 5 10
<210> 11

<211> 23

<212> PRT

<213> Mus musculus

<220>
<221> DOMAIN
<222> (1..(23)

<400> 11
Asp Leu val Leu Thr GIn Ser Pro Ala Thr Leu Ser val Thr Pro Gly
1

5 10 15
Page 3

<400> 10

<400> 11



14F7 sequence |listing ST25 Asp ser Val Ser Phe ser cys 20 <210> 12 <211>
15 <212> PRT <213> Mus nuscul us <220> <221> DOMAIN <222> (1)..(15) <400>
12 Trp Tyr An A@n Arg Thr HHs GQu Ser Pro Arg Leu Leu Ile Lys 1 5 10 15
<210> 13 <211> 32 <212> PRT <213> Mus muscul us <220> <221> DOVAIN <222>
(1)..(32) <400> 13 Ay Ile Pro ser Arg Phe ser Gy Ser Ay ser Ay Thr Asp
Phe Thr 1 5 10 15 Leu ser 14F7% spauenser1ivaingdsi2Thr G u Asp Phe Gy Met Tyr
Phe Cys 20 25 30 <210> 14 <211> 12 <212> PRT <213> Mius nuscul us <220>
<221zs PPN §&2 ke (S cfsl2) <400> 14 Phe Gy Ala Gy Thr Lys Leu Gu Leu
Lys Arg Ala 126 10 <210> 15 <211> 43 <212> DNA <213> Mus nuscul us <220>
<221> primtranscript <222> (1)..(43) Page 4 <400> 15 14F7 sequence listing

ST25 510> 12
<211> 15
<212> PRT
<213> Mus musculus

<220>
<221> DOMAIN
<222> (1)..(1%)

<400> 12

Trp Tyr GIn Gln Arg Thr His Glu Ser Pro Arg Leu Leu Ile Lys
l 5 10 15
<210> 13

<211> 32

<212> PRT

<213> Mus musculus

<220>
<221> DOMAIN
<222> (1)..(32)

<400> 13

Gly Ile Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr
1 5 10 15
Leu Ser Ile Ile Ser val Glu Thr g;u Asp Phe Gly Met g%r Phe Cys

<210> 14

<211> 12

<212> PRT

<213> Mus musculus

<220>
<221> DOMAIN
<222> (1..(12)

<400> 14

Phe Gly Ala Gly Thr Lys Leu Glu Leu i%s Arg Ala
1 5

<210> 15

<211> 43

<212> DNA

<213> Mus musculus

<220> )
<221> prim_transcript
<222> (1)..(43)
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ggggat at cc accat ggaaa ggcactggat ctttctcttc ctg 43
DNA <213> Mus nuscul us <220> <221> primtranscri pt
16 ggggctagct gaggagacgg tgaccgtggt 30 <210> 17 <211> 48
<227> (1).

Mus nuscul us <220> <221> primtranscript

<210> 16 <211> 30 <212>

<222> (1)..
<212> DNA <213>
<220> <721>

(30) <400>

prin}transcript <222> (1). g43) <400>_ 17 ggggatatcc accatggtat ttcctacacc

tcagaab gtggactt 48 <216

<2203 cé)ra'cgi%c{:'g%% f;rflcaa 2222% el kel g&)?

ctccagc g gtccc AN Y

F7 gegpance ¥5tiagIf25DNA <213> Mis nuscul us
<400> 18 agcgtcgagf tacgtttcag
> DNA <213> Mus nuscul us <220>

<221> imtranscript <222> (1)..(42) <400> 19 gtccagcttg tgcagtctgg

ggct@% g%@taaaacctg gg 42 <210> 20 <211> 30

<212> DNA
<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..(30)

<400> 16
ggggctagct gaggagacgg tgaccgtg gt

<210> 17

<211> 48

<212> DNA

<213> Mus musculus

<220> ) )
<221> prim_transcript
<222> (1)..(48)

<220>
<221> prim_transcript
<222> (1)..(43)

<400> 17

ggggatatcc accatggtat ttcctacacc tcagattacc ttggactt

<210> 18

<211> 35

<212> DNA

<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..(3%)

<400> 18
agcgtcgact tacgtttcag ctccagettg gtccc

<210> 19

<211> 42

<212> DNA

<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..(42)

<400> 19
gtccagcttg tgcagtctgg ggctgaagtg gtaaaacctg gg

<210> 20
<211> 30
<212> DNA
<213> Mus musculus
Page 5

<212> DNA <213> Mus muscul us

30

48

35

42



Page 5 14F7 sequence listing ST25 <220> <221> primtranscript <222>
(1)..(30) <400> 20 ggggctagct gaggagacgg tgaccgtggt 30 <210> 21 <211> 42
<212> DNA <213> Mus nuscul us <220> <221> primtranscript <222> (1)..(42)
<400> 21 cccaggtttt accacttcag ccccagactg cacaagctgg ac 42 <210> 22 <211>
43 <212> DNA <213> Mus nuscul us <220> <221> primtranscript <222>
(1)..(43) <400> 22 ggggat al4 aeeuenggaldatifpcadiygat ctttctcttc ctg 43
<210> 23 <211> 27 <212> DNA <213> Mus mnuscul us <220> <221> primtranscript
<222xA0l) . . (27) <400> 23 ggggcctcag tgagggtgtc ctgcagg 27 <210> 24 <211>
30 <212> @NA_t2b3erirs nuscul us <220> <221> primtranscript <222>
(1).<923p) (R4003024 ggggctagct gaggagacgg tgaccgtggt 30 <210> 25

<400> 20
ggggctagct gaggagacgg tgaccgtggt 30

<210> 21

<211> 42

<212> DNA

<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..(42)

<400> 21
cccaggtttt accacttcag ccccagactg cacaagetgg ac 42

<210> 22

<211> 43

<212> DNA

<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..(43)

<400> 22
ggggatatcc accatggaaa ggcactggat ctttctettc ctg 43

<210> 23

<211> 27

<212> DNA

<213> Mus musculus

<220> )
<221> prim_transcript
<222> (1)..27)

<400> 23
ggggcctcag tgagggtgtc ctgcadgg 27

<210> 24
<211> 30
<212> DNA
<213> Mus musculus

<220> )
<221> prim_transcript
<222> (1)..(30)

<400> 24
ggggctagct gaggagacgg tgaccgtggt 30

<210> 25
<211> 27
Page 6



<211> 27 Page 6 <212> DNA 14F7 sequence listing ST25 <213> Mius nuscul us
<220> <221> primtranscript <222> (1)..(27) <400> 25 cctgcaggac
accctcactg aggcccc 27 <210> 26 <211> 43 <212> DNA <213> Mus nuscul us

<220> <221> primtranscript <222> (1)..(43) <400> 26 ggggatatcc accat ggaaa
ggcactggat ctttctcttc ctg 43 <210> 27 <211> 33 <212> DNA <213> Mis
muscybys  £020> <221> pri m ifahsenyence Wzgpng SIPS. (33) <400> 27 cactggttaa
gacagsffraccylInesqdget ctg 33 <210> 28 <211> 30 <212> DNA <213> Mis

muscul us <220> <221> primtranscript <222> (1)..(30) <400> 28 ggggct agct
gaggagacgg tgaccgtggt 30 <210> 29 <211> 33 <212> DNA <213> Mius nuscul us

<220§22>2%§ﬁ%£{ﬂ5%29ﬂ§9r'pt <222> (1)..(33) <400> 29

<222> (L..027)

<400> 25
cctgcaggac accctcactg aggeccce 27

<210> 26

<211> 43

<212> DNA

<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..(43)

<400> 26
ggggatatcc accatggaaa ggcactggat ctttctctte ctg 43

<210> 27

<211> 33

<212> DNA

<213> Mus musculus

<220
<221> prim_transcript
<222> (1)..33)

<400> 27
cactggttaa gacaggcacc tggccagggt ctg 33

<210> 28

<211> 30

<212> DNA

<213> Mus musculus

<220> )
<221> prim_transcript
<222> (1)..(30)

<400> 28
ggggctagct gaggagacgg tgaccgtggt 30

<210> 29

<211> 33

<212> DNA

<213> Mus musculus

<220> .
<221> prim_transcript
<222> (1)..(33)

<400> 29
cagaccctgg ccaggtgect gtcttaacca gtg 33

Page 7



cagaccctgg ccaggtgcct gtcttaacca gtg 33 Page 7 <210> 30 14F7 sequence

listing ST25
pri mtranscript

ctttctcttc ctg 43
<221> primtranscri pt

<211> 43 <212> DNA <213> Mus nuscul us

<400> 30 ggggat at cc accat ggaaa ggcact ggat

<212> DNA <213> Mus nuscul us <220>
<400> 31 ctggaatggg ttggatacat t 21

<222> (1)..(43)
<210> 31 <211> 21
<222> (1)..(21)

<220> <221>

<210>,32 <211> 30 <212> DNAARD seamianGs Tisdand §325<220> <221> primtranscript
<222§2 11) .33 30) <400> 32 ggggct agct gaggagacgg tgaccgtggt 30 <210> 33

<2114 pNAl2> DNA <213> Mus nuscul us <220> <221> primtranscript <222>
(1). <) Mus4@@scudBsaat gt atcca acccattcca g 21 <210> 34 <211> 43 <212> DNA
<213> Mus nuscul us <220> <221> primtranscript

<220>
<221> prim_transcript
<222> (1)..(43)

<400> 30
ggggatatcc accatggaaa ggcactggat ctttctcttc ctg 43

<210> 31
<211> 21
<212> DNA
<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..Q2L)

<400> 31
ctggaatggyg ttggatacat t 21

<210> 32

<211> 30

<212> DNA

<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..(30)

<400> 32
gggyctagct gaggagacgg tgaccgtggr 30

<210> 33

<211> 21

<212> DNA

<213> Mus musculus

<220>
<221> prim_transcript
<222> (1..R2L

<400> 33
aatgtatcca acccattcca g 21

<210> 34

<211> 43

<212> DNA

<213> Mus musculus

<220> )
<221> prim_transcript
<222> (1)..(43)

<400> 34
ggggatatcc accatggaaa ggcactggat ctttctcttc ctg 43
Page 8



<222> (1)..(43) <400> 34 ggggatatcc accatggaaa ggcactggat ctttctcttc ctg 43
Page 8 14F7 sequence listing ST25 <210> 35 <211> 30 <212> DNA <213> Mus
muscul us <220> <221> primtranscript <222> (1)..(30) <400> 35 tatcaacaaa
aaccaggtca gtctccaagg 30 <210> 36 <211> 35 <212> DNA <213> Mius nuscul us
<220> <221> primtranscript <222> (1)..(35) <400> 36 agcgtcgact tacgtttcag
ctccagcttg gtccc 35 <210> 3FF&2equerg® 1is2i8g SDRB <213> Mus nuscul us <220>
<221> primtranscript <222> (1)..(30) <400> 37 ccttggagac tgacctggtt
tttothgpt a330 <210> 38 <211> 48 <212> DNA <213> Mus nusculus <220> <221>
| pri gRianseri pt <222> (1)..(48) <400> 38 ggggatatcc accatggtat ttcctacacc

tcagail?achMAt %gactt 48 <210> 39 <211> 21 <212> DNA
<213> Mus musculus

<220> )
<221> prim_transcript
<222> (U..0GO

<400> 35
tatcaacaaa aaccaggtca gtctccaaqg 30

<210> 36

<211> 35

<212> DNA

<213> Mus musculus

<220>
<221> prim_transcript
<222> (1..(35

<400> 36
agcgtcgact tacgtttcag ctccagcettg gtccc 35

<210> 37

<211> 30

<212> DNA

<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..(30)

<400> 37
¢cttggagac tgacctggtt tttgttgata 30

<210> 38

<211> 48

<212> DNA

<213> Mus musculus

<220>
<221> 1lprim_transcript
<222> (1)..(48)

<400> 38
ggggatatcc accatggtat ttcctacacc tcagattacc ttggactt 43

<210> 39

<211> 21

<212> DNA

<213> Mus musculus

<220> ) )
<Z221> prim_transcript
<222> (1)..(21)

Page 9



<213> Mus mnuscul us <220> <221> primtranscript <222> (1)..(21) Page 9
<400> 39 14F7 sequence listing ST25 atttctgggg tcccctccag g 21 <210> 40
<211> 35 <212> DNA <213> Mius nusculus <220> <221> primtranscript <222>
(1)..(35) <400> 40 agcgtcgact tacgtttcag ctccagcttg gtccc 35 <210> 41
<211> 21 <212> DNA <213> Mus nuscul us <220> <221> primtranscript <222>

(1)..(21) _ <400> 41 cctggagyfy aeaesagddatin@$T2%210> 42 <211> 48 <212> DNA
<2135 .&gﬁésg s c<92§o> <221> primtranscript <222> (1)..(4{& <400> 42
ggggéﬁatc cca ggfé% tcctacacc tcagattacc ttggactt 48 <210>743 <211> 50

<212> DNA <213> Mus nuscul us <220> <221> primtranscript <222> (1)..(50)

<400§§1§ tg?taltctc acagt gcaca ggcaggtgtc agctgtacag cagtcatgga 50 <210> 44

<212> DNA
<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..(35)

<400> 40
agcgtcgact tacgtttcag ctccagcttg gtecc 35

<210> 41
<211> 21
<212> DNA
<213> Mus muscuius

<220> )
<221> prim_transcript
<222> (1)..Q21)

<400> 41
cctggagggg accccagaaa t 21

<210> 42

<211> 48

<21Z2> DNA

<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..{48)

<400> 42
ggggatatcc accatggtat ttcctacacc tcagattacc ttggactt 48

<210> 43

<211> 50

<212> DNA

<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..(50)

<400> 43
ttctattctc acagtgcaca ggcaggtgtc agctgtacag cagtcatgga 50

<210> 44

<211> 51

<212> DNA

<213> Mus musculus

<220> )
<221> prim_transcript
Page 10



<211> 51 <212> DNA <213> Mus nusculus <220> <221> primtranscript Page 10
<222> (1) (51) 14F7 sequence listing 5T25 <400> 44 ttctattctc acagtgcaca
ggcaggt ct ¢ aagctgcagc agctctgggg ¢ 51 <210> 45 <211> 53 <212> DNA <213>
Mus nuscul us <220> <221> primtranscript <222> (1)..(53) <400> 45
ttctattctc acagtgcaca ggaaggtgaa gctgtgctgc gagtctggag gga 53 <210> 46
<211>_50 ?512> DNA <213> Mi4F/ngeeuenge 1is2P0g>S¥221> primtranscript <222>
(1).7%%@) (R4p63P46 gaaccagt ac tccaggcctg aggggccgca gagacagtga ccagagtccc
50 s&0R> A/ <211> 50 <212> DNA <213> Mus nusculus <220> <221>
pri nttotanscrd ptagtgeaea> ggdaggrcbo)aagedddyc daficgaemmage ac t ccaggcectsy aggggccgag
gagacggtga ctgaggttcc 50 <210> 48 <211> 54 <212> DNA <213> Mus nuscul us
<2202, 12213 primtranscript <222> (1)..(54) <400> 48

<211> 53

<212> DNA
<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..(53)

<400> 45
ttctattctc acagtgcaca ggaaggtgaa getgtgctge gagtctggag gga 53

<210> 46
<211> 50
<212> DNA
<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..(50)

<400> 46
gaaccagtac tccaggcctg aggggccgca gagacagtga ccagagtccc 50

<210> 47

<211> 50

<212> DNA

<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..(50)

<400> 47
gaaccagtac tccaggcctg aggggcecgag gagacggtga ctgaggttec 50

<210> 48

<211> 54

<212> DNA

<213> Mus musculus

<220> )
<221> prim_transcript
<222> (1)..(54)

<400> 48
gaaccagtac tccaggcctg aggggecgag gagacgtgtg agccagtgga gocc 54

<210> 49

<211> 40

<212> DNA

<213> Mus musculus

Page 11



gaaccagtac tccaggcctg aggggccgag gagacgtgtg agccagtgga gccc 54 <210> 49
<211> 40 <212> DNA <213> Mus nuscul us Page 11 <220> 14F7 sequence listing
5T25 <221> primtranscript <222> (1)..(40) <400> 49 gtactccagt cgacgacatt
gtgcatgatt accagtctcc 40 <210> 50 <211> 40 <212> DNA <213> Mus nuscul us
<220> <221> primtranscript <222> (1)..(40) <400> 50 gtactccagt cgacgatatc

cagat gacac cagaactacc 40 <PHF>sepengd 11SsBg §PAD> DNA <213> Mus nuscul us
<220%Z?22 1Rr{£% Epl crlpt <222> (1)..(39) <400> 51 gtactccagt cgaccgaaat
t gt t goeac1§Cagfos <210> 52 <211> 39 <212> DNA <213> Mus muscul us

<220> <221> prln}transcrlpt <222> (1)..(39) <400> 52 aaggaaaaaa gcggccgctt
ttcaf %a cttggt .39 <210> 53 <211> 39 <212> DNA <213> Mus nuscul us
<220g> Eﬁﬁg 8 ?8 ﬁ*nggﬁﬁ;gatt accagtcicc 40

<210> 50
<211> 40
<212> DNA
<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..40)

<400> 50
gtactccagt cgacgatatc cagatgacac cagaactacc 40

<210> 51

<211> 39

<212> DNA

<213> Mus musculus

<220>
<221> prim_transcript
<222> (D..(39D

<400> 51
gtactccagt cgaccgaaat tgttgctcac ccagtctec 39

<210> 52

<211> 39

<212> DNA

<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..(39)

<400> 52
aaggaaaaaa gcggccgctt ticatgtectc cagcttggt 39

<210> 53

<211> 39

<212> DNA

<213> Mus musculus

<220>
<221> prim_transcript
<222> (1)..(39

<400> 53
aaggaaaaaa gcggccgcett ttgatgctcc aacttgtgt 39

<210> 54
<211> 111
<212> PRT
<213> Mus musculus
Page 12



<222> (1)..(39) <400> 53 aaggaaaaaa gcggccgctt ttgatgctcc aacttgtgt 39
<210> 54 <211> 111 <212> PRT <213> Mus nuscul us Page 12 14F7 sequence
listing ST25 <220> <221> DOVAIN <222> (1)..(111) <400> 54 Asp Ile Val Met
Phe G n Ser Pro Ala Ser Leu Ala Val ser Leu dy 15 10 15 dn Arg Ala Thr
Ile Ser Cys Arg Ala Ser A n ser Val Ser Ser Ser 20 25 30 Ser Tyr Ser Tyr
Met H's Trp Tyr An G n Lyst4s7osequena  iPEIPPH25 35 40 45 Lys Leu Leu lle
Lys Tyr Ala Ser Asn Leu Qu Ser Gy Val Pro Ala 50 55 60 Arg Phe Ser Ay
Ser Gp-5er Ay Thr Asp Phe Thr Leu Asn Ile Hs 65 70 75 80 Pro val Gu
G u €321~ AN Ala Thr Tyr Tyr Cys G n His Ser Arg 85 90 95 Asp Val Pro
Leu 2> Pl G181 a Gy Thr Lys Leu Gu Ile Lys 100 105 110 <210> 55 <211>
107 46812%4PRT <213> Mis nuscul us <220> <221> DOVAIN <222> (1)..(107)
<400> 55 Asp Ile @ n Met Thr An Thr Pro Ser Ser Leu Ser Ala Ser Leu Ay 1
5 10asp51TAyp] AMeg Riad GThrsdr Er<Se&r1aC§Er Aeg AhavaSeseLeruAsSty |1 e Ser Asn Tyr 20
25 3D LeU Asn Trp Tyr A n dn Lysl®Pro Asp Ay Thr Wal Lys Leu Leu Ile 35
40 45 Val Tyr Thr ser Arg Leu His Ser Gy Val Pro S5er Arg Phe Ser Ay 50 55

60 @rrag m§eérgr&ye Bar é&pAFgr/é\;&eferLem Bar \bal1e§§er5eAS§brLeu Gu dn

Ser Tyr Ser Tyr Met His Trp Tyr GIn GIn Lys Pro Gly GIn Pro Pro
35 40 45

Lys Leu Leu Ile Lys Tyr Ala Ser Asn Leu Glu Ser Gly val Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Asn Ile His
65 70 75 80

Pro val Glu Glu Glu Asp Ala Ala Thr Tyr Tyr Cys Glnh His Ser Arg
85 90 95

Asp val Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Ile Lys
100 105 110

<210> 55

<211> 107

<212> PRT

<213> Mus musculus

<220>

<221> DOMAIN

<222> (1)..(107)

<400> 55

Asp Ile GIn Met Thr GIn Thr Pro Ser Ser Leu Ser Ala Ser Leu Gly
1 5 10 15

Asp Arg val Thr Ile Ser Cys Arg Ala Ser Gln Asp Ile Ser Asn Tyr
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Asp Gly Thr val Lys Leu Leu Ile
35 40 45

val Tyr Thr Ser Arg Leu His Ser Gly val Pro Ser Arg Phe Ser Gly
50 55 60

ser Gly Ser Gly Thr Asp Tyr Ser Leu Thr Ile Ser Asn Leu Glu Gln
65 70 75 80
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65 70 75 80 Page 13 14F7 sequence listing ST25 G u Asp Ile Ala Thr Tyr Phe
cys @Gn An @y Asn Thr Leu Pro Pro 85 90 95 Thr Phe Ay Ala Ay Thr Lys
Leu Gu Leu Lys 100 105 <210> 56 <211> 107 <212> PRT <213> Mus nuscul us
<220> <221> DOVAIN <222> (1)..(107) <400> 56 Asp Ile @n Met Thr dn Thr
Pro Ser Ser Leu Ser Ala ser Val Gy 15 10 15 Asp Arg Val Thr Ile Thr Cys
Arg pa,ser.dn Ser |le %Llﬁér S FHEnge 1A5tBm ST Asn Tr(g Tyr G n d@n Lys
Pro GYAEN S A 3PgR” LyE T¥uYRF M &) §%y4f(§”4T5h'"T>'r?“@r A% Ser Asn Leu G n
ser Ay Val Pro Ser Arg Phe Ser dy 50 55 60 Arg y Ser Gy Thr Asp Phe
Thr Leu Thr Ile ser Ser Leu An Pro 65 70 75 80 du Asp Phe Ala Ala Tyr
Tyr TYsPd e Alacsly TF B LewGlPr U e4s 85 90 95 Thr Phe Gy G n Ay Thr
Lys Leu G u Le (lys 100 105 <29> 57 <211> 111 <212> PRT <213> Mis
muscul us <220> <221> DOVAIN <222> (1)..(111) <400> 57 G n Ser Val Val Thr
G n A19>Pri® Ser Thr Ala ser Ay Ay Pro dy 15 10 15 dn Ser Leu Thr Ile
Ser %;Th#okiy Thr Ser Ser Asp Val Ay Gy 20 25 30 Page 14 14F7 sequence
list] >Sﬁz§ AV sy His Val Ser Trp Tyr Gn Gn Hs Pro Ay Lys Ala Pro Lys

<220>
<221> DOMAIN
<222> (1)..(107)

<400> 56
Asp Ile GIn Met Thr GIn Thr Pro Ser Ser Leu Ser Ala Ser val Gly
1 5 10 15

Asp Arg val Thr Ile Thr Cys Arg Ala Ser Gin Ser Ile Ser Ser Phe
20 25 30

Leu Asn Trp Tyr GIn Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Aga Ala Ser Asn Leu ggn ser Gly val Pro ggr Arg Phe Ser Gly
5

Arg Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala g;a Tyr Tyr Cys GlIn gén Gly Tyr Thr Thr Sgo Leu

Thr Phe Gly Gln Gly Thr Lys Leu Glu Leu Lys
100 105

<210> 57

<211> 111

<212> PRT

<213> Mus musculus

<220>

<221> DOMAIN

<222> (1)..(111)

<400> 57

GIn Ser val val Thr Gin Pro Pro Ser Thr Ala Ser Gly Gly Pro Gly
1 5 10 15

Gln Ser Leu Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp §81 Gly Gly
25

Page 14



35 40 45 Leu Met
55 60 Phe Ser
70 75 80 Leu G n Ala Gu Asp Ju Al a Vval

Ile Tyr Asp Val

Ay Ser

90 95 Ser Asn Asn Leu Val

110 <210> 58 <211> 109

Lys Ser

Ser
@y Asn Thr Al a Ser

Lys Arg Pro Ser Ay Val Pro Hs Arg 50
Leu Thr Val ser Ay 65

Tyr Tyr Cys Ser Ser Tyr Ala Ay 85
Phe Gy Ay Ay Thr
<212> PRT <213> Mus nuscul us

Lys val

Thr Val Leu 100 105
<220> <221> DOVAI N

ed¥e NietyinphpTZd n Asp Pro Ala Thr Val Ser
sy 8ro &lY E@SeAql%P'"Ey%YSG n Ay Asp Ser Leu
A'a ser Trp Tyr A@n dn Lys Pro Ay Gn Ala Pro
dy

Lys Asn Asn Arg Pro Ser Ay Ile Pro Asp

<222> (1%. : (i109)] <400> 58

val Ara? LY 365718 M ¢

Arg Ser Tyr Tyr 20 25 30

Val Leu Val Ile 35 40 45 Tyr

Arg lF‘WeM%fe

Ay Ala>8n Ala 65 70 80 Qu Asp G

Asp Ser Ser Gy Asn 85 90 95 His Val

val g{;&usé@mioﬁerPagf %B Gly Asn Thr

Leu GIn Ala Glu Asp Glu Ala val Tyr

85

Ser Asn Asn Leu val phe Gly Gly g]y
05

<210>
<211>
<212>
<213>

<220>
<221>
<222>

<400>
Ser Ser
1

GIn Thr

Ala Ser

Tyr Gly
50

ser Sser
65

Glu Asp

His val

58
109
PRT

Mus musculus

DOMAIN
(1>..(109)

58
Glu

val

Trp

35

Lys

Ser

Glu

val

Leu

Arg

20

Tyr

Asn

Gly

Ala

Phe
100

Thr

5

Ile

GlIn

Asn

Asn

Asp

85

Gly

GlIn

Thr

Gln

Arg

Thr

70

Tyr

Gly

ASp

Cys

Lys

Pro

55

Ala

Tyr

Gly

Pro

Gln

Pro

40

Ser

Ser

Cys

Thr

Ala

Gly

25

Gly

Gly

Leu

Asn

Lys
105

Val

75

AleTyr 5¢p ¥816Ipr Bey AsarProeberdGyy As] whe HAkaAr®er Leu Thr Ile Thr

Ala Asp Tyr Tyr Cys Asn ser Arg
Phe Gy Gy Gy Thr Lys Leu Thr
Ala Ser Leu Thr val Ser

Tyr Cys Ser Ser Tyr Ala
g0 95

Thr Lys val Thr val

Thr

10

Asp

Gln

Ile

Thr

ser

90

Leu

val

ser

Ala

Pro

Ile

75

Arg

Thr

Ser

Leu

Pro

Asp

60

Thr

Asp

val
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val

Arg

val

45

Arg

Gly

ser

Leu

110

Ala

Ser

30

Leu

Phe

Ala

Ser

Leu

Leu

15

Tyr

val

Ser

GIn

Gly
95

Gly
80

Gly

Gly

Tyr

Ile

Gly

Ala

80

Asn



