wO 20087117888 A1 |00 000 0O 01

A nmet hod of neasuring the content of nethylated DNA in

a target
speci men with a biol ogi cal

DNA region of a genom c DNA contained in a
origin,

and so on.

12) HHFBHAERITESTVWT ARSI hI-ERHEE

(19) t RH B FT A HEKES
EfE®ER

43) Bt 2BEA
2008 ££10 A2 H (02.10.2008)

3
} 7,
& 5

10) B ABRES
WO 2008/117888 A1l

(51) BRI E:

C12Q 1/68 (2006.01) GOIN 33/53 (2006.01)
CI2N 15/09 (2006.01)
1) EfHREES: PCT/IP2008/056526

(22) EHRER: 2008 4£3 H26 H (26.03.2008)

(25) EFHRED S E: EEX

(26) B AFEDEE: B &S

(30) BEET—4:
$§F82007-078660 2007 ££3 A26 A (26.03.2007) JP

(71) HEA CKEZBR < 2TORERIZDINT): k1
kK44t (SUMITOMO CHEMICAL COMPANY,
LIMITED) [JP/JP]; T 1048260 REEFREHII=T

B 2 7 & 1% Tokyo (JP).

(72) HBAE;, B&U

75) ZAE/HEA CREIZOVNTOH): Ev FREE
(TOMIGAHARA, Yoshitaka) [JP/IP]; T 5600013 X B
WEDPHEBHRS3 —5— 7 1 Osaka (JP). 1 H3AH
(TARUI, Hirokazu) [JP/IP]; T 5610802 KR iF &b
EREAM2—11—8—20 1 Osaka (JP).

(74) KREA: FIUF, 5 (NAKAYAMA, Tohru et al); T
5418550 KIRA KRR RRILEMTHES&HFI 3 S
FERILFAMHELE > 5 —B%KX &2 A Osaka (JP).

@8 BEE (RROGTWERY., 2TOEFOERNREN
AHE): AE, AG, AL, AM, AO, AT, AU, AZ, BA, BB, BG,
BH, BR, BW, BY, BZ, CA, CH, CN, CO, CR, CU, CZ, DE,
DK, DM, DO, DZ, EC, EE, EG, ES, FI, GB, GD, GE, GH,
GM, GT, HN, HR, HU, ID, IL, IN, IS, KE, KG, KM, KN,
KP, KR, KZ, LA, LC, LK, LR, LS, LT, LU, LY, MA, MD,
ME, MG, MK, MN, MW, MX, MY, MZ, NA, NG, NI, NO,
NZ, OM, PG, PH, PL, PT, RO, RS, RU, SC, SD, SE, SG,
SK, SL, SM, SV, SY, TJ, TM, TN, TR, TT, TZ, UA, UG,
US, UZ, VC, VN, ZA, ZM, ZW.

BEE GEROLZEWRY., 2 TOEHEOEEEEL T
BE): ARIPO (BW, GH, GM, KE, LS, MW, MZ, NA, SD,
SL, SZ, TZ, UG, ZM, ZW), 1— 5 L 7 (AM, AZ, BY,
KG, KZ, MD, RU, TJ, TM), 3 — B /% (AT, BE, BG,
CH, CY, CZ, DE, DK, EE, ES, FL, FR, GB, GR, HR, HU,
IE, IS, IT, LT, LU, LV, MC, MT, NL, NO, PL, PT, RO, SE,
SI, SK, TR), OAPI (BF, BJ, CF, CG, CI, CM, GA, GN, GQ,
GW, ML, MR, NE, SN, TD, TG).

AT oFHEH:

ERGAERESE
BEFERXICEYREICARAS W -BAME RS R
. BRICESEEREBR, 5 AFATHE

84

(54) Title: METHOD OF MEASURING DNA METHYLATION

(54) D LF: DN A A FILILRES &

(57) Abstract: A method of measuring the content of methylated DNA in a target DNA region of a genomic DNA contained in a

specimen with a biological origin, and so on.

(57) E#y: XRHAIL, EPHEBREFICEENSS/ LDNAGTOBMETSDNABEBIZE TSI AFILIEESNE

DNADEEZAET 2HZXFICET S,



