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ataactgttc
ctacaggtga
cctceccagga
aggctgaccc
aaggcggctg
acaccatcca
cgtgccecte
gggccagttt
cagcaaaaca
gtgccctggce
tcctgacccc
ttcactttct
tgctacagac
aggctgggga
tccgeaatgt
atttccaaac
gtaaacaatc
tgattgacag
ggaaccctgt
catcatcatc
tctgtgecte
tcttcecgea
cagcggcagt
tagcctgtgc
ccacatgtga
taacctgctyg
agtctgcaga
cagcctgtcec
ccaggaggac
ctggaagctg
aatgccttcc
<210> 2

<211> 440

<212> PRT
<213>

aggaggagat
actccagtcc
gggacccaca
gcggetgatt
gctcaccagg
gtattcaaag
ttctgtctca
ctctgecttce
agtgacatga
tcctigeage
tccctgeagg
cttttgtttt
ctggtacact
ggccagtgtt
tggtttcact
catcagctgc
taattaaatg
taagtttatt
ccctectaac
gaagtcttcc
caggaccagg
aggcctctca
gggcctgctg
tggaccagct
actttttcta
gatgggactc
gttctcctgg
ctgaaagaga
cgcctgeect

tcaggctggg

acctcaccgc

Homo sapiens
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gatgactgga
ctacagatgc
gggctgaagg
gagtccctct
ctcctgcaga
catcccccgce
tagttgtgtt
ttccaggatc
agggagggtc
agggctgggc
ggctacgtta
aaatgactca
ctgattttag
gtgggcttcc
gagagctgcc
ttttaaaata
gcatcagcac
gttaatggtt
aagtgtatct
ccagttataa
ggcccaccct
gacccagatg
aggccttctc
ggcctggggt
ggtggcagga
catagctcct
aggcaggggc
agatggccat
gcctgggect
acaggctttg

ddaaaaaaaa

cccatctgtc
cagaatccga
aagctgcctt
cccagatgcet
ccaagaacta
cgttgtgacc
aagcttgcgt
aggggttagg
cctgtgtgtg
ctgcgagacc
gcagcccagce
taggtccctg
ataaagtaag
tgctgggact
tcctggtcte
agatctcttt
tttaaccaat
cttacagagt
cgattaataa
agaggtcaca
ctgcccaggg
tgacggggtg
ttgaggcctg
ccctctgaag
caaattgcgc
tcccaggacc
tgctgccttg
gccctccatg
tggctgggcec
attttgaggg

ddaaaaaaaa
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ttcaaaagaa
agggccaagc
gtacccacat
gtccatgggc
tgacatcgga
acttttgccc
agaattgcag
gtgcaagaag
tgtgtgctga
caaggctcac
acatagcttg
acatttagtt
cctaggtgtt
gagaaggctc
ttcaccactg
gtagccatcc
gacgtttgca
atctttaaaa
cctgccagtc
tagtcgtgtg
agtccttgcg
tgtggcccga
tgctctgggg
agaccttggce
ccatttagag
cctcagctcc
tttcaccttc
tgtaagaaca
tctggttctg
ttagcaagac

aaa

gtggacccgt
tctctggacc
ctcecgecag
ttctctgatg
gcggetetgg
acctcttctg
gtctctgtac
ccatttaggg
tgtttcctgg
tgcagcgegce
cctaatggct
gattattttc
gtcagcaggc
acgaagggca
tagttctctc
tgttaaattt
tagagagaaa
gtgccttagg
ccagatcaca
ggtcgaggat
tcccatgagg
ggaagctgga
gtcccttget
tgctcactgt
gatgtggctg
ccggcactgce
catgtcaggc
atgccagggc
acactttctg

daagcaaata

1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2923
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Met Ala Ser
1

Ala

Ala

Ser

Ala

65

Glu

Ile

cys

Asp

Cys

145

Arg

Glu

Phe

Arg

Ala

225

Gly

Ile

Arg

Glu

Arg

50

His

Glu

Tyr

Ala

Gly

Pro

Gly

Gly

Gly

Pro

210

Ser

Glu

ASp

Glu

Ala

35

val

Tyr

Leu

Ile

Gln

115

Cys

Asp

His

Phe

Gly

Ser

val

Leu

Ile

20

Glu

Ala

Arg

Thr

Lys

100

Glu

Asn

Tyr

Thr

Ser

180

Pro

Arg

Pro

val

Glu

Thr

Arg

Ala

Ala

Asp

Met

85

Glu

Ala

Gly

Asp

Lys

165

His

Gly

Ala

Ser

Ala

245

His

val

Arg

Ala

Leu

Glu

70

Ala

Lys

Pro

Pro

Leu

150

Leu

Ser

Trp

Gly

Glu

230

Ala

Gly

Lys

Phe

Ala

Phe

55

Asp

Met

Lys

Arg

val

135

Cys

Ala

Arg

Glu

Glu

215

Asp

Ala

Gly

Ala

Ser

Gly

40

Pro

Gly

Ser

Glu

Asn

120

val

Ser

Phe

Trp

Met

200

Ala

Pro

Leu

Lys
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Tyr Leu Leu Gly Lys

Phe

25

Pro

Ala

Asp

Tyr

Cys

105

Met

Gly

val

Pro

Leu

185

Gly

Arg

Ser

Ser

10

Cys

Gly

Leu

Leu

val

90

Arg

val

Thr

Cys

ser

170

Arg

Pro

Pro

val

Pro
250

Cys

Pro

Arg

val

75

Lys

Arg

His

Arg

Glu

155

Pro

Lys

Pro

Gly

Asn

235

Leu

Arg Ser Arg
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Ser

Cys

Pro

60

Ala

Asp

Asp

Pro

TYyr

140

Gly

Phe

val

Gly

Pro

220

Phe

Gly

Leu

Pro

Glu

45

Gly

Phe

Asp

His

Asn

125

Lys

Lys

Gly

Lys

Asn

205

Thr

Leu

Ile

Thr

Glu

Glu

30

Arg

Gly

Ser

Ile

Arg

110

val

Cys

Gly

His

His

190

Trp

Ala

Lys

Glu

Pro

Asp

15

Pro

Leu

Phe

Ser

Phe

95

Pro

Ile

Ser

Leu

Leu

175

Gly

Ser

Glu

Asn

val

255

val

Ala

Glu

Leu

Asp

80

Arg

Pro

Cys

val

His

160

Ser

Pro

Ser

val

240

Asp

Ser



Pro

Cys

Gln

305

Arg

Asp

Leu

Pro

His

385

Met

Leu

Tyr

Glu

290

ser

Pro

Trp

Gln

ser

370

Leu

Leu

Gln

ser

ser

275

Ser

Leu

Glu

Thr

Ser

355

Gln

Pro

Ser

Thr

Lys
435

260

Ser

Asp

Ala

Glu

His

340

Leu

Glu

Pro

Met

Lys

420

His

Ser

Pro

Glu

Gln

325

Leu

Gln

Gly

Glu

Pro

Thr

Ser

GIn

310

Met

Ser

Met

Pro

Ala

390

Phe

Tyr

Pro

Glu

Lys

Met

Glu

Ser

Pro

Thr

375

Asp

Ser

Asp

Pro

Glu

280

Pro

Arg

Ser

Lys

Glu

360

Gly

Pro

Asp

Ile

Leu
440
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265

Lys Ser Ser Ser Gln

Gly

Lys

Asp

Glu

345

ser

Leu

Arg

Glu

Gly

Gly Asn

Ile Ala
315

Asn Cys
330

val Asp

Glu Gly

Lys Glu

Leu Ile

395

Gly Gly
410

Ala Ala
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val

300

Leu

Ser

Pro

Pro

Ala

380

Glu

Trp

Leu

285

Glu

Glu

Gly

Ser

Ser

365

Ala

Ser

Leu

Asp

270

Pro

Gly

ser

Gly

Thr

350

ser

Leu

Leu

Thr

Thr
430

ser

Ala

Glu

Asp

335

Gly

Leu

Tyr

Ser

Ser

Thr

Gly

Asp

Glu

Asp

Pro

Gln

400

Leu

Gln



